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            gene; E2L gene; E3L gene; E4L gene; E5R gene; E6R gene; E7R gene;
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FEATURES             Location/Qualifiers
     source          1..185578
                     /organism="Variola virus"
                     /mol_type="genomic DNA"
                     /strain="India-1967, ssp. major"
                     /isolate="Ind3"
                     /db_xref="taxon:10255"
     gene            complement(338..799)
                     /gene="D1L"
                     /locus_tag="VARVgp001"
                     /db_xref="GeneID:1486397"
     CDS             complement(338..799)
                     /gene="D1L"
                     /locus_tag="VARVgp001"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain C16L/B22 and cowpox virus D5L; the poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042045.1"
                     /db_xref="InterPro:IPR009352"
                     /db_xref="InterPro:IPR011212"
                     /db_xref="UniProtKB/TrEMBL:Q07004"
                     /db_xref="GeneID:1486397"
                     /translation="MASSCAQFSPCHCHATKDSLNTVADVRHCLTEYILWVSHRWTHR
                     ESAGSLYRLLISFRTDATELFGSELKEFSDSLPWDNIDNCVEIIKCFIRNDSMKTAKE
                     LCAIIGLCTQLAIVSGRVFNDKYIDILLMLQKILNENDYFTLLDHIRTAKY"
     gene            1810..2232
                     /gene="D1L"
                     /locus_tag="VARVgp002"
                     /db_xref="GeneID:1486396"
     CDS             1810..2232
                     /gene="D1L"
                     /locus_tag="VARVgp002"
                     /note="epidermal growth factor-like protein; Epidermal
                     growth factors are a class of proteins that facilitate
                     cell-cell recognition and division and share a repeat
                     pattern of conserved cysteiene residues; The poxviridae
                     are enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="epidermal growth factor-like protein (EGF-like
                     protein)"
                     /protein_id="NP_042046.1"
                     /db_xref="GOA:P33804"
                     /db_xref="UniProtKB/Swiss-Prot:P33804"
                     /db_xref="GeneID:1486396"
                     /translation="MSMKYLMLLFAAMIIRSFANSGNAIETTLSEITNTTTDIPAIRL
                     CGPEGDRYCFHGICIHARDIDGMYCRCSHGYTGIRCQHVVLVDYQRSEKPNTTTSYIP
                     SPGIVLVLLVSIIVCCLLFVYRFTRRTNKLPLQDMVVP"
     gene            complement(2394..3386)
                     /gene="D3L"
                     /locus_tag="VARVgp003"
                     /db_xref="GeneID:1486398"
     CDS             complement(2394..3386)
                     /gene="D3L"
                     /locus_tag="VARVgp003"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain copenhagen C4L and cowpox virus C16L; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042047.1"
                     /db_xref="InterPro:IPR005004"
                     /db_xref="UniProtKB/Swiss-Prot:P33861"
                     /db_xref="GeneID:1486398"
                     /translation="MDIYNDKGLQTIKLFNNEFDCIRNDIRELFKHVTDSDSIQLPME
                     DNSDIIENIRKILYRRLKNVECVDIDSTITFMKYDPNDDNKRTCSNWVPLTNNYMEYC
                     LVIYLETPICGGKIKLYHPTGNIKSDKDIMFAKTLDFKSKKVLTGRKTIAVLDISVSY
                     NRSMTTIHYGDVDIDIHTDKNGKELCYCYITIDDHYLVNVETIGVIVNRSGKCLLVNN
                     HLGIGIVKDKRISDSFGDVCMDTIFDFSEARELFSLTNDDNRNIAWDTDKLDDDTDIW
                     TPVTEDDYKFLSRLVLYAKSQSDTVFDHYVLTGDTEPPTVFIFKVTRFYFNILK"
     gene            3887..4615
                     /gene="D4R"
                     /locus_tag="VARVgp004"
                     /db_xref="GeneID:1486399"
     CDS             3887..4615
                     /gene="D4R"
                     /locus_tag="VARVgp004"
                     /note="zinc finger-like protein; similar to variola virus
                     strain Bangladesh D6R and cowpox virus C7R; contains a
                     Ring-CH-type zinc finger which coordinates two zinc atoms;
                     contains a conserved KilA-N DNA-binding domain that is
                     found in a wide range of bacterial and eukaryotic DNA
                     virus proteins; The poxviridae are enveloped unsegmented
                     dsDNA viruses; unlike many dsDNA viruses that replicate in
                     the host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="zinc finger-like protein"
                     /protein_id="NP_042048.1"
                     /db_xref="GOA:Q76UB1"
                     /db_xref="InterPro:IPR001841"
                     /db_xref="InterPro:IPR007478"
                     /db_xref="UniProtKB/TrEMBL:Q76UB1"
                     /db_xref="GeneID:1486399"
                     /translation="MEFDPTKINISSIDHVTILQYIDEPNDIRLTVCIIQNINNITYY
                     INITKINPHLANQFRAWKKRIAGRDYMTNLSRDTGIQQSNLTETIRNCQKNRNIYGLY
                     IHYNLVINVVIDWITDVIVQSILRGLVNWYIDNNTYTPNTPNNTTTISELDIIKILDK
                     YEDVYKVSKEKECGICYEVVYSKRLENDRYFGLLDSCNHIFCITCINIWHRTRRETGA
                     SDNCPICRTRFRNITMSKFYKLVN"
     gene            complement(4764..5144)
                     /gene="D5L"
                     /locus_tag="VARVgp005"
                     /db_xref="GeneID:1486400"
     CDS             complement(4764..5144)
                     /gene="D5L"
                     /locus_tag="VARVgp005"
                     /note="IL-18 binding protein; functional inhibitor of
                     interleukin 18; The poxviridae are enveloped unsegmented
                     dsDNA viruses; unlike many dsDNA viruses that replicate in
                     the host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="IL-18 binding protein"
                     /protein_id="NP_042049.1"
                     /db_xref="InterPro:IPR008791"
                     /db_xref="UniProtKB/TrEMBL:Q07044"
                     /db_xref="GeneID:1486400"
                     /translation="MRILFLIAFMYGCVHSYVNAVETKCPNLDIVTSSGEFYCSGCVE
                     HMPKFSYMYWLAKDMKSDEYAKFIEHLGDGIKEDETIRTTDGGITTLRKVLHVTDTNK
                     FAHYRFTCVLTTLNGVSKKNIWLK"
     gene            complement(5201..6559)
                     /gene="D6L"
                     /locus_tag="VARVgp006"
                     /db_xref="GeneID:1486401"
     CDS             complement(5201..6559)
                     /gene="D6L"
                     /locus_tag="VARVgp006"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042050.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="UniProtKB/TrEMBL:Q07045"
                     /db_xref="GeneID:1486401"
                     /translation="MFNYLENEEVALDELKQMLKDRDPNDTRNQFKNNALHAYLFNEH
                     CNNVEVVKLLLDSGTNPLHKNWRHFTPLEEYTNSRHVKVNKDIAMALLEATGFSNINN
                     FNIFNYMKSKNVNVDLIKVLVEHGFDLSVKCENHRSVIENYVMTDDPVPEIIDLFIEN
                     GCNVLYEDDEYGYTYDDYQPQNCGTVLHLYIISHLYSESDTRAYVRPEVVKCLINHGI
                     KPSSIDKNYCTALQYYIKSSHIDIDIVKLLMKGIDNTAYSYIDDLTRCTRVIMADYLN
                     SDYRYNEDVNLDLVKLFLENGKPHGIMCSIVPLWRNDKETISLILKTMNSNILQHILI
                     EYMTFDDIDIHLVECMLAYGAVVNKEAIHGYFRNINIDSYTMKYLLKKKGGDVINYLD
                     DGEIPIGHLCKSNYGCYNFYTYIYKKGLCVMSYACPILNTINICLPYLKDINMIDKRG
                     QQ"
     gene            complement(7488..7949)
                     /gene="D7L"
                     /locus_tag="VARVgp007"
                     /db_xref="GeneID:1486402"
     CDS             complement(7488..7949)
                     /gene="D7L"
                     /locus_tag="VARVgp007"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042051.1"
                     /db_xref="UniProtKB/TrEMBL:Q07046"
                     /db_xref="GeneID:1486402"
                     /translation="MLYDSCKTFDACSAQSLVERNENSLNVYVTKKNKNIKTDVVVSL
                     LSSTNYKNINDFDIFEYIESDNIDVELLRLLITKGLEINSCKNGINIVEKYATTSNPN
                     VDVFKLLLDQGIPMCSNVSYGYKIIIEKKLLTSQVGTMITITISIILLLYR"
     gene            complement(8602..9054)
                     /gene="D8L"
                     /locus_tag="VARVgp008"
                     /db_xref="GeneID:1486403"
     CDS             complement(8602..9054)
                     /gene="D8L"
                     /locus_tag="VARVgp008"
                     /note="host-range protein; similar to Vaccinia virus
                     strain Copenhagen C7L; likely involved in host immune
                     evasion; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="host-range protein"
                     /protein_id="NP_042052.1"
                     /db_xref="GOA:P33860"
                     /db_xref="InterPro:IPR004967"
                     /db_xref="UniProtKB/Swiss-Prot:P33860"
                     /db_xref="GeneID:1486403"
                     /translation="MGIQHEFDIIINGDIALRNLQLHRGDNYGCKLKIISNDYKKLKF
                     RFIIRPDWSEIDEVKGLTVFANNYAVKVNKVDDTFYYVIYEAVIHLYNKKTEILIYSD
                     DENELFKHYYPYISLNMISKKYKVKEENYSSPYIEHPLIPYRDYESMD"
     gene            complement(9284..9754)
                     /gene="D9L"
                     /locus_tag="VARVgp009"
                     /db_xref="GeneID:1486404"
     CDS             complement(9284..9754)
                     /gene="D9L"
                     /locus_tag="VARVgp009"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain copenhagen C6L and cowpox virus C14L; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042053.1"
                     /db_xref="InterPro:IPR009352"
                     /db_xref="UniProtKB/Swiss-Prot:P34014"
                     /db_xref="GeneID:1486404"
                     /translation="MNVYNKADSFSLESDSIKDVIHDYICWLSMTDEMRPSIGNVFKA
                     METFKIDAVRYYDGNIYDLAKDINAMSFDSFIRSLQNISSKKDKLTVYGTMGLLSIVV
                     DINKGCDISNIKFAAGIIILMEYIFDNTDMSHLKVALYRRIQRRYPIDDDEEDR"
     gene            complement(10110..10514)
                     /gene="D10L"
                     /locus_tag="VARVgp010"
                     /db_xref="GeneID:1486390"
     CDS             complement(10110..10514)
                     /gene="D10L"
                     /locus_tag="VARVgp010"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042054.1"
                     /db_xref="InterPro:IPR009177"
                     /db_xref="UniProtKB/Swiss-Prot:P34013"
                     /db_xref="GeneID:1486390"
                     /translation="MDTYMNRLDLDKLKHENIFSGNIIEDAKEFVFGSRKIYTDSVND
                     LIELYNLAKYLNNEKLKDVVIERMDYVCKYIIGKDNWYTIYSFYKENGLRNSFLRQYI
                     NNNIEEIRNTDQFLKFDVDSVCDILNNDETIV"
     gene            complement(10585..11535)
                     /gene="D11L"
                     /locus_tag="VARVgp011"
                     /db_xref="GeneID:1486391"
     CDS             complement(10585..11535)
                     /gene="D11L"
                     /locus_tag="VARVgp011"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain copenhagen C4L and cowpox virus C16L; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042055.1"
                     /db_xref="InterPro:IPR005004"
                     /db_xref="UniProtKB/Swiss-Prot:P34012"
                     /db_xref="GeneID:1486391"
                     /translation="MDTIKIFNHGEFDTIRNKLVNLLKVVKWNTINSNVTVSSTDTID
                     ISNCIREILYKQFKNVRNIEVSSNISFIKYNRFNDTTLTDDNVGYYLVIYLNRMKSVK
                     TLIYPTPETVITSSEDIMFSKSLNFRFENVKRDYKLVMCSISLTYKPSICRIQYDNNK
                     YIDISDSQEGNNLCYCVITMDPHHLIDLETICVLVNKSGKCLLVNEFYTRFRKNHIYD
                     SFADLCMDHIFELPDTEELFTLRNDDGRNIAWDNDKLESGNNTWIPKTDDEYKFLSKL
                     MNIAKFNNTKFDYYMLVGDTDPCTVFTFKVTKYYINLNYE"
     gene            complement(11600..12391)
                     /gene="D12L"
                     /locus_tag="VARVgp012"
                     /db_xref="GeneID:1486392"
     CDS             complement(11600..12391)
                     /gene="D12L"
                     /locus_tag="VARVgp012"
                     /note="secreted complement-binding protein; binds host
                     complement components C3b and C4b to modulate the host
                     inflammatory response; blocks both classical and
                     alternative pathways of complement activity; similar to
                     Vaccinia virus Copenhagen C3L; the poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="secreted complement-binding protein"
                     /protein_id="NP_042056.1"
                     /db_xref="GOA:Q07033"
                     /db_xref="HSSP:P68638"
                     /db_xref="InterPro:IPR000436"
                     /db_xref="InterPro:IPR011176"
                     /db_xref="UniProtKB/TrEMBL:Q07033"
                     /db_xref="GeneID:1486392"
                     /translation="MKVERVTFLTLLGIGCVLSCCTIPSRPINMTFKNSVETDANANY
                     NIGDTIEYLCLPGYRKQKMGPIYAKCTGTGWTLFNQCIKRRCPSPRDIDNGHLDIGGV
                     DFGSSITYSCNSGYYLIGEYKSYCKLGSTGSMVWNPKAPICESVKCQLPPSISNGRHN
                     GYNDFYTDGSVVTYSCNSGYSLIGNSGVLCSGGEWSNPPTCQIVKCPHPTILNGYLSS
                     GFKRSYSYNDNVDFTCKYGYKLSGSSSSTCSPGNTWQPELPKCVR"
     gene            complement(12514..13119)
                     /gene="D13L"
                     /locus_tag="VARVgp013"
                     /db_xref="GeneID:1486393"
     CDS             complement(12514..13119)
                     /gene="D13L"
                     /locus_tag="VARVgp013"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042057.1"
                     /db_xref="InterPro:IPR006652"
                     /db_xref="InterPro:IPR009178"
                     /db_xref="InterPro:IPR011043"
                     /db_xref="UniProtKB/TrEMBL:Q07038"
                     /db_xref="GeneID:1486393"
                     /translation="MSSLKSKVSTCVNDGKLYVIGELKFSISTGVAKYLKRYTSKWIR
                     HPNLITPRYSDASVFVNDDIYVMGGVYTTYEKYVILNDVECFTKNCWIKKSPMPRHHS
                     IVYAVEYDGNIYAITGITHETRNYLYKYIVKEDKWIELYMYFNHVGKMFACFCGDYIL
                     IIADAKYEYYPKSNTWICSMCQLVISNIMICLLKMRLQSVT"
     gene            complement(13262..13501)
                     /gene="D13_5L"
                     /locus_tag="VARVgp014"
                     /db_xref="GeneID:1486394"
     CDS             complement(13262..13501)
                     /gene="D13_5L"
                     /locus_tag="VARVgp014"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042058.1"
                     /db_xref="UniProtKB/TrEMBL:Q76UA5"
                     /db_xref="GeneID:1486394"
                     /translation="MILLKWIHKNPNDVDIINSLHPKFMTNTMCNAISKSTKPVTRNG
                     IKHNIVVIKNSDYISTITHYSPRTEYWTIVGNTDR"
     gene            complement(13962..14606)
                     /gene="D14L"
                     /locus_tag="VARVgp015"
                     /db_xref="GeneID:1486395"
     CDS             complement(13962..14606)
                     /gene="D14L"
                     /locus_tag="VARVgp015"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen C1L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042059.1"
                     /db_xref="InterPro:IPR008724"
                     /db_xref="UniProtKB/Swiss-Prot:P33859"
                     /db_xref="GeneID:1486395"
                     /translation="MIMSTDPNNILMRYLKNLTDDKFKCIIHQSSDFLYLSDRDYTSI
                     TKETLVSEIVEEYPDDCNKILAIIFLVLDKDIDVDIDIETKLKPKPAVRYAILDKMTK
                     DIKLTDLVRHYFRYIEQDIPLGPLFKKIDSYRIRAINKYSKELGLATEYFNKYGHLMF
                     YTLPIPYNRFFCRNSIGFLAVLSPTIGHVKAFYKFIEYVSIDDRRKFKKELMSK"
     gene            complement(14655..15008)
                     /gene="P1L"
                     /locus_tag="VARVgp016"
                     /db_xref="GeneID:1486481"
     CDS             complement(14655..15008)
                     /gene="P1L"
                     /locus_tag="VARVgp016"
                     /note="putative virulence factor; posssibly involved in
                     host immune evasion; similar to vaccinia virus strain
                     copenhagen N1L and cowpox virus P1L; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="putative virulence factor"
                     /protein_id="NP_042060.1"
                     /db_xref="InterPro:IPR009353"
                     /db_xref="UniProtKB/Swiss-Prot:P34018"
                     /db_xref="GeneID:1486481"
                     /translation="MRTLLIRYILWRNDGDPSYYNDDFEKLMLLDELVDDSDVCTLIK
                     NMRMTLSDGPLLDRLNQPVNNVEDVKRMIAISAKVARDIGERPEIRWEESFTILFRMI
                     ETYFDDLMIDLYGEK"
     gene            complement(15135..15668)
                     /gene="P2L"
                     /locus_tag="VARVgp017"
                     /db_xref="GeneID:1486482"
     CDS             complement(15135..15668)
                     /gene="P2L"
                     /locus_tag="VARVgp017"
                     /note="putative alpha aminitin-sensitive protein;
                     mutations in this protein may confer resistance to
                     alpha-amanitin, an inhibitor of RNA polymerase II; similar
                     to vaccinia virus strain copenhagen N2L and lumpy skin
                     disease virus 009; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="putative alpha aminitin-sensitive protein"
                     /protein_id="NP_042061.1"
                     /db_xref="GOA:P34019"
                     /db_xref="InterPro:IPR008788"
                     /db_xref="UniProtKB/Swiss-Prot:P34019"
                     /db_xref="GeneID:1486482"
                     /translation="MSSSTMDNNEPKVLEMVYDSPILPEGSSMDPNIINCINRHINMC
                     LQHTYSSSIIAILDRFLMMNKDELNNTQCHIIKEFMTYEQMAIDHYGGYVNAILYQIR
                     KRPNQHHTIDLFKKIKRTRYDTFKVDPVEFVKKVIGFVSILNKYKPVYSYVLYENVLY
                     DELKCFIDYVETKYFQN"
     gene            complement(15710..17050)
                     /gene="O1L"
                     /locus_tag="VARVgp018"
                     /db_xref="GeneID:1486478"
     CDS             complement(15710..17050)
                     /gene="O1L"
                     /locus_tag="VARVgp018"
                     /note="ankyin-like protein; although the function of the
                     ankyrin-like proteins are not completely understood, they
                     are highly conserved throughout the Orthopoxvirus genus;
                     Ankyrin repeats are tandemly repeated modules of
                     approximately 33 amino acids; there are no known specific
                     sequence or structural motifs which are recognized by the
                     module; the ankyrin-like protein of the modified vaccinia
                     virus ankara interacts with Skp1a, a member of the
                     Skp1a-Cullin-1-F-box (SCF) ubiquitin ligase complex; the
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="ankyin-like protein"
                     /protein_id="NP_042062.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="UniProtKB/Swiss-Prot:P33825"
                     /db_xref="GeneID:1486478"
                     /translation="MDNIMSAEYYLSLYTKYNSKNLDVFRNMLQAIEPSGNYHILHAY
                     CGIKGLDERFVEELLHRGYSPNETDDDGNYPLHIASKINNNRIVAMLLTHGADPNACD
                     KQHKTPLYYLSGTDDEVIERINLLVQYGAKINNSVDEEGCGPLLASTDPSERVFKKIM
                     SIGFEARIVDKFGKNHIHRHLMSDNPKASTISWMMKLGISPSKPDHDGNTPLHIVCSK
                     TVKNVDIINLLLPSTDVNKQNKFGDSPLTLLIKTLSPAHLINKLLSTSNVITDQTVNI
                     CIFYDRDDILEIINDKGKQYDSTDFKMAVEVGSIRCIKYLLDNDIICEDAMYYAVLSE
                     YETMVDYLLFNHFSVDSVVNGNTCMSECVRLNNPVILSKLMLHNPTSETMYLTMKAIE
                     KDKLDKSIIIPFIAYFVLMHPDFCKNRRYFTSYKRFVTDYVHEGVSYKVFDDYF"
     gene            complement(17095..17757)
                     /gene="O2L"
                     /locus_tag="VARVgp019"
                     /db_xref="GeneID:1486479"
     CDS             complement(17095..17757)
                     /gene="O2L"
                     /locus_tag="VARVgp019"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen M2L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042063.1"
                     /db_xref="InterPro:IPR006971"
                     /db_xref="UniProtKB/Swiss-Prot:P34017"
                     /db_xref="GeneID:1486479"
                     /translation="MVYKLVLLFCIASLGYSVEYKNTICPPRQDYRYWYFAAELTIGV
                     NYDINSTIIGECYMSESYIDRNANIVLTGYGLEINMTIMDTDQRFVAAAEGVGKDNKL
                     SVMLFTTQRLDKVHHNISVIITCMEMNCGTTKYNSDLPESIHHKSSCDITINGSCVTC
                     VNLETDPTKINPHYLHPKDKYLYHNSKYGMRGSYGVTFIDELNQCLLDIKELSYDICY
                     RE"
     gene            complement(18008..18220)
                     /gene="O3L"
                     /locus_tag="VARVgp020"
                     /db_xref="GeneID:1486480"
     CDS             complement(18008..18220)
                     /gene="O3L"
                     /locus_tag="VARVgp020"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042064.1"
                     /db_xref="UniProtKB/TrEMBL:Q76UA2"
                     /db_xref="GeneID:1486480"
                     /translation="MMILLLDYMTPSNTNNFLLFIPDIKLAIDNKDIEVLQALFKYDI
                     NIYSANLENVLLDDAEIAKNDYRKAC"
     gene            complement(18538..18738)
                     /gene="C1L"
                     /locus_tag="VARVgp021"
                     /db_xref="GeneID:1486576"
     CDS             complement(18538..18738)
                     /gene="C1L"
                     /locus_tag="VARVgp021"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042065.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="UniProtKB/Swiss-Prot:P33797"
                     /db_xref="GeneID:1486576"
                     /translation="MDLSRINTRKSKQLKSFLSSKDTFKADVHGHSALYYAIADNNMR
                     LVCTLLNAGALKNLLENEFPLH"
     gene            complement(18912..20033)
                     /gene="C2L"
                     /locus_tag="VARVgp022"
                     /db_xref="GeneID:1486579"
     CDS             complement(18912..20033)
                     /gene="C2L"
                     /locus_tag="VARVgp022"
                     /note="serine protease inhibitor-like protein; belongs to
                     a group of proteins known as Serpins (SERine Proteinase
                     INhibitors) that irreversibly inhibit specific peptidases;
                     the poxviridae are enveloped unsegmented dsDNA viruses;
                     unlike many dsDNA viruses that replicate in the host
                     nucleus poxviruses encode their own replication machinery
                     and therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="serine protease inhibitor-like protein"
                     /protein_id="NP_042066.1"
                     /db_xref="GOA:P33831"
                     /db_xref="InterPro:IPR000215"
                     /db_xref="UniProtKB/Swiss-Prot:P33831"
                     /db_xref="GeneID:1486579"
                     /translation="MIVLLILSLACTAFTYRLQGFTNAGIVAYKNIQDGNEDDNIVFS
                     PFGYSFSMFMSLLPASGNTKVELLKTMDLRKIDLGPAFTELISGLAKPKTSKYTYTDL
                     TYQSFVDNTVCIKPSYYQQYHRFGLYRLNFRRDAVNKINSIVERRSGMSNVVDSTMLD
                     NNTLWAIINTIYFKGTWQYPFDITKTHNTSFTNKYGTKTVPMMSVVTKLQGNTITIDD
                     EEYDMVRLQYKDANISMYLAIGDNMTHFTDSIMAAKLDYWSSQLGNKVYNLKLPRFSI
                     ENKRDIKSIAEMMAPSMFNPDNASFKHMTRDPLYIYKMFQNAKIDVNEQGTVAEASTI
                     MVATVRSSPEELEFNTPFVFIIRHDITGFILFMGKVESP"
     gene            complement(20084..20350)
                     /gene="C3L"
                     /locus_tag="VARVgp023"
                     /db_xref="GeneID:1486580"
     CDS             complement(20084..20350)
                     /gene="C3L"
                     /locus_tag="VARVgp023"
                     /note="interferon resistance protein; similar to vaccinia
                     virus strain Copenhagen K3L; inhibits the host immune
                     activity of interferon; has dsRNA binding domain; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="interferon resistance protein"
                     /protein_id="NP_042067.1"
                     /db_xref="GOA:Q89931"
                     /db_xref="HSSP:P18378"
                     /db_xref="InterPro:IPR003029"
                     /db_xref="InterPro:IPR008994"
                     /db_xref="InterPro:IPR012340"
                     /db_xref="UniProtKB/TrEMBL:Q89931"
                     /db_xref="GeneID:1486580"
                     /translation="MLVFCYSLPNVGDVLKGKVYENGYVLYVDLFDYPHSEAILVEST
                     QMHMNRYFKYRDKLVGKTVKVKVIRIDYTKGYIDVNYKRMCRHQ"
     gene            20616..21065
                     /gene="C4R"
                     /locus_tag="VARVgp024"
                     /db_xref="GeneID:1486384"
     CDS             20616..21065
                     /gene="C4R"
                     /locus_tag="VARVgp024"
                     /note="unchracterized protein; similar to vaccinia virus
                     strain Copenhagen K7R; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes genes encoding non-structural proteins
                     involved in genome replication and late genes encoding the
                     viral structural proteins"
                     /codon_start=1
                     /product="unchracterized protein"
                     /protein_id="NP_042068.1"
                     /db_xref="InterPro:IPR009174"
                     /db_xref="InterPro:IPR009352"
                     /db_xref="UniProtKB/TrEMBL:Q07035"
                     /db_xref="GeneID:1486384"
                     /translation="MATKSDYEDAVFYFVDDDEICSRDSIIDLIDEYITWRNHVIVFN
                     KDITSCGRLYKELMKFDDAAIRYYGIDKINEIVEAMSEGDHYINLTEVHDQESLFATI
                     GICAKITEHWGYKKISESRFQSLGNITDLMTDDNINILILFLEKKLN"
     gene            complement(21119..21874)
                     /gene="C5L"
                     /locus_tag="VARVgp025"
                     /db_xref="GeneID:1486385"
     CDS             complement(21119..21874)
                     /gene="C5L"
                     /locus_tag="VARVgp025"
                     /note="hypothetical protein; similar to cowpox virus G1L
                     and vaccinia virus strain Copenhagen F1L; The poxviridae
                     are enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042069.1"
                     /db_xref="InterPro:IPR010731"
                     /db_xref="InterPro:IPR011207"
                     /db_xref="UniProtKB/TrEMBL:Q07036"
                     /db_xref="GeneID:1486385"
                     /translation="MYNSMLPMFMCNNIVDDIDDIDDIDDIDDIDDIDDIDDIDDIDD
                     IDDIDDIEDKASNNDHNYVYPLPENMVYRFNKSTNILDYLSTERDHVMMAVQYYMSKQ
                     RLDDLYRQLPTKTRSYIDIINTYCDKVNNDYNRDMNIMYDMASTESFTVYDINNEVNT
                     ILMDNKGLGVRLATISFITELGKRCMNPVETIKMFTLLSHTICDDCFIDYITDISPPD
                     NTIPNISTREYLKLIGITAIMFATYKTLKYMIG"
     gene            complement(21874..22317)
                     /gene="C6L"
                     /locus_tag="VARVgp026"
                     /db_xref="GeneID:1486386"
     CDS             complement(21874..22317)
                     /gene="C6L"
                     /locus_tag="VARVgp026"
                     /note="dUTPase; Hydrolyzes dUTP to pyrophosphate and dUMP
                     which is then used for dTTP biosynthesis; similar to lumpy
                     skin disease virus 018 and vacinia virus F2L; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="dUTPase"
                     /protein_id="NP_042070.1"
                     /db_xref="GOA:P33826"
                     /db_xref="InterPro:IPR008180"
                     /db_xref="InterPro:IPR008181"
                     /db_xref="UniProtKB/Swiss-Prot:P33826"
                     /db_xref="GeneID:1486386"
                     /translation="MFNMNINSPVRFVKETNRAKSPTRQSPYAAGYDLYSAYDYTIPP
                     GERQLIKTDISMSMPKFCYGRIAPRSGLSLKGIDIGGGVIDEDYRGNIGVILINNGKY
                     TFNVNTGDRIAQLIYQRIYYPELKEVQSLDSTDRGDQGFGSTGLR"
     gene            complement(22403..22942)
                     /gene="C7L"
                     /locus_tag="VARVgp027"
                     /db_xref="GeneID:1486387"
     CDS             complement(22403..22942)
                     /gene="C7L"
                     /locus_tag="VARVgp027"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042071.1"
                     /db_xref="InterPro:IPR006651"
                     /db_xref="InterPro:IPR006652"
                     /db_xref="InterPro:IPR011043"
                     /db_xref="UniProtKB/TrEMBL:Q07037"
                     /db_xref="GeneID:1486387"
                     /translation="MNNEIHNNAIAVNYISNNWIPIPPMNSPKLYASGIPANNKLYVV
                     GGLPNPTSVERWFHGNAAWVNMPSLLKPRCNPAMASINNVMYVIGGHSETDTTTEYLL
                     PNHDQWQFGPSTYYPHYKSCALVFGRRLFLVGRNAKFYYKYSNTWSLIDDTIYQRDNP
                     ELIIVDNKLLLIGGFYRGS"
     gene            complement(23789..24748)
                     /gene="C8L"
                     /locus_tag="VARVgp028"
                     /db_xref="GeneID:1486388"
     CDS             complement(23789..24748)
                     /gene="C8L"
                     /locus_tag="VARVgp028"
                     /codon_start=1
                     /product="Ribonucleoside-diphosphate reductase small
                     chain"
                     /protein_id="NP_042072.2"
                     /db_xref="GOA:P33799"
                     /db_xref="UniProtKB/Swiss-Prot:P33799"
                     /db_xref="GeneID:1486388"
                     /translation="MEPILAKNPNRFVIFPIQYHDIWNMYKKAEASFWTVEEVDISKD
                     INDWNKLTPDEKYFIKHVLAFFAASDGIVNENLAERFCIEVQITEARCFYGFQMAIEN
                     IHSEMYSLLIDTYVKDSNEKNYLFNAIETMPCVKKKADWAQKWIHDSAGYGERLIAFA
                     AVEGIFFSGSFASIFWLKKRGLMPGLTFSNELISRDEGLHCDFACLMFKHLLYPPSEE
                     TVRSIITDAVSIEQEFLTVALPVKLIGMNCEMMKTYMEFVADRLISELGFKRIYNVTN
                     PSDFMENISLEGKTNFFEKRVGEYQKMGVMSQEDNHFSLDVDF"
     gene            complement(24780..25826)
                     /gene="C9L"
                     /locus_tag="VARVgp029"
                     /db_xref="GeneID:1486389"
     CDS             complement(24780..25748)
                     /gene="C9L"
                     /locus_tag="VARVgp029"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen F5L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="36 kDa major membrane protein"
                     /protein_id="NP_042073.2"
                     /db_xref="GOA:P33865"
                     /db_xref="UniProtKB/Swiss-Prot:P33865"
                     /db_xref="GeneID:1486389"
                     /translation="MGTNTIRAFIILYLLAVCGCVEYDVDNNVQICTCANVSHINHTF
                     WYYNNKVIALATEDRTSGYISSFIKRVNISLTCLNISSLRYEDSGSYKGVSHLKDGVI
                     VTTTMNISVKANIIDLTGRVCYLTRNYCEVKIRCEIKSFALNGSITPLHMILGTLDRW
                     KYLPFPTDDYRYVGELKRYISGNPYPIESLALEISATFNRFTIVKNNDDEFSCYLFSQ
                     NYSFHKMLNARHICESEWEALNNNNDNSSSMPVSHNNRANDLSSMMSQLQNDNDDNND
                     YSAPMNINNLIMIVLITMLSIIIIIIVVIAIIAMYKRSKYSHIDDN"
     gene            complement(25783..26001)
                     /gene="C10L"
                     /locus_tag="VARVgp030"
                     /db_xref="GeneID:1486566"
     CDS             complement(25783..26001)
                     /gene="C10L"
                     /locus_tag="VARVgp030"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen F6L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042074.1"
                     /db_xref="InterPro:IPR009521"
                     /db_xref="UniProtKB/Swiss-Prot:P33866"
                     /db_xref="GeneID:1486566"
                     /translation="MSKILTFVKNKIIDLIKNDQIKYSRVITIEESDSLLSVNEVYAN
                     HGFDCVEMIDENIINENLEQYKTDSFLQ"
     gene            complement(26018..26257)
                     /gene="C11L"
                     /locus_tag="VARVgp031"
                     /db_xref="GeneID:1486567"
     CDS             complement(26018..26257)
                     /gene="C11L"
                     /locus_tag="VARVgp031"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen F7L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042075.1"
                     /db_xref="InterPro:IPR008725"
                     /db_xref="UniProtKB/Swiss-Prot:P33867"
                     /db_xref="GeneID:1486567"
                     /translation="MTLVMGSCCGRFCDAKNKFKKDDIEEEGEGYCDYKNLNDLDEAT
                     RIEFGPLYIINEEKSDINTLDIKRRYRHAIESVYF"
     gene            complement(26407..26604)
                     /gene="C12L"
                     /locus_tag="VARVgp032"
                     /db_xref="GeneID:1486568"
     CDS             complement(26407..26604)
                     /gene="C12L"
                     /locus_tag="VARVgp032"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen F8L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042076.1"
                     /db_xref="InterPro:IPR008726"
                     /db_xref="UniProtKB/Swiss-Prot:P33868"
                     /db_xref="GeneID:1486568"
                     /translation="MEGSKRKHESRRPQQEQEQHRPRTPPSYEEIAKYGHSFNVKRFT
                     NEEMCLKNDYPRIISYNPPPK"
     gene            complement(26672..27310)
                     /gene="C13L"
                     /locus_tag="VARVgp033"
                     /db_xref="GeneID:1486569"
     CDS             complement(26672..27310)
                     /gene="C13L"
                     /locus_tag="VARVgp033"
                     /note="S-S bond formation pathway protein; similar to
                     vaccinia virus F9L; the poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="S-S bond formation pathway protein"
                     /protein_id="NP_042077.1"
                     /db_xref="InterPro:IPR003472"
                     /db_xref="UniProtKB/Swiss-Prot:P33869"
                     /db_xref="GeneID:1486569"
                     /translation="MAETKEFKTLYNLFIDSYLQKLAQHSIPTNVTCAIHIGEVIGQF
                     KNCALRITNKCMSNTRLSFTLMVESFIEVISLLPEKDRRAIAEEIGIDLNDVPSAVSK
                     LEKNCNAYAEVNNIIDIQKLNIGECSAPPGQHMLLQIVNTGSAGANCGLQTILKSLNK
                     IYVPPIIENRLPYYDPWFLVGVAIILVIFTVAICSIRRNLALKYRYGTFLYV"
     gene            complement(27297..28616)
                     /gene="C14L"
                     /locus_tag="VARVgp034"
                     /db_xref="GeneID:1486570"
     CDS             complement(27297..28616)
                     /gene="C14L"
                     /locus_tag="VARVgp034"
                     /note="Ser\Thr kinase; transfers gamma phosphate from
                     triphosphates to Ser or Thr in virion proteins involved in
                     assmebly; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="Ser/Thr kinase"
                     /protein_id="NP_042078.1"
                     /db_xref="GOA:P33801"
                     /db_xref="InterPro:IPR000719"
                     /db_xref="InterPro:IPR008271"
                     /db_xref="InterPro:IPR008790"
                     /db_xref="InterPro:IPR011009"
                     /db_xref="UniProtKB/Swiss-Prot:P33801"
                     /db_xref="GeneID:1486570"
                     /translation="MGVANDSSPEYQWMSPHRLSDTVILGDCLYFNNIMSQLDLHQNW
                     APSVRLLNYFKNFNRETLLKIEENDYINSSFFQQKDKRFYPINDDFYHISTGGYGIVF
                     KIDNYVVKFVFEATKLYSPMETTAEFTVPKFLYNNLKGDEKKLIVCALAMGLNYKLTF
                     LHTLYKRVLNMLLLLIQTMDGQELSLRYSSKVFLKAFNERKDSIKFVKLLSHFYPAVI
                     NSNINVINYFNRMFHFFEHEKRTNYEYERGNIIIFPLALYSADKVDTELAIKLGFKSL
                     VQYIKFIFLQMALLYIKIYELPRCDNFLHADLKPDNILLFDSNEPIIIHLKDKKFVFN
                     ERIKSALNDFDFSQVAGIINKKIKNNFKVEHNWYYDFHFFVHTLLKTYPEIEKDIEFS
                     TALEEFIMCTKTDCDKYRLKVSILHPISFLEKFIMRDIFSDWINGRN"
     gene            complement(28639..29703)
                     /gene="C15L"
                     /locus_tag="VARVgp035"
                     /db_xref="GeneID:1486571"
     CDS             complement(28639..29703)
                     /gene="C15L"
                     /locus_tag="VARVgp035"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen F11L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042079.1"
                     /db_xref="InterPro:IPR007027"
                     /db_xref="InterPro:IPR011208"
                     /db_xref="UniProtKB/Swiss-Prot:P33870"
                     /db_xref="GeneID:1486571"
                     /translation="MGFCIPLRLKMLKRGSRKFSSMLARRHTPKKMNIVTDLENRLKK
                     NSYIENTNQGNILMDSIFVSTMSVETLFGSYITDDSDDYELKDLLNVTYNIKPVIVPD
                     IKLDAVLDRDGNFRPADCFLVKLKHRDGFTKGALYLGHSAGFTATICLKNEGVSGLYI
                     PGTSVIRTNICQGDTIVSRSSRGVQFLLQIGGEAIFLIVSLCPTKKLVETGFVIPNIS
                     SNDNAKIAARILSEKRKDTITHIDTLIQYGQQLELAYYNSCMLTEFLHYCNLYANTIK
                     ESLLKETIQKDINITHTNITTLLNETAKVIKLVKSLVDKEDTDIVNNFITKEIKNCGG
                     VKNRDTIVNSLSLSNLDFYL"
     gene            complement(29746..31653)
                     /gene="C16L"
                     /locus_tag="VARVgp036"
                     /db_xref="GeneID:1486572"
     CDS             complement(29746..31653)
                     /gene="C16L"
                     /locus_tag="VARVgp036"
                     /note="EEV maturation protein; similar to vaccinia virus
                     strain Copenhagen F12L; facilitates the transport of
                     intracellular viral particles to the cell membrane; in its
                     absence particles are assembled but remain intracellular
                     and do not traffic to cell membrane; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="EEV maturation protein"
                     /protein_id="NP_042080.1"
                     /db_xref="GOA:P33871"
                     /db_xref="InterPro:IPR005005"
                     /db_xref="UniProtKB/Swiss-Prot:P33871"
                     /db_xref="GeneID:1486572"
                     /translation="MLNRVQILMKTANNYETIEILRNYLRLYIILARNEEGHGILIYD
                     DNIDSIMSMMNITRLEVIGLTTHCTKLRSSPPIPMSRLFMDEIDHESYYSPKTSDYPL
                     IDIIRKRSHEQGDIALALKRYCIENTDSISEINEWLSSKGLACYRFVKFNDYRKQMYR
                     KFSKCTIVDSMIIGHIGHHYIWIKNLETYTRPEIDVLPFDIKYISRDELWAQISSSLD
                     QTHIKTITVSVYGAITDNGPMPYMISTYPGNTFVNFNSVKDLILNFLDWIKDIMTSTR
                     TIILVGYMSNLFDIPLLTVYWPNNCGWKIYNNILISSDGARVIWMDAYKFSCGLSLQD
                     YCYHWGSKPESRPFDLIKKIDAKRNIKSWVKESMTSLKSLYEAFETQSGALEVLMSPC
                     RMFSFSRIEDMFLTSVINRVSKNTGMGMYYPTNDISSLFIESSICLDYIIVNNQKSNK
                     YRIKSVLDIISSKQYPAGRPNYVKNGTKGKLYIALCKVTVPTNDHIPVVYHDDDNTTT
                     FITVLTSVDIETATRAGYSIVELGALQWDDNIPELKDCLLDSIKMIYDLNTVTTNNLL
                     EQLIENINFNNSSIILLFYTFAISYCRAFIYSIMETIDPVYISQFSYKELYIRSSYKD
                     INEVMSQMVKL"
     gene            complement(31694..32812)
                     /gene="C17L"
                     /locus_tag="VARVgp037"
                     /db_xref="GeneID:1486573"
     CDS             complement(31694..32812)
                     /gene="C17L"
                     /locus_tag="VARVgp037"
                     /note="palmytilated EEV membrane glycoprotein; similar to
                     vaccinia virus strain Copenhagen F13L; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="palmytilated EEV membrane glycoprotein"
                     /protein_id="NP_042081.1"
                     /db_xref="GOA:P33815"
                     /db_xref="InterPro:IPR001736"
                     /db_xref="InterPro:IPR012411"
                     /db_xref="InterPro:IPR013582"
                     /db_xref="UniProtKB/Swiss-Prot:P33815"
                     /db_xref="GeneID:1486573"
                     /translation="MWPFTSAPAGAKCRLVETLPENMDFRSDHLTTFECFNEIITLAK
                     KYIYIASFCCNPLSTTRGALIFDKLKEASEKGIKIIVLLDERGKRNLGELQSHCPDIN
                     FITVNIDKKNNVGLLLGCFWVSDDERCYVGNASFTGGSIHTIKTLGVYSDYPPLATDL
                     RRRFDTFKAFNSVKNSWLNLYSSACCLPVSTAYHIKNPIGGVFFTDSPEHLLGYSRDL
                     DTDVVIDKLRSAKTSIDIEHLAIVPTTRVDGNSYYWPDIYNSIIEAAINRGVKIRLLV
                     GNWDKNDVYSMATAESLDALCVQNDLSVKVFTIQNNTKLLIVDDEYVHITSANFDGTH
                     YQNHGFVSFNSIDKQLVSEAKKIFERDWVSSHSKSLKI"
     gene            complement(32831..33052)
                     /gene="C18L"
                     /locus_tag="VARVgp038"
                     /db_xref="GeneID:1486574"
     CDS             complement(32831..33052)
                     /gene="C18L"
                     /locus_tag="VARVgp038"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen F14L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes genes encoding non-structural proteins
                     involved in genome replication and late genes encoding the
                     viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042082.1"
                     /db_xref="InterPro:IPR009280"
                     /db_xref="UniProtKB/Swiss-Prot:P33872"
                     /db_xref="GeneID:1486574"
                     /translation="MKHKVYSEGLEISTDFNSIISQLSTSDMDIEIDEDNITELLNIL
                     TELGCDVDFDEDFSDITDDVLESLMEQDM"
     gene            complement(33321..33806)
                     /gene="C19L"
                     /locus_tag="VARVgp039"
                     /db_xref="GeneID:1486575"
     CDS             complement(33321..33806)
                     /gene="C19L"
                     /locus_tag="VARVgp039"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042083.1"
                     /db_xref="InterPro:IPR007675"
                     /db_xref="UniProtKB/Swiss-Prot:P33873"
                     /db_xref="GeneID:1486575"
                     /translation="MKRNEEYCGLHKLKMEIFNVEELINMKPFKNMNKITINQKDNCI
                     LANRCFVKIDTPRYIPLTSISSSNIIRIRNHDFTLSELLYSPFHFQQPQFQYLLPGFV
                     LTCIDKVSKQQKECKYCISNRGDDDSLSINLFIPTINKSIYIIIGLRMKNFWKPKFEI
                     E"
     gene            complement(33803..34498)
                     /gene="C20L"
                     /locus_tag="VARVgp040"
                     /db_xref="GeneID:1486577"
     CDS             complement(33803..34498)
                     /gene="C20L"
                     /locus_tag="VARVgp040"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042084.1"
                     /db_xref="InterPro:IPR006798"
                     /db_xref="UniProtKB/Swiss-Prot:P33874"
                     /db_xref="GeneID:1486577"
                     /translation="MKVVIVTSVASLLDASIQFQKTACRHHCNYLSMQIVKEIEEFGT
                     INEKNLEFATWKDVIQNDEIDALVFYRVKQISISTGVLYESMMRNRTKPISMFFVRDC
                     LAFDGDPPSFRMTSCNINAYNRNKIKDLIILMNMKTCNKKIIGEFIIDNFGSVNALLS
                     IINSNVTWVTSVINNSNGRGINIRVSNNKMLTITSFRRFVNKLKMYKTTKCASQLDNL
                     CTEINKMDIIDKK"
     gene            34561..34866
                     /gene="C21R"
                     /locus_tag="VARVgp041"
                     /db_xref="GeneID:1486578"
     CDS             34561..34866
                     /gene="C21R"
                     /locus_tag="VARVgp041"
                     /note="DNA-binding virion core protein; necessary for
                     proteolytic processing of the major viral structural
                     proteins; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="DNA-binding virion core protein"
                     /protein_id="NP_042085.1"
                     /db_xref="GOA:P33875"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR006854"
                     /db_xref="UniProtKB/Swiss-Prot:P33875"
                     /db_xref="GeneID:1486578"
                     /translation="MNSHFASAHTPFYINTKEGRYLVLKAVKVCDVRTVEFEGSKASC
                     VLKVDKPSSPASERRPSSPSRCERMNNPGKQVPFMRTDMLQNMFAANRDNVASRLLS"
     gene            complement(34863..36302)
                     /gene="E1L"
                     /locus_tag="VARVgp042"
                     /db_xref="GeneID:1486407"
     CDS             complement(34863..36302)
                     /gene="E1L"
                     /locus_tag="VARVgp042"
                     /note="poly(A) polymerase large subunit; catalyses
                     template-independent extension of the 3'-end of a DNA or
                     RNA; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="poly(A) polymerase large subunit"
                     /protein_id="NP_042086.1"
                     /db_xref="GOA:P33809"
                     /db_xref="InterPro:IPR004976"
                     /db_xref="UniProtKB/Swiss-Prot:P33809"
                     /db_xref="GeneID:1486407"
                     /translation="MNRNPDHNTFPNITLKIIETYLGRLPSVNEYHMLKLQTRNIQKI
                     TVFNKDIFVSLVKKNKKRFFSDVDTSASEIKDRILSYFSKQTQTYNIGKLFTIIELQS
                     VLVTTYTNILGVLTIKAPNVISSKISYNVTSMEELARDMLNSMNVAVIDKAKVMGRHN
                     VSSLVKNVNKLMEEYLRRHNKSCICYGSYSLYLINPNIRYGDIDILQTNSRTFLIDLA
                     FLIKFITGNNIILSKIPYLRNYMVIKDENDNHIIDSFNIRQDTMNVVPKIFIDNIYIV
                     DPTFQLLNMIKMFSQIDRLEDLSKDPEKFNARMATMLEYVRYTHGIVFDGKRNNMPMK
                     CIIDENNRVVTVTTKDYFSFKKCLVYLDENVLSSDILDLNADTSCDFESVTNSVYLIH
                     DNIMYTYFSNTILLSDKGKVHEISARGLCAHILLYQMLTSGAYKQCLSDLLNSMMNRD
                     KIPIYSHTERDKKHGRHGFINIEKDIIVF"
     gene            complement(36299..38512)
                     /gene="E2L"
                     /locus_tag="VARVgp043"
                     /db_xref="GeneID:1486408"
     CDS             complement(36299..38512)
                     /gene="E2L"
                     /locus_tag="VARVgp043"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen E2L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042087.1"
                     /db_xref="InterPro:IPR007585"
                     /db_xref="UniProtKB/Swiss-Prot:P33862"
                     /db_xref="GeneID:1486408"
                     /translation="MISVTDIRRAFLDNECHTITKAFGYLHEDKAIALIKIGFHPTYL
                     PKVLYNNVVEFVPEKLYLFKPRTVAPLDLISTITKLKNVDKFASHINYHKNSILITGD
                     KSLIVKCMPYMIISDDDIRFIREQFVGTNSIEYILSFINKESIYRMSYQFSENEIVTI
                     INRDHFMYEPIYEHQVLDSDFLKTMLDKYGIVPINSGIIDELYPEAIIEILMAVVRPR
                     DAIRFLDIVNKNQLTEDSVKNYIINDIRRGKIDYYIPYVEDFLEDRTEDLGIYANIFF
                     EDAIDITKLDITKTELEHISKYINYYTTYIDHIVNIILQNNYIDILASIIDYVQDVLT
                     EELCIRIVCESTNPVPVTSLPIHSTLVMVMCIQMKYVDIVEFLDEIDIDTLIEKGADP
                     ITEYTFTTRWYNKHNDLITLYIKKYGFCPMMMKRLMFEYPLTKEASDHLLKTMDENRG
                     AIMFFPRTICTLPYLLCCNYKLIQKPIPFKEENRNIVYKKTNRVLCFDLLENSAFKSL
                     IKIDSIPGLKTYNMKDITYEKSNNIICVRFIPQESIHNEERRIKLQLFDIARLASYGL
                     YYIPSRYLSSWTPVVNMIEGREYTNPQKIECLVILDLFSEEFIEYQNLGNAVSNKYEL
                     EYTISNYQAAINCLMSTLLIYLVLGSIRSISKTENFVLSILNIFYKGLKINELLSEPV
                     SGVCIELDKIKDRASSGDSSFIFLKKNELSKTLSLCEKVCVETILDNNQSFKSSK"
     gene            complement(38632..39204)
                     /gene="E3L"
                     /locus_tag="VARVgp044"
                     /db_xref="GeneID:1486409"
     CDS             complement(38632..39204)
                     /gene="E3L"
                     /locus_tag="VARVgp044"
                     /note="double-strand RNA-binding protein; has adenosine
                     deaminase activity (converts adenosines to inosines);
                     involved in viral immune evasion, The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="double-strand RNA-binding protein"
                     /protein_id="NP_042088.1"
                     /db_xref="GOA:P33863"
                     /db_xref="InterPro:IPR000607"
                     /db_xref="InterPro:IPR001159"
                     /db_xref="InterPro:IPR009179"
                     /db_xref="InterPro:IPR011991"
                     /db_xref="UniProtKB/Swiss-Prot:P33863"
                     /db_xref="GeneID:1486409"
                     /translation="MSKIYIDERSDAEIVCEAIKNIGLEGVTAVQLTRQLNMEKREVN
                     KALYDLQRSAMVYSSDDIPPRWFMTTEADKPDAMTMADVIIDDVSREKSMREDHKSFD
                     DVIPAKKIIDWKNANPVTIINEYCQITKRDWSFRIESVGPSNSPTFYACVDIDGRVFD
                     KADGKSKRDAKNNAAKLAVDKLLGYVIIRF"
     gene            complement(39259..40038)
                     /gene="E4L"
                     /locus_tag="VARVgp045"
                     /db_xref="GeneID:1486410"
     CDS             complement(39259..40038)
                     /gene="E4L"
                     /locus_tag="VARVgp045"
                     /note="RNA polymerase subunit; subunit of the poxvirus RNA
                     polymerase subunit; early, intermediate and late genes are
                     transcribed by the viral RNA polymerase compex; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="RNA polymerase subunit"
                     /protein_id="NP_042089.1"
                     /db_xref="GOA:P33796"
                     /db_xref="InterPro:IPR001222"
                     /db_xref="InterPro:IPR009162"
                     /db_xref="InterPro:IPR013138"
                     /db_xref="UniProtKB/Swiss-Prot:P33796"
                     /db_xref="GeneID:1486410"
                     /translation="MENVYISSYSSNEQTSMAVAATNIRELLSQYVDDANLEDLIEWA
                     MEKSSKYYIKNIGNTKSNIEETKFESKNNIGIEYSKDSRNKLSYRNKPFIATNLEYKT
                     LCDMIKGTSGTEKEFLRYLLFGIKCIKKGVEYNIDKIKDVSYNDYFNVLNEKYNTPCP
                     NCKSRNTTPMMIQTRAADEPPLVRHACRDCKQHFKPPKFRAFRNLNVTTQSIHKNKEI
                     TEILPDNNPSPPESPEPASPIDDGLIRVTFDRNDEPPEDDE"
     gene            40087..41112
                     /gene="E5R"
                     /locus_tag="VARVgp046"
                     /db_xref="GeneID:1486411"
     CDS             40087..41112
                     /gene="E5R"
                     /locus_tag="VARVgp046"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen E5R; possible RNA polymerase subunit;
                     The poxviridae are enveloped unsegmented dsDNA viruses;
                     unlike many dsDNA viruses that replicate in the host
                     nucleus poxviruses encode their own replication machinery
                     and therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042090.1"
                     /db_xref="InterPro:IPR004334"
                     /db_xref="UniProtKB/Swiss-Prot:Q01483"
                     /db_xref="GeneID:1486411"
                     /translation="MLILTKVNIYMLIIVLWLYGYNFIMSGSQCPMINDDRFTLKRKY
                     QIDSVESTMKMDKKRTKFQNRAKMVKEINQTIRAAQTHYETLKLGYIKFKKMIRTTTL
                     EDITTSIPNIQKIYKLFSDISAIGKVSQNPSKMAYALLLYMFPNLFGDDHRFILYRMF
                     PMSKIKHKIFSPFKLNLIRILVEERFYNNECRSNKWRIIGTQVDKMLIAESDKYTIDA
                     RYRLRPIYRIKGKSEEDTLFIKQMVDQCVTSQELVEKVLKILFRDLFKSGEYKAYRYD
                     DDVENGFIGLDKLKLNIVHDIVEPCMPVRRPVAKILCKEMVNKYFENPLHIIGKNLQE
                     CIDFVSE"
     gene            41230..42933
                     /gene="E6R"
                     /locus_tag="VARVgp047"
                     /db_xref="GeneID:1486412"
     CDS             41230..42933
                     /gene="E6R"
                     /locus_tag="VARVgp047"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen E6R; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042091.1"
                     /db_xref="GOA:P33819"
                     /db_xref="InterPro:IPR006749"
                     /db_xref="InterPro:IPR011010"
                     /db_xref="UniProtKB/Swiss-Prot:P33819"
                     /db_xref="GeneID:1486412"
                     /translation="MDFIRRKYLIYTVENNIDFLKDDTLSKVNNFTLNHVLALKYLVS
                     NFPQHVITKDVLANTNFFVFIHMVRCCKVYEAVLRHAFDAPTLYVKALTKNYLSFSNA
                     IQSYKETVHKLTQDEKFLEVAEYMEELGELIGVNYDLVLNPLFHGGEPIKDMEIIFLK
                     LFKKTDFKVVKKLSVIRLLIWAYLSKKDTGIEFADNDRQDIYTLFQHTGRIVHSNLTE
                     TFRDYIFPGDKTSYWVWLNESIANDADIVLNRPAITMYDKILSYIYSEIKQGRVNKNM
                     LKLVYIFEPEKDIRELLLEIIYDIPGDILSIIDAKNDDWKKYFISFYKANFINGNTFI
                     SDRTFNEDLFRVVVQIDPEYFDNERIMSLFSTSAVEIKRFDELDINNSYISNIIYEVN
                     DITLDTMDDMKKCQIFNEDTSYYVKEYNTYLFLNETDPMVIENGILKKLSSIKSKSRR
                     LNLFSKNILKYYLDGQLARLGLVLDDYKGDLLVKMINHLKFVEDVSAFVRFSTDKNPS
                     VLPSLINTILASYNISIIVLFQKFLRDNLYHVEKFLDKSIHLTKTDKKYILQLIRHGR
                     S"
     gene            43319..43501
                     /gene="E7R"
                     /locus_tag="VARVgp048"
                     /db_xref="GeneID:1486413"
     CDS             43319..43501
                     /gene="E7R"
                     /locus_tag="VARVgp048"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042092.1"
                     /db_xref="UniProtKB/Swiss-Prot:P33864"
                     /db_xref="GeneID:1486413"
                     /translation="MISMGDIITYNGCKDNKWMLEQLSTLNFNNLHVWNSCSIGNVTR
                     IFYTFFSYLMKDKLDI"
     gene            43626..44447
                     /gene="E8R"
                     /locus_tag="VARVgp049"
                     /db_xref="GeneID:1486414"
     CDS             43626..44447
                     /gene="E8R"
                     /locus_tag="VARVgp049"
                     /note="putative membrane protein; similar to vaccinia
                     virus strain Copenhagen E8R; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042093.1"
                     /db_xref="GOA:P33820"
                     /db_xref="InterPro:IPR005057"
                     /db_xref="UniProtKB/Swiss-Prot:P33820"
                     /db_xref="GeneID:1486414"
                     /translation="MAAVVPRFDDVYKNAQRRILDQETFFSRGLGRPLMKNTYLFDNY
                     AYGWIPETAIWSSRYANLDASDYYPISLGLLKKFKFLMSLYKGPIPVYEEKVNTEFIA
                     NGSFSGRYVSYLRKFSALPTNEFISFLLLTSIPIYNILFWFKNTQFDITKHTLFRYVY
                     TDNAKHLALARYMHQTGDYKPLFSRLKENYIFTGPVPIGIKDIDHPNLSRARSPSDYE
                     TLANISTILYFTKYDPVLMFLLFYVPGYSITTKITPAVEYLMDKLKLTKNDVQLL"
     gene            complement(44453..47470)
                     /gene="E9L"
                     /locus_tag="VARVgp050"
                     /db_xref="GeneID:1486415"
     CDS             complement(44453..47470)
                     /gene="E9L"
                     /locus_tag="VARVgp050"
                     /note="DNA polymerase; catalyzes the replication of the
                     viral genome; The poxviridae are enveloped unsegmented
                     dsDNA viruses; unlike many dsDNA viruses that replicate in
                     the host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="DNA polymerase"
                     /protein_id="NP_042094.1"
                     /db_xref="GOA:P33793"
                     /db_xref="InterPro:IPR006133"
                     /db_xref="InterPro:IPR006134"
                     /db_xref="InterPro:IPR006172"
                     /db_xref="InterPro:IPR012337"
                     /db_xref="InterPro:IPR013617"
                     /db_xref="InterPro:IPR013660"
                     /db_xref="UniProtKB/Swiss-Prot:P33793"
                     /db_xref="GeneID:1486415"
                     /translation="MDVRCINWFESHGENRFLYLKSRCRNGETVFIRFPHYFYYVVTD
                     EIYQSLAPPPFNARPMGKMRTIDIDETISYNLDIKDRKCSVADMWLIEEPKKRNIQNA
                     TMDEFLNISWFYISNGISPDGCYSLDDQYLTKINNGCYHCGDPRNCFAKEIPRFDIPR
                     SYLFLDIECHFDKKFPSVFINPISHTSYCYIDLSGKRLLFTLINEEMLTEQEIQEAVD
                     RGCLRIQSLMEMDYERELVLCSEIVLLQIAKQLLELTFDYIVTFNGHNFDLRYITNRL
                     ELLTGEKIIFRSPDKKEAVHLCIYERNQSSHKGVGGMANTTFHVNNNNGTIFFDLYSF
                     IQKSEKLDSYKLDSISKNAFSCMGKVLNRGVREMTFIGDDTTDAKGKAAVFAKVLTTG
                     NYVTVDDIICKVIHKDIWENGFKVVLSCPTLTNDTYKLSFGKDDVDLAQMYKDYNLNI
                     ALDMARYCIHDACLCQYLWEYYGVETKTDAGASTYVLPQSMVFGYKASTVIKGPLLKL
                     LLETKTILVRSETKQKFPYEGGKVFAPKQKMFSNNVLIFDYNSLYPNVCIFGNLSPET
                     LVGVVVSSNRLEEEINNQLLLQKYPPPRYITVHCEPRLPNLISEIAIFDRSIEGTIPR
                     LLRTFLAERARYKKMLKQATSSTEKAIYDSMQYTYKIIANSVYGLMGFRNSALYSYAS
                     AKSCTSIGRRMILYLESVLNGAELSNGMLRFANPLSNPFYMDDRDINPIVKTSLPIDY
                     RFRFRSVYGDTDSVFTEIDSQDVDKSIEIAKELERLINSRVLFNNFKIEFEAVYKNLI
                     MQSKKKYTTMKYSASSNSKSVPERINKGTSETRRDVSKFHKNMIKIYKTRLSEMLSEG
                     RMNSNQVCIDILRSLETDLRSEFDSRSSPLELFMLSRMHHLNYKSADNPNMYLVTEYN
                     KNNPETIELGERYYFAYICPANVPWTKKLVNIKTYETIIDRSFKLGSDQRIFYEVYFK
                     RLTSEIVNLLDNKVLCISFFERMFGSRPTFYEA"
     gene            47502..47789
                     /gene="E10R"
                     /locus_tag="VARVgp051"
                     /db_xref="GeneID:1486405"
     CDS             47502..47789
                     /gene="E10R"
                     /locus_tag="VARVgp051"
                     /note="sulfhydryl oxidase; involved in disulphide bond
                     formation pathway; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="sulfhydryl oxidase"
                     /protein_id="NP_042095.1"
                     /db_xref="InterPro:IPR006890"
                     /db_xref="UniProtKB/Swiss-Prot:P33821"
                     /db_xref="GeneID:1486405"
                     /translation="MNPKHWGRAAWTIIFIVLSQAGLDGNIEACKRKLYTIVSTLPCP
                     ACRRHATIAIEDNNIMSSNDLNYIYYFFIRLFNNLASDPKYAIDVSKVKPL"
     gene            complement(47784..48173)
                     /gene="E11L"
                     /locus_tag="VARVgp052"
                     /db_xref="GeneID:1486406"
     CDS             complement(47784..48173)
                     /gene="E11L"
                     /locus_tag="VARVgp052"
                     /note="putative virion core protein; similar to vaccinia
                     virus strain Copenhagen E11L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="putative virion core protein"
                     /protein_id="NP_042096.1"
                     /db_xref="InterPro:IPR009201"
                     /db_xref="UniProtKB/Swiss-Prot:P33822"
                     /db_xref="GeneID:1486406"
                     /translation="MELVNIFLETDAGRVKFVIKNTDDVCASELINKFVELLSEYIHI
                     DQSEFYLVVKDKDIFYFKCDKGSISIVSNEFYVFDEPLLFVKDYTNVTGVEFIVTETM
                     PCRIIPKNNHAVISVVTNHKFYNGLSL"
     gene            complement(48160..50160)
                     /gene="Q1L"
                     /locus_tag="VARVgp053"
                     /db_xref="GeneID:1486483"
     CDS             complement(48160..50160)
                     /gene="Q1L"
                     /locus_tag="VARVgp053"
                     /note="hypothetical protein; similar to vaccinia virus
                     strain Copenhagen O1L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042097.1"
                     /db_xref="InterPro:IPR006732"
                     /db_xref="UniProtKB/Swiss-Prot:P34010"
                     /db_xref="GeneID:1486483"
                     /translation="MFMYPEFARKALSKLISKKLNIEKVSSKHQLVLLDYGLHGLLPK
                     SLYLEAINSDILNVRFFPPEIINVTDIVKALQNSCRVDEYLKAVSLYHKNSLMVSGPN
                     VVKLMIEYNLLTHSDLEWLINENVIKATYLLKINAYMINFKIDLTVDEIIDLVKDIPV
                     GATLHLYNILNNLDLNIILRISDEYNIPPVHDILSKLTDEEMCIKLVTKYPMENVINF
                     INQDVRYSPTFIKTIKDFVNAHLPTMYDGLNDYLHSVIVDKDLIEEYKIKSVAMFNLE
                     YKTDVDTLTLDEQIFVEVNISYYDFRYRQFANEFRDYIMLKESRQITMQTGDKIRRFR
                     RPMSLRSTIIKKDTDSLEDILSHIDNARKNSKVSIEDVDRIISSFRLNPCVVRRTMLS
                     NIDIKTKIMVLKIAKDWKSCALTLSAIKGIMVTDTINTVLSKILHHHRNVFKYLTSVD
                     NKEITVCNCSRCVSLFYRELKSIRCDLNTDDGLLARLYDLTRYALHGRINQNLIGQRC
                     WGPLTEMLFNEDKKRKLNNLMVYIKISDMLVYGHSIEKTLIPITESLSFKLSVDTMSV
                     SNDQYAKVVIFFNTIIEYIVATIYYRLAVLNNYVAIRHFVLKVLHTVMEACGVLFSHI
                     KVNDKIEHELEEMVDKGIVPSYLHHLSINVISIILDDINGTR"
     gene            complement(50207..50533)
                     /gene="Q2L"
                     /locus_tag="VARVgp054"
                     /db_xref="GeneID:1486484"
     CDS             complement(50207..50533)
                     /gene="Q2L"
                     /locus_tag="VARVgp054"
                     /note="glutaredoxin; functions as an electron carrier in
                     the glutathione-dependent synthesis of
                     deoxyribonucleotides; utilizes glutathione and NADPH as
                     cofactors; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="glutaredoxin"
                     /protein_id="NP_042098.1"
                     /db_xref="GOA:P32983"
                     /db_xref="InterPro:IPR002109"
                     /db_xref="InterPro:IPR011767"
                     /db_xref="InterPro:IPR011899"
                     /db_xref="InterPro:IPR012335"
                     /db_xref="InterPro:IPR012336"
                     /db_xref="UniProtKB/Swiss-Prot:P32983"
                     /db_xref="GeneID:1486484"
                     /translation="MAEEFVQQRLTNNKVTIFVKFTCPFCRNALDILNKFSFKRGAYE
                     IVDIKEFKPENKLHDYFEQITGGRTVPRIFFGKTSIGGYSDLLEIDNMDALGDILSSI
                     GVLRTC"
     gene            complement(50679..51617)
                     /gene="K1L"
                     /locus_tag="VARVgp055"
                     /db_xref="GeneID:1486456"
     CDS             complement(50679..51617)
                     /gene="K1L"
                     /locus_tag="VARVgp055"
                     /note="putative DNA-binding virion core protein; The
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="putative DNA-binding virion core protein"
                     /protein_id="NP_042099.1"
                     /db_xref="InterPro:IPR004969"
                     /db_xref="InterPro:IPR011561"
                     /db_xref="UniProtKB/Swiss-Prot:P32999"
                     /db_xref="GeneID:1486456"
                     /translation="MVEFEDQLVFNSISARALKAYFTAKINEMVDELVTRKCPQKKKS
                     QAKKPEVRIPVDLVKSSFVKKFGLCNYGGILISLINSLVENNFFTKNGKLDDTGKKEL
                     VLTDVEKRILNTVDKSSPLYIDISDVKVLAARLKRSATQFNFNGHTYHLENDKIEDLI
                     NQLVKDESIQLDEKSSIKDSMYVIPDELIDVLKTRSFRSPQVKDNIISSTRLYDYFTR
                     VTKRDESSIYVILKDPRIASILSLETVEMGAFMYTKHSMLTNAISSEVDRYSEKFQES
                     FYEDIAEFVEENERVDVSRVVECLTVPNITISSNAE"
     gene            complement(51624..51845)
                     /gene="K2L"
                     /locus_tag="VARVgp056"
                     /db_xref="GeneID:1486457"
     CDS             complement(51624..51845)
                     /gene="K2L"
                     /locus_tag="VARVgp056"
                     /note="IMV membrane protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="IMV membrane protein"
                     /protein_id="NP_042100.1"
                     /db_xref="InterPro:IPR009175"
                     /db_xref="UniProtKB/Swiss-Prot:P68607"
                     /db_xref="GeneID:1486457"
                     /translation="MDKLYAAIFGVFMGSPEDDLTDFIEIVKSVLSDEKTVTSTNNTG
                     CWGWYWLIIIFFIVLILLLLIYLYLKVVW"
     gene            complement(51846..52655)
                     /gene="K3L"
                     /locus_tag="VARVgp057"
                     /db_xref="GeneID:1486458"
     CDS             complement(51846..52655)
                     /gene="K3L"
                     /locus_tag="VARVgp057"
                     /note="DNA-binding phosphoprotein; has strong affinity for
                     ssDNA suggesing a role in DNA replication and/or repair;
                     The poxviridae are enveloped unsegmented dsDNA viruses;
                     unlike many dsDNA viruses that replicate in the host
                     nucleus poxviruses encode their own replication machinery
                     and therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins; the
                     DNA-binding phosphoprotein is expressed at early and
                     intermediate times postinfection"
                     /codon_start=1
                     /product="DNA-binding phosphoprotein"
                     /protein_id="NP_042101.1"
                     /db_xref="GOA:P33000"
                     /db_xref="InterPro:IPR006754"
                     /db_xref="UniProtKB/Swiss-Prot:P33000"
                     /db_xref="GeneID:1486458"
                     /translation="MSKVIKKRVETSPRPTASSDSLQTCAGVIEYAKSISKSNAKCIE
                     YVTLNASQYANCSSISIKLTDSLSSQMTSTFIMLEGETKLYKNKSKQDRSDGYFLKIK
                     VTAASPMLYQLLEAVYGNIKHKERIPNSLHSLLVETITEKTFKDESIFINKLNGAMVE
                     YVSTGELSILRSIEGELESLSKRERQLAKAIITPVVFYRSGTETKITFALKKLIIDRE
                     VVANVIGLSGDSERVSMTENVEEDLARNLGLVDIDDEYDEDSDKEKPIFNV"
     gene            complement(52738..55053)
                     /gene="K4L"
                     /locus_tag="VARVgp058"
                     /db_xref="GeneID:1486459"
     CDS             complement(52738..55053)
                     /gene="K4L"
                     /locus_tag="VARVgp058"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042102.1"
                     /db_xref="GOA:P32984"
                     /db_xref="InterPro:IPR000788"
                     /db_xref="InterPro:IPR005144"
                     /db_xref="InterPro:IPR008926"
                     /db_xref="InterPro:IPR013346"
                     /db_xref="InterPro:IPR013509"
                     /db_xref="UniProtKB/Swiss-Prot:P32984"
                     /db_xref="GeneID:1486459"
                     /translation="MFVIKRNGYKENVMFDKITSRIRKLCYGLNTDHIDPIKIAMKVI
                     QGIYNGVTTVELDTLTAEIAATCTTQHPDYAILAARIAVSNLHKETKKLFSEVMKDLF
                     NYVNPKNGKHSPIISSITMDVVNKYKDKLNSVIIYERDFSYNYFGFKTLEKSYLLKIN
                     NKIVERPQHMLMRVAVGIHQWDIDSAIETYNLLSEKWFTHASPTLFNAGTSRHQMSSC
                     FLLNMMDDSIEGIYDTLKRCALISKMAGGIGLSISNIRASGSYISGTNGASNGIIPML
                     RVYNNTARYIDQGGNKRPGVMTIYLEPWHSDIMAFLDLKKNTGNEEHRTRDLFIALWI
                     PDLFMKRVKDDGEWSLMCPDECPGLDNVWGDEFERLYTLYEREKRYKSIIKARVVWKA
                     IIESQIETGTPFILYKDACNKKSNQQNLGTIKCSNLCTEIIQYADANEVAVCNLASIA
                     LNMFVIDGQFDFLKLKDVVKVIVRNLNKIIDINYYPIPEAEISNKRHRPIGIGVQGLA
                     DAFILLNYPFDSLEAQDLNKKIFETIYYGALEASCELAEKEGPYDTYVGSYASNGILQ
                     YDLWNVVPSDLWNWEPLKDKIRTYGLRNSLLVAPMPTASTAQILGNNESVEPYTSNIY
                     TRRVLSGEFQVVNPHLLRVLTERKLWNDEIKNRIMVDGGSIQNTNLPEDIKRVYKTIW
                     EIPQKTIIKMAADRGAFIDQSQSMNIHIADPSYSKLTSMHFYGWSLGLKTGMYYLRTK
                     PASAPIQFTLDKDKIKPLVVCDSEICTSCSG"
     gene            complement(55081..55320)
                     /gene="K5L"
                     /locus_tag="VARVgp059"
                     /db_xref="GeneID:1486460"
     CDS             complement(55081..55320)
                     /gene="K5L"
                     /locus_tag="VARVgp059"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042103.1"
                     /db_xref="InterPro:IPR006803"
                     /db_xref="UniProtKB/Swiss-Prot:P33001"
                     /db_xref="GeneID:1486460"
                     /translation="MADAITVLTAIGITVLMLLMVISGTAMIVKELNPNDIFTMQSLK
                     FNRAVTIFKYIGLFIYIPGTIILYATYIKSLLMKS"
     gene            complement(55339..56487)
                     /gene="K6L"
                     /locus_tag="VARVgp060"
                     /db_xref="GeneID:1486461"
     CDS             complement(55339..56487)
                     /gene="K6L"
                     /locus_tag="VARVgp060"
                     /note="hypothetical protein; contains DNA-binding domain;
                     likely involved in viral replication; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins; the
                     Entomopoxvirinae are a sub-family of the Poxviridae that
                     infect insects"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042104.1"
                     /db_xref="GOA:P33002"
                     /db_xref="InterPro:IPR007674"
                     /db_xref="UniProtKB/Swiss-Prot:P33002"
                     /db_xref="GeneID:1486461"
                     /translation="MNNFVKQVASKSLKPTKKLSPSDEVISLNECIISFNLDNFYYCN
                     DGLFTKPINTPEDVLKSLLIMESFAYEKMIIKGLIKILISRAYINDIYFTPFGWLTGI
                     DDDPETHVVIKIIFNSSLISIKSQVIEYLKPYNVNNLSVLTTEKELSINTFNVPDSIP
                     MSIISFFPFDTDFILVILFFGVYNDSYCGISYISPKERLPYIIEILKPLMSEINMLSD
                     EIGRTSSIRIFNSTSVKKFPTNTLTSICEIVYSFDESSFPTPKTFTPLNASPYIPKKI
                     VSLLDLPSNVEIKAISRGGVDFITHINNKRLNTILVIAKDNFLKNSTFSGTFIKENII
                     WKGIYTYRIIKSSFPVPTIKSVTNKKKICKKHCFVNSQYTTRTLSHIL"
     gene            complement(56480..57751)
                     /gene="K7L"
                     /locus_tag="VARVgp061"
                     /db_xref="GeneID:1486462"
     CDS             complement(56480..57751)
                     /gene="K7L"
                     /locus_tag="VARVgp061"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042105.1"
                     /db_xref="InterPro:IPR004970"
                     /db_xref="UniProtKB/Swiss-Prot:P33003"
                     /db_xref="GeneID:1486462"
                     /translation="MERYTDLVISKIPELGFTNLLCHIYSLAGLCSNIDVSKFLTNCN
                     GYVVEKYDKSTTAGKVSCIPIGMMLELVESRHLSRPNSSDELDQKKELTDELKTRYHS
                     IYDVFELPTSIPLAYFFKPRLREKVSKAIDFSQMDLKIDDLSRKGIHTGENPKVVKMK
                     IEPERGAWMSNRSIKNLVSQFAYGSEVDYIGQFDMRFLNSLAIHEKFDAFMNKHILSY
                     ILKDKIKSSTSRFVMFGFCYLSHWKCVIYDKKQCLVSFYDSGGNIPTEFHHYNNFYFY
                     SFSDGFNTNHRHSVLDNTNCDIDVLFRFFECIFGAKIGCINVEVNQLLESECGMFISL
                     FMILCTRTPPKSFKSLKKVYTFFKFLADKKMTLFKSILFNLQDLSLDITETDNAGLKE
                     YKRMEKWTKKSINVICDKLTTKLNRIVDDDE"
     gene            57757..59787
                     /gene="K8R"
                     /locus_tag="VARVgp062"
                     /db_xref="GeneID:1486463"
     CDS             57757..59787
                     /gene="K8R"
                     /locus_tag="VARVgp062"
                     /note="RNA helicase NPH-II; catalyzes the unidirectional
                     unwinding of duplex RNA with a 3' tail; RNA helicase
                     NPH-II; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     genes encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="RNA helicase NPH-II"
                     /protein_id="NP_042106.1"
                     /db_xref="GOA:P33051"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR002464"
                     /db_xref="InterPro:IPR011545"
                     /db_xref="UniProtKB/Swiss-Prot:P33051"
                     /db_xref="GeneID:1486463"
                     /translation="MEKNLPDIFFFPNCVNVFSYKYSQDEFSNMSNMERDSFSLAVFP
                     VIKHRWHNAHVVKHKGIYKVSTEAHGKKVSPPSLGKPSHINLTAKQYIYSEHTISFEC
                     YSFLKCITNAEINSFDEYILRGLLEAGNSLQIFSNSVGKRTDTIGVLGNKYPFSKIPL
                     ASLTPKAQREIFSAWISHRPVVLTGGTGVGKTSQVPKLLLWFNYLFGGFSTLDKITDF
                     HERPVILSLPRIALVRLHSNTILKSLGFKVLDGSPISLRYGSIPEELINKQPKKYGIV
                     FSTHKLSLTKLFSYGTLIIDEVHEHDQIGDIIIAVARKHHTKIDSMFLMTATLEDDRE
                     RLKVFLPNPAFIHIPGDTLFKISEVFIHNKINPSSRMAYIEEEKRNLVTAIQMYTPPD
                     GSSGIVFVASVAQCHEYKSYLEKRLPYDMYIIHGKVLEIDKILEKVYSSPNVSIIISA
                     PYLESSVTIHNVTHIYDMGRVFVPAPFGGSQQFISKSMRDQRKGRVGRVNPGTYVYFY
                     DLSYMKSIQRINSEFLHNYILYANKFNLTLPEDLFIIPTNLDILWRTKEYIDSFDIST
                     ETWNKLLSNYYMKMIEYAKLYVLSPILAEELDNFERTGELTSIVQEAILSLNLRIKIL
                     NFKHKDNDTYIHFCKILFGVYNGTNATIYYHRPLTGYMNMISDTIFVPVDNN"
     gene            complement(59791..61566)
                     /gene="H1L"
                     /locus_tag="VARVgp063"
                     /db_xref="GeneID:1486429"
     CDS             complement(59791..61566)
                     /gene="H1L"
                     /locus_tag="VARVgp063"
                     /note="putative metalloprotease; metalloendopeptidase that
                     likely plays a role in the maturation of viral proteins;
                     The poxviridae are enveloped unsegmented dsDNA viruses;
                     unlike many dsDNA viruses that replicate in the host
                     nucleus poxviruses encode their own replication machinery
                     and therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="putative metalloprotease"
                     /protein_id="NP_042107.1"
                     /db_xref="GOA:P32991"
                     /db_xref="InterPro:IPR005072"
                     /db_xref="UniProtKB/Swiss-Prot:P32991"
                     /db_xref="GeneID:1486429"
                     /translation="MIVLPNKVRIFINDRMKKDIYLGISNFGFENDIDEILGIAHLLE
                     HLLISFDSTIFLANASTSRSYMSFWCKSINSATESDAIRTLVSWFFSNGKLKDNFSLS
                     SIRFHIKELENEYYFRNEVFHCMDILTFLSGGDLYNGGRIDMIDNLNIVRDMLVNRMQ
                     RISGSNIVIFVKRLGPGTLDFFNQTFGSLPACPEIIPSSIPVSTNGKIVMTPSPFYTV
                     MVKINPTLDNILGILYLYETYHLIDYETIGNQLYLTVSFIDETEYESFLRGEAILQIS
                     QCQRINMNYSDDYMMNIYLNFPWLSHDLYDYITRINDDSKSILISLTNEIYTSIINRD
                     IIVIYPNFSKAMCNTRDTQQHPIVVLDATNDGLIKKPYRSIPLMKRLTSNEIFIRYGD
                     ASLMDMITLSLSKQDISLKRNAEGIRVKHSFSADDIQAIMESDSFLKYSRSKPAAMYQ
                     YIFLSFFASGNSIDDILTNRDSTLEFSKKTKSKILFGRNARYDVTTKSSFVCGIVRGK
                     LLDKTSLVEMMWDLKKKGLIYSMEFTNLLSKNTFYLFTFTIYTDEVYDYLNTNKLFSA
                     KCLVISTKGDVENFSSLKKDVVIRV"
     gene            complement(61563..61898)
                     /gene="H2L"
                     /locus_tag="VARVgp064"
                     /db_xref="GeneID:1486430"
     CDS             complement(61563..61898)
                     /gene="H2L"
                     /locus_tag="VARVgp064"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins; the Entomopoxvirinae are a sub-family
                     of the Poxviridae that infect insects"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042108.1"
                     /db_xref="InterPro:IPR010367"
                     /db_xref="UniProtKB/Swiss-Prot:P32993"
                     /db_xref="GeneID:1486430"
                     /translation="MASLLYFILFLLFVCISYYFTYYPTNKLQAAVMETDRENAIIIQ
                     RNDEIPTRTLDTAIFTDASTVASAQIYLYYNSNIGKIIMSLNGKKHTFNLYDDNDIRT
                     LLPILLLSK"
     gene            61892..62554
                     /gene="H3R"
                     /locus_tag="VARVgp065"
                     /db_xref="GeneID:1486431"
     CDS             61892..62554
                     /gene="H3R"
                     /locus_tag="VARVgp065"
                     /note="transcriptional elongation factor; The poxviridae
                     are enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="transcriptional elongation factor"
                     /protein_id="NP_042109.1"
                     /db_xref="InterPro:IPR008446"
                     /db_xref="UniProtKB/Swiss-Prot:P32992"
                     /db_xref="GeneID:1486431"
                     /translation="MPFRDLILFNLSKFLLTEDKESLEIVSSLCRGFEISYDDLITYF
                     PDRKYHKYIYKVFEHVDLSEELSMEFHDTTLRDLVYLKLYKYSKCIRPCYKLGDNLKG
                     IVVIKDRNIYIREANDDLIEYLLKEYTPQIYTYSNEHVPIAGSKLILCGFSQVTFMAY
                     TTSHITTNKKVDVLVSKKCIDKLVDPINYQILQNLFDKGSGTINKILRKIFYSVTGGQ
                     TP"
     gene            complement(62524..62898)
                     /gene="H4L"
                     /locus_tag="VARVgp066"
                     /db_xref="GeneID:1486432"
     CDS             complement(62524..62898)
                     /gene="H4L"
                     /locus_tag="VARVgp066"
                     /note="glutaredoxin-like protein; functions as an electron
                     carrier in the glutathione-dependent synthesis of
                     deoxyribonucleotides; utilizes glutathione and NADPH as
                     cofactors; The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="glutaredoxin-like protein"
                     /protein_id="NP_042110.1"
                     /db_xref="GOA:P32994"
                     /db_xref="InterPro:IPR008554"
                     /db_xref="InterPro:IPR012335"
                     /db_xref="InterPro:IPR012336"
                     /db_xref="UniProtKB/Swiss-Prot:P32994"
                     /db_xref="GeneID:1486432"
                     /translation="MKNVLIIFGKPYCSICENVSEAVEELKSEYDILHVDILSFFLKD
                     GDSSMLGDVKRGTLIGNFAAHLSNYIVSIFKYNPQTKQMAFVDINKSLDFTKTDKSLV
                     NLEILKSEIEKANYGVWPPVTE"
     gene            62901..64205
                     /gene="H5R"
                     /locus_tag="VARVgp067"
                     /db_xref="GeneID:1486433"
     CDS             62901..64205
                     /gene="H5R"
                     /locus_tag="VARVgp067"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins; the Entomopoxvirinae are a sub-family
                     of the Poxviridae that infect insects"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042111.1"
                     /db_xref="InterPro:IPR007678"
                     /db_xref="UniProtKB/Swiss-Prot:P32995"
                     /db_xref="GeneID:1486433"
                     /translation="MGIKNLKSLLLENKSLTILDDNLYKVYNGIFVDTMSIYIAVANC
                     VRNLEELTTVFIKYVNGWVKKGGHVTLFIDRGSIKIKQNVRDKRRKYSKSTKDRKMLE
                     LEKCTSKIQNVTGFMEEEIKAEIQLKIDKLTFQIYLSDSDNIKISLNEILTHFNNNEN
                     VTLFYCDERDAEFVMCLEAKTYFFTTGEWPLIISTDQDTMLFASVDNHPKMIKNLTQL
                     FKFVPSAEDNYLAKLTALVNGCDFFPGLYGASITPTNLNKIQLFSDFTINNIVTSLAI
                     KNYYRKTNSTVDVRNIVTFINDYANLDDVYSYIPPCQCTVQEFIFSALDEKWNDFKSS
                     YLETVPLPCQLMYALEPRKEIDVSEVKTLSSYIDFENTKSDIDVIKSISSIFGYSNEN
                     CNTIVFGIYKDNLLLSINSSFYFNNSLLITNTKSDNIINIGY"
     gene            64213..64404
                     /gene="H5_5R"
                     /locus_tag="VARVgp068"
                     /db_xref="GeneID:1486434"
     CDS             64213..64404
                     /gene="H5_5R"
                     /locus_tag="VARVgp068"
                     /note="RNA polymerase; responsible for the polymerisation
                     of ribonucleotides into a sequence complementary to the
                     template DNA; The poxviridae are enveloped unsegmented
                     dsDNA viruses; unlike many dsDNA viruses that replicate in
                     the host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="RNA polymerase"
                     /protein_id="NP_042112.1"
                     /db_xref="GOA:Q07047"
                     /db_xref="InterPro:IPR008448"
                     /db_xref="UniProtKB/Swiss-Prot:Q07047"
                     /db_xref="GeneID:1486434"
                     /translation="MVFQVVCSTCGKDISHERYKLIIRKKSLKDVLVSVKNKCCRLKL
                     STQIEPQRNLTVQPLLDIN"
     gene            64406..64903
                     /gene="H6R"
                     /locus_tag="VARVgp069"
                     /db_xref="GeneID:1486435"
     CDS             64406..64903
                     /gene="H6R"
                     /locus_tag="VARVgp069"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042113.1"
                     /db_xref="InterPro:IPR008548"
                     /db_xref="UniProtKB/Swiss-Prot:P32996"
                     /db_xref="GeneID:1486435"
                     /translation="MDPVNFIKTYAPRGSIIFINYTMSLTSHLNPSIEKHVGIYYGTL
                     LSEHLVVESTYRKGVQIVPLDSFFEGYLSAKVYMLENIQVMKIAADTSLTLLGIPYGF
                     GHNRMYCFKLVAECYKNAGINTSSKRILGKDIFLSQNFTDDNRWIKIYDSNNLTFWQI
                     DYLKG"
     gene            complement(64868..65983)
                     /gene="H7L"
                     /locus_tag="VARVgp070"
                     /db_xref="GeneID:1486436"
     CDS             complement(64868..65983)
                     /gene="H7L"
                     /locus_tag="VARVgp070"
                     /note="putative virion core protein; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="putative virion core protein"
                     /protein_id="NP_042114.1"
                     /db_xref="GOA:P32997"
                     /db_xref="InterPro:IPR008787"
                     /db_xref="InterPro:IPR009025"
                     /db_xref="UniProtKB/Swiss-Prot:P32997"
                     /db_xref="GeneID:1486436"
                     /translation="MAAEQRRSTIFDIVSKCIVQSVLRDISINSEYIESKAKQLCYCP
                     ASKKESVINGIYNCCESNIEIMDKEQLLKILDNLRCHSAHVCNATDFWRLYNSLKRFT
                     HTTAFFNTCKPTILATLNTLITLILSNKLLYAAEMVEYLENQLDSSNKSMSQELAELL
                     EMKYALINLVQYRILPMIIGEPIIVAGFSGKEPISNYSAEVERLMELPVKTDIVNTTY
                     DFLARKGIDTSNNIAEYIAGLKIEEIEKVEKYLPEVISTIANSNIIKNKKSIFPANIN
                     DKQIMECSKMLDTSEKYSKGYKTDGAVTSPLTGNNTITTFIPISASDMQKFTILEYLY
                     IMRVMANNVKKKNEGKNNGGVVMHINSPFKVINLPKC"
     gene            66014..66796
                     /gene="H8R"
                     /locus_tag="VARVgp071"
                     /db_xref="GeneID:1486437"
     CDS             66014..66796
                     /gene="H8R"
                     /locus_tag="VARVgp071"
                     /note="late transcription factor VLTF-1; viral
                     transcriptional activator of late genes; The poxviridae
                     are enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="late transcription factor VLTF-1"
                     /protein_id="NP_042115.1"
                     /db_xref="GOA:P32990"
                     /db_xref="InterPro:IPR005022"
                     /db_xref="UniProtKB/Swiss-Prot:P32990"
                     /db_xref="GeneID:1486437"
                     /translation="MSIRIKIDKLRQIVAYFSEFSEEVSINVDSTDELMYIFAALGGS
                     VNIWAIIPLSASVFYRGAENIVFNLPVSKVKSCLCSFHNDAIIDIEPDLENNLVKLSS
                     YHVVSVDCNKELMPIRTDTTICLSIDQKKSYVFNFHKYEEKCCGRTVIHLEWLLGFIK
                     CISQHQHLTIMFKDDNIIMKTPGNTDAFSREYSMTECSQELQKFSFKIAISSLNKLRG
                     FKKRVNVFETRIVMDNDDNILGMLFSDRVQSFKINIFMAFLD"
     gene            66816..67838
                     /gene="H9R"
                     /locus_tag="VARVgp072"
                     /db_xref="GeneID:1486438"
     CDS             66816..67838
                     /gene="H9R"
                     /locus_tag="VARVgp072"
                     /note="poxvirus myristoylprotein; virion protein
                     covalently modified by myristic acid during translation;
                     The poxviridae are enveloped unsegmented dsDNA viruses;
                     unlike many dsDNA viruses that replicate in the host
                     nucleus poxviruses encode their own replication machinery
                     and therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="poxvirus myristoylprotein"
                     /protein_id="NP_042116.1"
                     /db_xref="UniProtKB/Swiss-Prot:P32998"
                     /db_xref="GeneID:1486438"
                     /translation="MGGGVSVELPKRDPPPGVPTDEMLLNVDKMHDVIAPAKLLEYVH
                     IGPLAKDKEDKVKKRYPEFRLVNTGPGGLSALLRQSYNGTAPNCCHTFNRTHYWKKDG
                     KISDKYEEGAVLESCWPDVHDTGKCDVNLFDWCQGDTFDRNICHQWIGSAFNRSDRTV
                     EGQQSLINLYNKMQTLCSKDASVPICESFLHHLRAHNTEDSKEMIDYILRQQSANFKQ
                     KYMRCSYPTRDKLEESLKYAEPRECWDPECSNANVNFLLTRNYNNLGLCNIVRCNTSV
                     NNLQMDKTSSLRLSCGLSNSDRFSTVPVNRAKVVQHNIKHSFDLKLHLISLLSLLVIW
                     ILIVAI"
     gene            67839..68591
                     /gene="M1R"
                     /locus_tag="VARVgp073"
                     /db_xref="GeneID:1486470"
     CDS             67839..68591
                     /gene="M1R"
                     /locus_tag="VARVgp073"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042117.1"
                     /db_xref="GOA:P33040"
                     /db_xref="UniProtKB/Swiss-Prot:P33040"
                     /db_xref="GeneID:1486470"
                     /translation="MGAAASIQTTVNTLSERISSKLEQEANASAQTKCDIEIGNFYIR
                     QNHGCNLTVKNMCSADADAQLDAVLSAATETYSGLTPEQKAYVPAMFTAALNIQTSVN
                     TVVRDFENYVKQTCNSSAVVDNKLKIQNVIIDECYGAPGSPTNLEFINTGSSKGNCAI
                     KALMQLTTKATTQIAPRQVAGTGVQFYMIVIGVIILAALFMYYAKRMLFTSTNDKIKL
                     ILANKENVHWTTYMDTFFRTSPMVIATTDIQN"
     gene            68623..68886
                     /gene="M2R"
                     /locus_tag="VARVgp074"
                     /db_xref="GeneID:1486471"
     CDS             68623..68886
                     /gene="M2R"
                     /locus_tag="VARVgp074"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042118.1"
                     /db_xref="InterPro:IPR008447"
                     /db_xref="UniProtKB/Swiss-Prot:P33041"
                     /db_xref="GeneID:1486471"
                     /translation="MEVIADRLDDIVKQNIADEKFVDFVIHGLEHQCPAILRPLIRLF
                     IDILLFVIVIYIFTVRLVSRNYQMLLALLALVISLTIFYYFIL"
     gene            complement(68876..69925)
                     /gene="M3L"
                     /locus_tag="VARVgp075"
                     /db_xref="GeneID:1486472"
     CDS             complement(68876..69925)
                     /gene="M3L"
                     /locus_tag="VARVgp075"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042119.1"
                     /db_xref="InterPro:IPR005007"
                     /db_xref="UniProtKB/Swiss-Prot:P33042"
                     /db_xref="GeneID:1486472"
                     /translation="MNTRTDVTNDNIDKNPTKRGNKNIPGRNERFNDRNRFNNDGNNR
                     PRLQPSPPPRQDNKCREENGDFINIRLCAYEKEYCNDGYLSPAYYMLKQVDDEEMSCW
                     SELSSLVRSKKAVGFPLLKAAKRISHGSMLYFEQFKNSKVVRLTPQVKCLNDTVIFQT
                     VVILYSMYKRDIYSNEFCFDLVSIPRTNIVFSVNQLMFNICTDILVVLSICGNRLYRT
                     NLPQSCYLNFIHGHETIACRGYEHSNYFFEWLIKNHLSLLTKQTMDILKVKKKYATGA
                     PVNRLLEPGTLVYVPKEDYYFIGISLTDVSISDNVRVLFSTDGIVLEIEDFNIKHLFM
                     AGEMFVRSQSSTIIV"
     gene            69950..70705
                     /gene="M4R"
                     /locus_tag="VARVgp076"
                     /db_xref="GeneID:1486473"
     CDS             69950..70705
                     /gene="M4R"
                     /locus_tag="VARVgp076"
                     /note="DNA-binding virion core protein; role in DNA
                     replication and/or repair; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="DNA-binding virion core protein"
                     /protein_id="NP_042120.1"
                     /db_xref="GOA:P33039"
                     /db_xref="InterPro:IPR007586"
                     /db_xref="UniProtKB/Swiss-Prot:P33039"
                     /db_xref="GeneID:1486473"
                     /translation="MSLLLENLIEEDTIFFAGSISEYDDLQMVIAGAKSKFPRSMLSI
                     FNIVPRTMSKYELELIHNENITGAMFTTMYNIRNNLGLGDDKLTIEAIENYFLDPNNE
                     VMPLIINNTDMTAVIPKKSGRRKNKNMVIFRQGSSPILCIFETRKKINIYKENMESAS
                     TEYTPIGDNKALISKYAGINVLNVYSPSTSMRLNAIYGFTNKNKLEKLSTNKELELYS
                     SSPLQEPIRLNDFLGLLECVKKNIPLTDIPTKD"
     gene            70715..71101
                     /gene="M5R"
                     /locus_tag="VARVgp077"
                     /db_xref="GeneID:1486474"
     CDS             70715..71101
                     /gene="M5R"
                     /locus_tag="VARVgp077"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042121.1"
                     /db_xref="GOA:P33043"
                     /db_xref="InterPro:IPR006956"
                     /db_xref="UniProtKB/Swiss-Prot:P33043"
                     /db_xref="GeneID:1486474"
                     /translation="MENVPNVYFNPVFIEPTFKHSLLSVYKHRLIVLFEVFVVFILIY
                     VFFRSELNMFFMHKRKIPDPIDRLRRANLACEDDKLMIYGLPWITTQTSALSINSKPI
                     VYKDCAKLLRSINGSQPVSLNDVLRR"
     gene            71058..71537
                     /gene="L1R"
                     /locus_tag="VARVgp078"
                     /db_xref="GeneID:1486464"
     CDS             71058..71537
                     /gene="L1R"
                     /locus_tag="VARVgp078"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042122.1"
                     /db_xref="InterPro:IPR005006"
                     /db_xref="UniProtKB/Swiss-Prot:P33004"
                     /db_xref="GeneID:1486464"
                     /translation="MDHNQYLLTMFFADDDSFFKYLASQDDESSLSDILQITQYLDFL
                     LLLLIQSKNKLEAVGHCYESLSEEYRQLTKFTDSQDFKKLFNKVPIVTDGRVKLNKGY
                     LFDFVISLMRFKKESALATTAIDPVRYIDPRRDIAFSNVMDILKSNKAKNNYSLLSS"
     gene            71534..72067
                     /gene="L2R"
                     /locus_tag="VARVgp079"
                     /db_xref="GeneID:1486465"
     CDS             71534..72067
                     /gene="L2R"
                     /locus_tag="VARVgp079"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042123.1"
                     /db_xref="GOA:P04364"
                     /db_xref="InterPro:IPR001267"
                     /db_xref="InterPro:IPR008994"
                     /db_xref="UniProtKB/Swiss-Prot:P04364"
                     /db_xref="GeneID:1486465"
                     /translation="MNGGHIQLIIGPMFSGKSTELIRRVRRYQIAQYKCVTIKYSNDN
                     RYGTGLWTHDKNNFEALEATKLCDVLEAITDFSVIGIDEGQFFPDIVEFCERMANEGK
                     IVIVAALDGTFQRKPFNNILDLIPLSEMVVKLTAVCMKCFKEASFSKRLGTETKIEII
                     GGIDMYQSVCRKCYIDS"
     gene            72133..73134
                     /gene="L3R"
                     /locus_tag="VARVgp080"
                     /db_xref="GeneID:1486466"
     CDS             72133..73134
                     /gene="L3R"
                     /locus_tag="VARVgp080"
                     /note="poly(A) polymerase small subunit; methylates the
                     ribose 2' OH group of the first transcribed nucleotide;
                     structure has been solved (PDB: 2ga9);The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="poly(A) polymerase small subunit"
                     /protein_id="NP_042124.1"
                     /db_xref="GOA:P33052"
                     /db_xref="InterPro:IPR000176"
                     /db_xref="UniProtKB/Swiss-Prot:P33052"
                     /db_xref="GeneID:1486466"
                     /translation="MDVVSLDKPFMYFEEIDNELDYEPESANEVAKKLPYQGQLKLLL
                     GELFFLSKLQRHGILDGATVVYIGSAPGTHIRYLRDHFYNLGVIIKWMLIDGRHHDPI
                     LNGLRDVTLVTRFVDEEYLRSIKKQLHPSKIILISDVRSKRGGNEPSTEDLLSNYALQ
                     NVMISILNPVASSLKWRCPFPDQWIKDFYIPHGNKMSQPFAPSYSAEMRLLSIYTGEN
                     MRLTRVTKSDAVNYEKKMYYLNKIVRNKVVVNFDYPNQEYDYFHMYFMLRTVYCNKTF
                     PTTKAKVLFLQQSIFRFLNIPTTSTEKVSHEPIQCKVSSKDSVYKNRNSKRSVRGNK"
     gene            73049..73606
                     /gene="L4R"
                     /locus_tag="VARVgp081"
                     /db_xref="GeneID:1486467"
     CDS             73049..73606
                     /gene="L4R"
                     /locus_tag="VARVgp081"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042125.1"
                     /db_xref="GOA:P33054"
                     /db_xref="InterPro:IPR007937"
                     /db_xref="UniProtKB/Swiss-Prot:P33054"
                     /db_xref="GeneID:1486467"
                     /translation="MNQYNVKYLAKILCIKTEIARDPYAVINRNVLLRYTTDIQYNDL
                     VTLITVRHKIDSMKTVFQVFNESSINYTPVDDDYGEPIIITSYLQKGHNKFPVNFLYI
                     DVVISDLFPSFVRLNTTETNIVNSVLQTGDGKKTLRLPKMLETEIVVKILYRPNIPLK
                     IVRFFRNNMITGVEIADRSVISVAD"
     gene            complement(73657..74058)
                     /gene="L5L"
                     /locus_tag="VARVgp082"
                     /db_xref="GeneID:1486468"
     CDS             complement(73657..74058)
                     /gene="L5L"
                     /locus_tag="VARVgp082"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042126.1"
                     /db_xref="InterPro:IPR004251"
                     /db_xref="UniProtKB/Swiss-Prot:P33055"
                     /db_xref="GeneID:1486468"
                     /translation="MTDEQIYAFCDANKDDIRCKCIYPDKSIVRIGIDTRLPYYCWYE
                     PCKRSDALLPASLKKNISRCNVSDCTISLGNVSITDSKLDVNNVCDSKRVATENIAVR
                     YLNQEIRYPIIDIKWLPIGLLALAILILAFF"
     gene            74165..78025
                     /gene="L6R"
                     /locus_tag="VARVgp083"
                     /db_xref="GeneID:1486469"
     CDS             74165..78025
                     /gene="L6R"
                     /locus_tag="VARVgp083"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042127.1"
                     /db_xref="GOA:P33053"
                     /db_xref="InterPro:IPR000722"
                     /db_xref="InterPro:IPR006592"
                     /db_xref="InterPro:IPR007066"
                     /db_xref="InterPro:IPR007083"
                     /db_xref="UniProtKB/Swiss-Prot:P33053"
                     /db_xref="GeneID:1486469"
                     /translation="MAVISKVTYSLYDQKEINATDIIISHVKNDDDIGTVKDGRLGAM
                     DGALCKTCGKTELECFGHWGKVSIYKTHIVKPEFISEIIRLLNHICIHCGLLRSREPY
                     SNDINLKELSGHALRRLKDKILSKKKSCWNSECMQPYQKISFSKKKVCFVNKLDDINV
                     PNSLIYQKLISIHEKFWPLLEIYQYPANLFYTDYFPIPPLIIRPAISFWIDSIPKETN
                     ELTYLLGMIVKNCNLNADEQVIQKAVIEYDDIKIISNNTTSINLSYITSGKNNMIRSY
                     IVARRKDQTARSVIGPSTSITVNEVGMPAYIRNTLTEKIFVNAFTVNKVKQLLASNQV
                     KFYFNKRLNQLTRIRQGKFIKNKIHLLPGDWVEVAVQEYTSIIFGRQPSLHRYNVIAS
                     SIRATEGDTIKISPGIANSQNADFDGDEEWMILEQNPKAVVEQSILMYPTTLLKHDIH
                     GAPVYGSIQDEIVAAYSLFRIQDLCLDEVLNILGKYGREFDPKGKCKFSGKDIYTYLI
                     GEKINYPGLLKDGEIIANDVDSNFVVAMRHLSLAGLLSDHKSNVEGINFIIKSSYVFK
                     RYLSIYGFGVTFKDLRPNSTFTNKLEAINVEKIELIKEAYAKYLKDVRDGKIVPLSKA
                     LEADYVESMLSNLTNLNIREIEEHMRQTLIDNPDNNLLKMAKAGYKVNPTELMYILGT
                     YGQQRIDGEPAETRVLGRVLPYYLPDSKDPEGRGYILNSLTKGLTGSQYYFSMLVARS
                     QSTDIVCETSRTGTLARKIIKKMEDMVVDGYGQVVIGNTLIKYAANYTKILGSVCKPV
                     DLIYPDESMTWYLEISALWNKIKQGFVYSQKQKLAKKTLAPFNFLVFVKPTTEDNAIK
                     VKDLYDMIHNVIDDVREKYFFTVSNIDFMEYIFLTHLNPSRIRITKETAITIFEKFYE
                     KLNYTLGGGTPIGIISAQVLSEKFTQQALSSFHTTEKSGAVKQKLGFNEFNNLTNLSK
                     NKTEIITLVSDDISKLQSVKINFEFVCLGELNPNITLRKETDRYVVDIIVNRLYIKRA
                     EITELVVEYMIERFISFSVIVKEWGMETFIEDEDNIRFTVYLNFVEPEELNLSKFMMV
                     LPGAANKGKISKFKIPISDYTGYDDFNQTKKLNKMTVELMNLKELGSFDLENVNVYPG
                     VWNTYDIFGIEAARGYLCEAMLNTYGEGFDYLYQPCDLLASLLCASYEPESVNKFKFG
                     AASTLKRATFGDNKALLNAALHKKSEPINDNSSCHFFSKVPNIGTGYYKYFIDLGLLM
                     RMERKLSDKISSQKIKEMEETEDF"
     gene            complement(78022..78537)
                     /gene="I1L"
                     /locus_tag="VARVgp084"
                     /db_xref="GeneID:1486439"
     CDS             complement(78022..78537)
                     /gene="I1L"
                     /locus_tag="VARVgp084"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042128.1"
                     /db_xref="GOA:P33064"
                     /db_xref="InterPro:IPR000340"
                     /db_xref="InterPro:IPR000387"
                     /db_xref="UniProtKB/Swiss-Prot:P33064"
                     /db_xref="GeneID:1486439"
                     /translation="MDKKSLYKYLLLRSTGDMRRAKSPTIMTRVTNNVYLGNYKNAMN
                     APSSEVKFKYVLNLTMDKYTLPNSNINIIHIPLVDDTTTDISKYFDDVTAFLSKCDQR
                     NEPVLVHCVAGVNRSGAMILAYLMSKNKESSPMLYFLYVYHSMRDLRGAFVENPSFKR
                     QIIEKYVIDKN"
     gene            78551..79120
                     /gene="I2R"
                     /locus_tag="VARVgp085"
                     /db_xref="GeneID:1486440"
     CDS             78551..79120
                     /gene="I2R"
                     /locus_tag="VARVgp085"
                     /note="putative viral membrane protein; found in all
                     sequenced poxviruses; contains an N-terminal transmembrane
                     domain and four conserved cysteines; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="putative viral membrane protein"
                     /protein_id="NP_042129.1"
                     /db_xref="InterPro:IPR005023"
                     /db_xref="UniProtKB/Swiss-Prot:P33061"
                     /db_xref="GeneID:1486440"
                     /translation="MDKTTLSVNACNLEYVREKAIVGVQAAKTSTLIFFVIILAISAL
                     LLWFQTSDNPVFNELTRYMRIKNTVNDWKSLTDSKTKLESDRGRLLAAGKDDIFEFKC
                     VDFGAYFIAMRLDKKTYLPQAIRRGTGDAWMVKKAAKVDPSAQQFCQYLIKHKSNNVI
                     TCGNEMLNELGYSGYFMSPHWCSDLSNME"
     gene            complement(79123..80100)
                     /gene="I3L"
                     /locus_tag="VARVgp086"
                     /db_xref="GeneID:1486441"
     CDS             complement(79123..80100)
                     /gene="I3L"
                     /locus_tag="VARVgp086"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042130.1"
                     /db_xref="GOA:P33059"
                     /db_xref="InterPro:IPR004900"
                     /db_xref="UniProtKB/Swiss-Prot:P33059"
                     /db_xref="GeneID:1486441"
                     /translation="MATVNKTPVIVVPVIDRPPSETFPNLHEHINDQKFDDVKDNEVM
                     PEKRNVVIVKDDPDHYKDYAFIHWTGGNIRNDDKYTHFFSGFCNTMCTEETKRNIARH
                     LALWDSKFFTELENKKVEYVVIVENDNVIEDITFLRPVLKAMHDKKIDILQMREIITG
                     NKVKTELVMDKNHVIFTYTGGYDVSLSAYIIRVTTALNIVDEIIKSGGLSSGFYFEIA
                     RIENEIKINRQIMDNSAKYVEHDPRLVAEHRFENMKPNFWSRIGTAAVKRYPGVMYAF
                     TTPLISFFGLFDINVIGLIVILFIMFMLIFNVKSKLLWFLTGTFVTAFI"
     gene            complement(80101..82488)
                     /gene="I4L"
                     /locus_tag="VARVgp087"
                     /db_xref="GeneID:1486442"
     CDS             complement(80101..82488)
                     /gene="I4L"
                     /locus_tag="VARVgp087"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042131.1"
                     /db_xref="GOA:P33067"
                     /db_xref="InterPro:IPR004974"
                     /db_xref="UniProtKB/Swiss-Prot:P33067"
                     /db_xref="GeneID:1486442"
                     /translation="MDSKETILIEIIPKIKAYLLDANISPKSYDDFISRNKNIFVINL
                     YNVSAITEEDIRLLYTTIEQNIDANDQTLVAIFSYIGYKFEQTVKEEISTSLSLNDKN
                     TTDEMTYNLYDLFFNTLDMYLRQKKISILVNDDVRGDVIVSYKNSDLVSSFNAELEPE
                     IKKIPFNMKNLLPYLEKNLDQLRFSKKYLDFAYLCRHIGIPISKKKYNVRYVFLYKID
                     GLSIPIIIKDFLDVKYVYLENTGKIYKNSFSEDHNNSLSDWGKVIIPLLKDRHLYSYI
                     FLSSYHLHSYYTDLIAKDEPVFIKRKKLDIIEIDEPEAWKRDVKVEFAPCEHQIRLKE
                     AMKVDANYFTKINNFANEFIYYEDGVAYCRVCGINIPIFNLDAADVIKNTVIVSTFNK
                     TIFLSEPYSYFVHSQRFIFNIIMSFDNIMKSQTWVMKYNINRLILNFFIDINSRRQEY
                     EKKFSSEIKRGLFFLRLSANLFESQVSSTELFYVSKMLNLNYIVALVIILNSSADFIV
                     SYMKSKNKTVEESTLKYAISVVIYDFLVKTRICEKGSLDTIVLFTDVYTSIMPEELDL
                     HFQRITLELRKLVSIQRSALEPNYDVESRGEELPLSTLKFFDTSTIIVKTMAPVHTYV
                     EQKIVAPTPSVEPTDASLKQFKELTCDEDIKILIRVHDTNATKLVIFPSHLKIEIERK
                     KLIIPLKSLYITNTLKYYYSNSYLYIFRFGDPMPFEEELIDHEHAQYKINCYNILRYH
                     LLPDSDVFVYFSNSLNREALEYAFYIFLSKYVNVKQWIDENITRIRELYMINFNN"
     gene            82674..83339
                     /gene="I5R"
                     /locus_tag="VARVgp088"
                     /db_xref="GeneID:1486443"
     CDS             82674..83339
                     /gene="I5R"
                     /locus_tag="VARVgp088"
                     /note="late transcription factor VLTF-4; initiates
                     transcription from late gene promoters; inhibition of DNA
                     replication causes VLTF-4 to be diffusely distributed in
                     the cytoplasm but is discretely localized during a
                     productive infection; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="late transcription factor VLTF-4"
                     /protein_id="NP_042132.1"
                     /db_xref="GOA:P33062"
                     /db_xref="InterPro:IPR004966"
                     /db_xref="UniProtKB/Swiss-Prot:P33062"
                     /db_xref="GeneID:1486443"
                     /translation="MAWSITNKADTSSFTKMAEIRAHLRNSAENKDKNDDIFPEDVII
                     PSTKPKTKRATTPRKPAATKRSTKKDKEKEEVEEEEVVIEEYHQTTEENSPPPSSSPG
                     VGNIVESVTAVELDDSNGDDDNDNDNDDNEPMVQVEAGKVNHSARSDLSDLKVATDNI
                     VKDLKKIITRISAVSTVLEDVQAAGISRQFTSMTKSITTLSDLVTEGKSKVVRKKVKT
                     CKK"
     gene            83340..84284
                     /gene="I6R"
                     /locus_tag="VARVgp089"
                     /db_xref="GeneID:1486444"
     CDS             83340..84284
                     /gene="I6R"
                     /locus_tag="VARVgp089"
                     /note="DNA topoisomerase type I; ATP-independent enzyme
                     that regulates the number of topological links between two
                     DNA strands; relaxes positively and/or negatively
                     supercoiled DNA"
                     /codon_start=1
                     /product="DNA topoisomerase type I"
                     /protein_id="NP_042133.1"
                     /db_xref="GOA:P32989"
                     /db_xref="InterPro:IPR001631"
                     /db_xref="InterPro:IPR011010"
                     /db_xref="InterPro:IPR013500"
                     /db_xref="UniProtKB/Swiss-Prot:P32989"
                     /db_xref="GeneID:1486444"
                     /translation="MRALFYKDGKLFTDNNFLNPVSDNNPAYEVLQHVKIPTHLTDVV
                     VYGQTWEEALTRLIFVGSDSKGRRQYFYGKMHVQNRNAKRDRIFVRVYNVMKRINCFI
                     NKNIKKSSTDSNYQLAVFMLMETMFFIRFGKMKYLKENETVGLLTLKNKHIEISPDKI
                     VIKFVGKDKVSHEFVVHKSNRLYKPLLKLTDDSSPEEFLFNKLSERKVYECIKQFGIR
                     IKDLRTYGVNYTFLYNFWTNVKSISPLPSPKKLIALTIKQTAEVVGHTPSISKRAYMA
                     TTILEMVKDKNFLDVVSKTTFDEFLSIVVDHVKSSTDG"
     gene            84321..84761
                     /gene="I7R"
                     /locus_tag="VARVgp090"
                     /db_xref="GeneID:1486445"
     CDS             84321..84761
                     /gene="I7R"
                     /locus_tag="VARVgp090"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042134.1"
                     /db_xref="InterPro:IPR006872"
                     /db_xref="UniProtKB/Swiss-Prot:P33063"
                     /db_xref="GeneID:1486445"
                     /translation="MEMDKRMKSLAMTAFFGELTTLDIMALIMSIFKRHPNNTIFSVD
                     KDGQFMIDFEYDTYKASQYLDLPLTPISGDECKTHASSIAKQLACVDIIKEDISEYIK
                     TTPRLKRFIKKYRNRSDTRISQDTEKLKIALAKGIDYEYIKDAC"
     gene            84805..87339
                     /gene="F1R"
                     /locus_tag="VARVgp091"
                     /db_xref="GeneID:1486417"
     CDS             84805..87339
                     /gene="F1R"
                     /locus_tag="VARVgp091"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042135.1"
                     /db_xref="GOA:P33057"
                     /db_xref="InterPro:IPR004971"
                     /db_xref="UniProtKB/Swiss-Prot:P33057"
                     /db_xref="GeneID:1486417"
                     /translation="MDANVVSSSTIATYIDALAKNASELEQGSTAYEINNELELVFIK
                     PPLITLTNVVNISTIQESFIRFTVTNKEGVKIRTKIPLSKVHGLDVKNVQLVDAIDNI
                     VWEKKSLVTENRLHKACLLRLSTEERHIFLDYKKYGSSIRLELVNLIQAKTKNFTIDF
                     KLKYFLGSGAQSKSSLLHAINHPKSRPNTSLEIEFTPRDNETVPYDELIKELTTFSRH
                     IFMASPENVILSPPINAPIKTFMLPKQDIVGMDLENLYAVTKTDGIPITIRVTSKGLY
                     CYFTHLGYIIRYPVKRIIDSEVVVFGEAVKDKNWTVYLIKLIEPVNAISDRLEESKYV
                     ESKLVDICDRIVFKSKKYEGPFTTTSEVVDMLSTYLPKQPEGVILFYSKGPKSNIDFK
                     IKKENTIDQTVNVVFRYMSSEPIIFGESSIFIEYKKFTNDKGFPKEYGSGKIVLYNGV
                     NYLNNIYCLEYINTHNEVGIKSVVVPIKFIAEFLVNGEILKPRIDKTMKYINSEDYYG
                     NQHNVIVEHLRDQSIKIGDVFNEDKLSDVGHQYANNDKFRLNPEVSYFTNKRTRGPLG
                     ILSNYVKTLLISMYCSKTFLDDSNKRKVLAIDFENGADLEKYFYGEIALLVATDPDAD
                     AIARGNERYNKLNSGIKTKYYKFDYIQETIRSNTFVSSVREVFYFGKFNIIDWQFAIH
                     YSFHPRHYATIMNNLSELTASGGKVLITTMDGDKLSKLTDKKTFIIHKNLPSSENYMS
                     VEKIADDRIVVYNPSTMSTPMTEYIIKKNDIVRVFNEYGFVLVDNVDFATIIERSKKF
                     INGASTMEDRPSTRNFFELNRGAIKCEGLDVEDLLSYYVVYVFSKR"
     gene            complement(87298..87738)
                     /gene="F2L"
                     /locus_tag="VARVgp092"
                     /db_xref="GeneID:1486418"
     CDS             complement(87298..87738)
                     /gene="F2L"
                     /locus_tag="VARVgp092"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042136.1"
                     /db_xref="InterPro:IPR006791"
                     /db_xref="UniProtKB/Swiss-Prot:P33060"
                     /db_xref="GeneID:1486418"
                     /translation="MSINIDIKKITDLLNSSILFPDDVQELLREKYIVLERKSNGTPT
                     VAHIYKTMARFDNKSIYRIAKFLFMNRPDVIKLLFLEDVEPLLPDKSINISINNTEYP
                     QLEGPIGTKIALLELFNAFKTGISEPIPYYYLPLRKDINNIVTK"
     gene            87731..88444
                     /gene="F3R"
                     /locus_tag="VARVgp093"
                     /db_xref="GeneID:1486419"
     CDS             87731..88444
                     /gene="F3R"
                     /locus_tag="VARVgp093"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042137.1"
                     /db_xref="GOA:P33068"
                     /db_xref="InterPro:IPR007660"
                     /db_xref="UniProtKB/Swiss-Prot:P33068"
                     /db_xref="GeneID:1486419"
                     /translation="MDIFIVKDNKYPKVDNDDNEVFILLGNHNDFIRSKLTKLKEHVF
                     FSKYIVTPDTYGSLCVELNGSSFQHGGRYIEVEEFIDDGRQVRWCSTSNHISEDIPED
                     IHTNKFIIYDIYTFDSFKNKRLVFVQVPTSLGDDSYLTNPLLSPYYCNSVARQMVNDM
                     IFNQDSFLKYLLEHLIRSHYRVSKHITIVRYKDTEELNLTRICYNRDKFKAFAFAWFN
                     GVLENEKVLDTYKKVSDLI"
     gene            88444..89100
                     /gene="F4R"
                     /locus_tag="VARVgp094"
                     /db_xref="GeneID:1486420"
     CDS             88444..89100
                     /gene="F4R"
                     /locus_tag="VARVgp094"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042138.1"
                     /db_xref="GOA:P32988"
                     /db_xref="InterPro:IPR002043"
                     /db_xref="InterPro:IPR003250"
                     /db_xref="InterPro:IPR005122"
                     /db_xref="UniProtKB/Swiss-Prot:P32988"
                     /db_xref="GeneID:1486420"
                     /translation="MNSVTVSHAPYTITYHDDWEPVMNQLVEFYNEVASWLLRDETSP
                     IPDKFFIQLKQPLRNKRVCVCGIDPYPKDGTGVPFESPNFTKKSIKEIASSISRLTGV
                     IDYKGYNLNIIDGVIPWNYYLSCKLGETKSHAIYWDKISKLLLHHITKHVRFLYCLGK
                     TDFSNIRAKLESPVTTIVGYHPAARDRQFEKDRSFEIINVLLELDNKAPINWAQGFIY
                     "
     gene            89132..91489
                     /gene="F5R"
                     /locus_tag="VARVgp095"
                     /db_xref="GeneID:1486421"
     CDS             89132..91489
                     /gene="F5R"
                     /locus_tag="VARVgp095"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042139.1"
                     /db_xref="GOA:P33069"
                     /db_xref="InterPro:IPR004968"
                     /db_xref="UniProtKB/Swiss-Prot:P33069"
                     /db_xref="GeneID:1486421"
                     /translation="MDAVIRGNDVIFVLKTIGVPSVCRQNEDPRFVEAFKCDELERYI
                     KNNPECTLFESLRDEEAYSIVRIFMDVDLDACLDEIDYLTAIQDFIIEVSNCVARFAF
                     TECGAIHENVIKSMRSNFSLTKSTNRDKTSFHIIFLDTYTTMDTLIAMKRTLLELSRS
                     SENPLTRSIDTAVYRKKTTLRVVGTRKNPNCDTIHVMQPPHDNIEDYLFTYVDMNNNS
                     YYFSLQRRLEDLVPDKLWEPGFISFEDAIKRVSKIFINSIINFNDLDENNFTTVPLVI
                     DYVTPCALCKKRSHKHPHQLSLENDAIRIYKTGNPHSCKVKIVPLDGNKLFNIAQRIL
                     DTNSVLLTERGDHIVWINNSWKFNSEEPLITKLILSIRHQLPKEYSSELLCPRKRKTV
                     EANIRDMLVDSVETDTYPDKLPFKNGVLDLVDGMFYSGDDAKKYTCTVSTGFKFDDTK
                     FVEDSPEMEELINIINDIQPLTDENKKNRELYEKTLSSCLCGATKGCLTFFFGETATG
                     KSTTKRLLKSAISDLFVETGQTILTDVLDKGPNPFIANMHLKRSVFCSELPDFACSGT
                     KKIRSDNIKKLTEPCVIGRPCFSNKINNRNHATIIIDTNYKPVFDRIDNALMRRIAVV
                     RFRTHFSQPSGREAAENNDAYDKVKLLDEGLDGKIQNNRYRFAFLYLLVKWYRKYHVP
                     IMKLYPTPEEIPDFAFYLKIGTLLVSSSVKHIPLMTDLSKKGYILHDNVVTLPLTTFQ
                     QKISKYFNSRLFGHDIESFINRHKKFANVSDEYLQYIFIEDISSP"
     gene            91530..93443
                     /gene="F6R"
                     /locus_tag="VARVgp096"
                     /db_xref="GeneID:1486422"
     CDS             91530..93443
                     /gene="F6R"
                     /locus_tag="VARVgp096"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042140.1"
                     /db_xref="GOA:P33056"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR002464"
                     /db_xref="InterPro:IPR011545"
                     /db_xref="UniProtKB/Swiss-Prot:P33056"
                     /db_xref="GeneID:1486422"
                     /translation="MNTGIIDLFDNHVDSIPTILPHQLATLDYLVRTIIDENRSVLLF
                     HIMGSGKTIIALLFALIASRFKKVHILVPNINILKIFNYNMGVAMNLFNDEFIAENIF
                     IHSTTSFYSLNYNDNVINYNGLSRYNNSIFIVDEAHNIFGNNTGELMTVIKNKNKIPF
                     LLLSGSPITNTPNTLGHIIDLMSEETIDFGEIISRGKKVIQTLLNERGVNVLKDLLKG
                     RISYYEMPDKDLPTIRYHGRKFLDTRVVYCHMSKLQERDYMITRRQLCYHEMFDKNMY
                     NVSMAVLGQLNLMNNLDTLFQEQDKELYPNLKINNGVLYGEELVTLNISSKFKYFINR
                     IQTLNGKHFIYFSNSTYGGLVIKYIMLSNGYSEYNGSQGTNPHMINGKPKTFAIVTSK
                     MKSSLEDLLDVYNSPENDDGSQLMFLFSSNIMSESYTLKEVRHIWFMTIPDTFSQYNQ
                     ILGRSIRKFSYVDISEPVNVYLLAAVYSDFNDEVTSLNDYTQDELINVLPFDIKKLLY
                     LKFKTKETNRIYSILQEMSETYSLPPHPSIVKVLLGELVRQFFYNNSRIKYNDAKLLK
                     MVTSVIKNKEDARNYIDDIVNGHFFVSNKVFDKSLLYKYENDIITVPFRLSYEPFVWG
                     VNFRKEYNVVSSP"
     gene            93470..93955
                     /gene="F7R"
                     /locus_tag="VARVgp097"
                     /db_xref="GeneID:1486423"
     CDS             93470..93955
                     /gene="F7R"
                     /locus_tag="VARVgp097"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042141.1"
                     /db_xref="GOA:P33058"
                     /db_xref="InterPro:IPR004973"
                     /db_xref="UniProtKB/Swiss-Prot:P33058"
                     /db_xref="GeneID:1486423"
                     /translation="MSSFVTNGYLPVTLEPHELTLDIKTNIRNAVYKTYLHKEISGKM
                     AKKIEICKDVELPLGEIVNNSVVINVPCVITYAYYHVGDIVRGTLNIEDESNVTIQCG
                     DLICKLSRDSGTVSFSDSKYCFFRNGNAYDNGSEVSAVLMEAQQGTESSFVFLANIVD
                     S"
     gene            complement(93918..94832)
                     /gene="F8L"
                     /locus_tag="VARVgp098"
                     /db_xref="GeneID:1486424"
     CDS             complement(93918..94832)
                     /gene="F8L"
                     /locus_tag="VARVgp098"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042142.1"
                     /db_xref="GOA:P33065"
                     /db_xref="InterPro:IPR001148"
                     /db_xref="UniProtKB/Swiss-Prot:P33065"
                     /db_xref="GeneID:1486424"
                     /translation="MSQQLSPINIETKKAISNARLKPLNIHYNESKPTTIQNTGKLVR
                     INFKGGYLSGGFLPNEYVLSSLHIYWGKEDDYGSNHLIDVYKYSGEINLVHWNKKKYS
                     SYEEAKKHDDGLIIISIFLQVSDHKNVYFQKIVNQLDSIRTANTSAPFDSVFYLDNLL
                     PSKLDYFKYLGTTINHSADAVWIIFPTPINIHSDQLSKFRTLLSLSNHEGKPHYITEN
                     YRNPYKLNDDTEVYYSGEIIRAATTSPARENYFMRWLSDLRETCFSYYQKYIEGNKTF
                     AIIAIVFVYILTAILFLMSRRYSREKQN"
     gene            94874..95515
                     /gene="F9R"
                     /locus_tag="VARVgp099"
                     /db_xref="GeneID:1486425"
     CDS             94874..95515
                     /gene="F9R"
                     /locus_tag="VARVgp099"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042143.1"
                     /db_xref="GOA:P33070"
                     /db_xref="InterPro:IPR000086"
                     /db_xref="InterPro:IPR003300"
                     /db_xref="UniProtKB/Swiss-Prot:P33070"
                     /db_xref="GeneID:1486425"
                     /translation="MGITMDEEVIFETPRELISIKRIKDIPRSKDTHVFAACITSDGY
                     PLIGARRTSFAFQAILSQQNSDSIFRVSTKLLRFMYYNELREIFRRLRKGSINNIDPH
                     FEELILLGGKLDKKESIKDCLRRELKEESDERITVKEFGNVILKLTTQDKLFNKVYIG
                     YCMSCFINQSLEDLSHTSIYNVEIRKIKSLNDCINDDKYEYLSYIYNMLVNSK"
     gene            95512..96258
                     /gene="F10R"
                     /locus_tag="VARVgp100"
                     /db_xref="GeneID:1486416"
     CDS             95512..96258
                     /gene="F10R"
                     /locus_tag="VARVgp100"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042144.1"
                     /db_xref="GOA:P33071"
                     /db_xref="InterPro:IPR000086"
                     /db_xref="InterPro:IPR003301"
                     /db_xref="InterPro:IPR013683"
                     /db_xref="UniProtKB/Swiss-Prot:P33071"
                     /db_xref="GeneID:1486416"
                     /translation="MNFYRSSIISQIIKYNRRLAKSIICEDDSQIITLTAFVNQCLWC
                     HKRVSVSAILLTTDNKILVCNRRDSFLYSEIIRTRNMSRKKRLFLNYSNYLNKQERSI
                     LSSFFSLDPATIDNDRIDAIYPGGILKRGENVPECLSREIKEEVNIDNSFVFIDTRFF
                     IHGIIEDTIINKFFEVIFFVGRISLTSDQIIDTFKSNHEIKDLIFLDPNSGNGLQYEI
                     AKYALDTAKLKCYGHRGCYYESLKKLTEDD"
     gene            complement(96259..98154)
                     /gene="N1L"
                     /locus_tag="VARVgp101"
                     /db_xref="GeneID:1486475"
     CDS             complement(96259..98154)
                     /gene="N1L"
                     /locus_tag="VARVgp101"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042145.1"
                     /db_xref="GOA:P33066"
                     /db_xref="InterPro:IPR000330"
                     /db_xref="InterPro:IPR001650"
                     /db_xref="InterPro:IPR011545"
                     /db_xref="InterPro:IPR013676"
                     /db_xref="UniProtKB/Swiss-Prot:P33066"
                     /db_xref="GeneID:1486475"
                     /translation="MSKSHAAYIDYALRRTTNMPVEMMGTDVVRLKDYQHFVARVFLG
                     LDSMHSLLLFHETGVGKTMTTVYILKHLKDIYTNWAIILLVKKALIEDPWMNTILRYA
                     PEITKDCIFINYDDQNFRNKFFTNIKTINSKSRICVIIDECHNFISKSLIKEDGKIRP
                     TRSVYNFLSKTIALKNHKMICLSATPIVNSVQEFTMLVNLLRPGSLQHQSLFENKRLV
                     NEKELVSKLGGLCSYIVNNEFSIFDDVEGSASFAKKTVLMRYVNMSKKQEEIYQKAKL
                     TEIKTGISSFRILRRMATTFTFDSFPERQNRDPGEYAQEIATLYNDFKRSLRDREFSK
                     SALDTFKKGELLGGDASAADISLFTELKEKSAKFIDVCLGILASHGKCLVFEPFVNQS
                     GIEILLLYFKVFGISNIEFSSRTKDTRIKAVAEFNQESNTNGECIKTCVFSSSGGEGI
                     SFFSINDIFILDMTWNEASLRQIVGRAIRLNSHVLTPPERRYVNVHFIMARLSNGMPT
                     VDEDLFEIIQSKSKEFVQLFRVFKHTSLEWIHANEKDFSPIDNESGWKTLVSRAIDLS
                     SKKNITNKLIEGTNIWYSNSNRLMSINRGFKGVDGRVYDVDGNYLHDMPDNPVIKIHD
                     GKLIYIF"
     gene            complement(98188..99051)
                     /gene="N2L"
                     /locus_tag="VARVgp102"
                     /db_xref="GeneID:1486476"
     CDS             complement(98188..99051)
                     /gene="N2L"
                     /locus_tag="VARVgp102"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042146.1"
                     /db_xref="GOA:P33808"
                     /db_xref="InterPro:IPR005009"
                     /db_xref="UniProtKB/Swiss-Prot:P33808"
                     /db_xref="GeneID:1486476"
                     /translation="MDEIVKNIREGTHVLLPFYETLPELNLSLGKSPLPSLEYGANYF
                     LQISRVNDLNRMPTDMLKLFTHDIMLPESDLDKVYEILKINSVKYYGRSTKADAVVAD
                     LSARNKLFKRERDAIKSNNHLTENNLYISDYKMLTFDVFRPLFDFVNEKYCIIKLPTL
                     FGRGVIDTMRIYCSLFKNVRLLKCVSDSWLKDSAIMVASNVCKKNLDLFMSHVKSVTK
                     SSSWKDVNSVQFSILNDPVDTEFINKFLEFSNRVYEALYYVHSLLYSSMTSDSKSIEN
                     KHQRRLVKLLL"
     gene            complement(99082..100737)
                     /gene="N3L"
                     /locus_tag="VARVgp103"
                     /db_xref="GeneID:1486477"
     CDS             complement(99082..100737)
                     /gene="N3L"
                     /locus_tag="VARVgp103"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042147.1"
                     /db_xref="GOA:P33810"
                     /db_xref="InterPro:IPR005008"
                     /db_xref="UniProtKB/Swiss-Prot:P33810"
                     /db_xref="GeneID:1486477"
                     /translation="MNNTIINSLIGGDDSIKRSNVFAVDSQIPTLYMPQYISLSGVMT
                     NNGPDNQTIASFEIRDQYITALNHLVLSLELPEVKGMGRFGYVPYVGYKCINHVSVSS
                     CNGVIWEIEGEELYNNCINNTIALKHSGYSSELNDISIGLTPNDTIKEPSTVYVYIKT
                     PFDVEDTFSSLKLSDSKITVTVTFNPVSDIVIRDSSFDFETFNKEFVYVPELSFIGYM
                     VKNVQIKPSFIEKPRRVIGQINQPTATVTEVHAATSLSVYTKPYYGNTDNKFISYPGY
                     SQDEKDYIDAYVSRLLDDLVIVSDGPPTGYPESAEIVEVPEDGIVSIQDADVYVKIDN
                     VPDNMSVYLHTNLLMFGTRKNSFIYNISKKFSAITGTYSDATKRTVFAHISHSINIID
                     TSIPVSLWTSQRNVYNGDNRSAESKAKDLFINDPFIKGIDFKNKTDIISRLEVRFGND
                     VLYSENGPISRIYNELLTKSNNGTRTLTFNFTPKIFFRPTTITANVSRGKDKLSVRVV
                     YSTMDVNHPIYYVQKQLVVVCNDLYKVSYDQGVSITKIMGDNN"
     gene            complement(100761..101213)
                     /gene="A1L"
                     /locus_tag="VARVgp104"
                     /db_xref="GeneID:1486495"
     CDS             complement(100761..101213)
                     /gene="A1L"
                     /locus_tag="VARVgp104"
                     /note="late transcription factor VLTF-2; acts with RNA
                     polymerase to initiate transcription from late gene
                     promoters; has zinc-finger motifs; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="late transcription factor VLTF-2"
                     /protein_id="NP_042148.1"
                     /db_xref="GOA:P33814"
                     /db_xref="InterPro:IPR004975"
                     /db_xref="UniProtKB/Swiss-Prot:P33814"
                     /db_xref="GeneID:1486495"
                     /translation="MAKRVSLPDVVISAPKAVFKPAKEEALACILPKYYKSMADMSIK
                     TNSVIDKCWFCNQDLVFRPISIETFKGGEVGYFCSKICRDSLASMVKSHVALREEPKI
                     SLLPLVFYEDKEKVINTINLLRDKDGVYGSCYFKENSQIIDISLRSLL"
     gene            complement(101234..101908)
                     /gene="A2L"
                     /locus_tag="VARVgp105"
                     /db_xref="GeneID:1486506"
     CDS             complement(101234..101908)
                     /gene="A2L"
                     /locus_tag="VARVgp105"
                     /note="late transcription factor VLTF-3; initiates
                     transcription from late gene promoters; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes encoding non-structural
                     proteins involved in genome replication and late genes
                     encoding the viral structural proteins"
                     /codon_start=1
                     /product="late transcription factor VLTF-3"
                     /protein_id="NP_042149.1"
                     /db_xref="GOA:P68320"
                     /db_xref="InterPro:IPR007031"
                     /db_xref="UniProtKB/Swiss-Prot:P68320"
                     /db_xref="GeneID:1486506"
                     /translation="MNLRLCSGCRHNGIVSEQGYEYCIFCESVFQKCTKVQKKSNFHV
                     SNKLIHLRNVLRRLLSHQCSGEIISELLDIMEKNQISTDDVDANFVSSFLKANERINK
                     KDYKLVFEIINQVKDEKLNLSTEKINEVVEIFKHLVFFCQENTPSKTINYSFFLDKIF
                     DITSVTKNLKPQTVKNYTKNNSNQLVWENFLAHMRSKKRVTMVEDYGHEYVFVDERFS
                     TCSLEV"
     gene            complement(101905..102135)
                     /gene="A2_5L"
                     /locus_tag="VARVgp106"
                     /db_xref="GeneID:1486507"
     CDS             complement(101905..102135)
                     /gene="A2_5L"
                     /locus_tag="VARVgp106"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042150.1"
                     /db_xref="InterPro:IPR007952"
                     /db_xref="UniProtKB/TrEMBL:Q07032"
                     /db_xref="GeneID:1486507"
                     /translation="MSWYEKYNIVLNPPKRCFSSCADNLTTILAEDGNNIRAILYSQP
                     QKLKVLQDFLATSRNKMFLYKILDDEIRRVLT"
     gene            complement(102150..104084)
                     /gene="A3L"
                     /locus_tag="VARVgp107"
                     /db_xref="GeneID:1486519"
     CDS             complement(102150..104084)
                     /gene="A3L"
                     /locus_tag="VARVgp107"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042151.1"
                     /db_xref="GOA:P33818"
                     /db_xref="InterPro:IPR004972"
                     /db_xref="UniProtKB/Swiss-Prot:P33818"
                     /db_xref="GeneID:1486519"
                     /translation="MEAVVNSDVFLTSNTGLKSSYTNQTLSLVDEDHIHTSDKSLSCS
                     VCNSLSQIVDDDFISAGARNQRTKPKRAGNDQAQQTTKKDCMVSIDEVASTHDWSTRL
                     RNDGNAIAKYLTTNKYDTSNFTIQDMLNIMNKLNIVRTNRNELFQLLTHVKSTLNNAS
                     VSVKCTHPLVLIHSRASPRIGDQLKELDKIYSPSNHHILLSTTRFQSMHFTDMSSSQD
                     LSFIYRKPETNYYIHPILMALFGIKLPALENAYVHGDTYSLIQQLYEFRRVKSYNYML
                     LVNRLTEDNPIVITGVSDLISTEIQRANMHTMIRKAIMNIRMGIFYCNDDDAVDPHLM
                     KIIHTGCSQVMTDEEQILASILSIVGFRPTLVSVARPINGISYDMKLQAAPYIVVNPM
                     KMITTSDSPISINSKDIYSMAFDGNSGRVVFAPPNIGYGRCSGVTHIDSLGTNVMGSA
                     VHSPVIVNGAMMFYVERRQNKNMFGGECYTGFRSLIDDTPIDVSPEIMLNGIMYRLKS
                     AVCYKLGDQFFDCGSSDIFLKGHYTILFTENGPWMYDPLSVFNPGARNARLMRALKNQ
                     YKKLSMDSDDGFYEWLNGDGSVFAASKQQMLMNHVANFDDDLLTMEEAMSMISRHCCI
                     LIYAQDYDQYISARHITELF"
     gene            complement(104137..104952)
                     /gene="A4L"
                     /locus_tag="VARVgp108"
                     /db_xref="GeneID:1486531"
     CDS             complement(104137..104952)
                     /gene="A4L"
                     /locus_tag="VARVgp108"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042152.1"
                     /db_xref="InterPro:IPR010396"
                     /db_xref="UniProtKB/Swiss-Prot:P33832"
                     /db_xref="GeneID:1486531"
                     /translation="MDFFNKFSQGLAESSTPKSSIYYSEEKDLDIKKDEAIEIGLKSQ
                     ESYYQRQLREQLARDNMMAASRQPIQPLQPTIHITPLQVPTPAPTPKPRQQQTNTSSD
                     MSNLFDWLSADDNTQPSSLLPALTPINAVQDIISKFNKDQKTTTTPSTQPSQTLPTTT
                     CTQQSDGSISCTTPTVTPPQPPIVATVCTPTPTGGTVCTTAQQNPNPGATSQQNLDNM
                     ALKDLMSSVEKDMRQLQAETNDLVTNVYDAREYTRRAIDQILQLVKGFERFQK"
     gene            104990..105484
                     /gene="A5R"
                     /locus_tag="VARVgp109"
                     /db_xref="GeneID:1486535"
     CDS             104990..105484
                     /gene="A5R"
                     /locus_tag="VARVgp109"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042153.1"
                     /db_xref="GOA:P33813"
                     /db_xref="InterPro:IPR007984"
                     /db_xref="UniProtKB/Swiss-Prot:P33813"
                     /db_xref="GeneID:1486535"
                     /translation="MADTDDIIDYESDDLTEYEDDDEEEEDGESLETSDIDPKSSYKI
                     VESASTHIEDAHSNLKHIGNHISALKRRYTRRISLFEIAGIIAESYNLLQRGRLPLVS
                     EFSNETMKQNMLHVIIQEIEEGSCPIVIEKNGELLSVNDFDKDGLKFHLDYIIKIWKL
                     QKRY"
     gene            complement(105481..106599)
                     /gene="A6L"
                     /locus_tag="VARVgp110"
                     /db_xref="GeneID:1486536"
     CDS             complement(105481..106599)
                     /gene="A6L"
                     /locus_tag="VARVgp110"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042154.1"
                     /db_xref="InterPro:IPR007008"
                     /db_xref="InterPro:IPR012337"
                     /db_xref="UniProtKB/Swiss-Prot:P33833"
                     /db_xref="GeneID:1486536"
                     /translation="MDKLRVLYDEFVTISKDNLERETGLSASDVDMDFDLNIFMTLVP
                     VLEKKVCVITPTIEDDKIVTMMKYCSYQSFSFWFLKSGAVVKSVYNKLDDAEKEKFVA
                     TFKDMLLNVQTLISLNSMYTRLRQDTEDIVSDSKKIMEIVSHLRASTTENAAYQVLQQ
                     NNSFIISTLNKILSDENYLLKIIAVFDSKLISEKETLNEYKQLYTISSESLVYGIRCV
                     SNLDISSVQLSNNKYVLFVKKMLPKIILFQNNDINAQQFANVISKIYTLIYRQLTSNV
                     DVGCLLTDTIESTKTKISVEKFKQTGINNVQSLIKFISDNKKEYKTIISEEYLSKEDR
                     IITILQNIVNEHDIKYDNNLLNMRDLIVTFRERYSYKF"
     gene            complement(106623..108755)
                     /gene="A7L"
                     /locus_tag="VARVgp111"
                     /db_xref="GeneID:1486537"
     CDS             complement(106623..108755)
                     /gene="A7L"
                     /locus_tag="VARVgp111"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042155.1"
                     /db_xref="GOA:P33806"
                     /db_xref="InterPro:IPR007532"
                     /db_xref="UniProtKB/Swiss-Prot:P33806"
                     /db_xref="GeneID:1486537"
                     /translation="MRYIVSPQLVLQVGKGQEVERALYLTPYDYIDEKSPIYYFLRSH
                     LNIQQPEIVKRHILLTLRMTQLKGYLGNLLDIKDDIIIYSHKNNLEYSYVDNTIFNPF
                     VYTQKKTLLKNDSFLYNVYPGACDFLVIWVARACDTSIPEFGSYEDVDNNIIKFETML
                     MDVFPQLDLDITVESKFNNIFRTNLKLTGLKKIIQRVQDLDINYKSLLSRYDEHFINM
                     TGNHFILNDEQLNLSIWDLDGTLALSSDGDTVMINNVKLFTDLVSDIDTQMERIKGDI
                     TYKVHLATPINSRIKLDIETSFIFIETATNNILLSSDKKISIILAKNHISIKVKNHIP
                     NIEKYFTFLVIAINAMFNSVQKSADFTKVETVYWSRICQNTKNKNRKPVIINYLDPGM
                     KKISNNFYRSDEKEVFINDNDIMFTCMDPLGKYNKVGFLNIFHDMRKYCIPCCFLHDQ
                     SHRSTFSSCVHQIDVEKKIVSPYILNFGKVVTESKMSFLPIIFDAFLNDGMTANMEQD
                     NKRLKETSGYHIVRCCTGNDIVRLRTTSNIIQFVNEDKNILIVNDMVYFPMNASDIGK
                     KIHILIQEIVHEVMIVKKKESSDKIDFFPPNYKLLKDLFPKQTIQTPIQSDAGMVLTT
                     DGFYIDGKLFNEDLSSKYVTFTKNVITSDAVAKYFSPLFKYVISEAKDRFIKTWMINI
                     MIHMNVDPNNIIPTLEKYYPNFGRVQIN"
     gene            108809..109675
                     /gene="A8R"
                     /locus_tag="VARVgp112"
                     /db_xref="GeneID:1486538"
     CDS             108809..109675
                     /gene="A8R"
                     /locus_tag="VARVgp112"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042156.1"
                     /db_xref="GOA:P33834"
                     /db_xref="InterPro:IPR006834"
                     /db_xref="UniProtKB/Swiss-Prot:P33834"
                     /db_xref="GeneID:1486538"
                     /translation="MFEPVPDLNLEASVELGEVNIDQTTPMIKENIGFISRSRRLFAH
                     RSKDDERKLALRFFLQRLYFLDHREIHYLFRCVDAVKDVTITKKNNIIVAPYIALLTI
                     ASKGCKLTETMIEAFFPELYNEHSKKFKFNSQVSIIQEKLGYQSGNYHVYDFEPYYST
                     VALAIRDEHSSGIFNIRQESYLVSSLSEITYRFYLINLKSDLVQWSASTGAVINQMVN
                     TVLITVYEKLQLVIENDSQFICSLAVESELPIKLLKDRNELFTKFINELKKTSSFKIS
                     KRDKDTLLKYFT"
     gene            complement(109672..109959)
                     /gene="A9L"
                     /locus_tag="VARVgp113"
                     /db_xref="GeneID:1486539"
     CDS             complement(109672..109959)
                     /gene="A9L"
                     /locus_tag="VARVgp113"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042157.1"
                     /db_xref="InterPro:IPR006920"
                     /db_xref="UniProtKB/Swiss-Prot:P33835"
                     /db_xref="GeneID:1486539"
                     /translation="MSCYTAILKSVGGLALFQDANGAIDLCRHFFMYFCEQKLRPNSF
                     WFVVVRAIASMIMYLVLGIALLYISEQDDKKNTNNASNSNKLNESSINSNS"
     gene            complement(109960..112638)
                     /gene="A10L"
                     /locus_tag="VARVgp114"
                     /db_xref="GeneID:1486485"
     CDS             complement(109960..112638)
                     /gene="A10L"
                     /locus_tag="VARVgp114"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042158.1"
                     /db_xref="GOA:P33817"
                     /db_xref="InterPro:IPR005058"
                     /db_xref="UniProtKB/Swiss-Prot:P33817"
                     /db_xref="GeneID:1486485"
                     /translation="MMPIKSIVTLDQLEDSEYLFRIVSTVLPHLCLDYKVCDQLKTTF
                     VHPFDVFLNNSLGSVTKQDELQAAISKLGINYLIDTTSRELKLFNVTLNAGNIDIINT
                     PINISSETNPIINTHSFYDLPPFTQHLLNIRLTDTEYRARFIGGYIKPDGSDSMDVLA
                     EKKYPDLNFDNTYLFNILYKDVINAPIKEFKAKIVNGVLSRQDFDNLIGVRQYITAQD
                     QPRFDNTYAIADAARHYGVNLNTLPLPNVDLTTMPTYKHLIMYEQYFVDDYDRVPIYY
                     NGNRVIFDDEIINFCISMRYQSLIPRLVEFFPDIPVNNNIVLHTRDPQNAAVNVTVGL
                     PNMQFVDINRNNKFFINFFNLLAKEQRSTAIKVTKSMFWDGMDYEEYKSKNLQDMMFI
                     NSTCYVFGLYNHNNTTYCSILSDIISAEKTPIRVCLLPRVVGGKTVTDLISETLKSIS
                     SMTIREFPKKDKSSIMHIGLSETGFMRFFQLLRLMADKPHETAIKEVVMAYVGIKLGD
                     KGSPYYIRKESYQDFIYLLFASMGFKVTTRRSIMGSNNISIISIRPRVTKQYIVTTLM
                     KTSCSKNEAEKLITSAFDLLNFMVSVSDFRDYQSYRQYRNYCPRYFYAGSPEGEETII
                     CDSEPISILDRIDTRGIFSAYTINEMMDTDIFSPENKAFKNNLSRFIESGDITGEDIF
                     CAMPYNILDRIITNAGTCTVSIGDMLDNITTQSDCNMTNEITDMINASLKNTISKDNN
                     MLVSQALDSVANHSKQKIGDLRQSSCKMALLFKNLATSIYTIERIFNAKVGDDVKASM
                     LEKYKVFTDISMSLYKDLIAMENLKAMLYIIRRSGCRIDDAQITTDDLVKSYSLIRPK
                     ILSMINYYNEMSRGYFEHMKKNLNMTDGDSVSFDDE"
     gene            112653..113612
                     /gene="A11R"
                     /locus_tag="VARVgp115"
                     /db_xref="GeneID:1486486"
     CDS             112653..113612
                     /gene="A11R"
                     /locus_tag="VARVgp115"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042159.1"
                     /db_xref="InterPro:IPR007755"
                     /db_xref="UniProtKB/Swiss-Prot:P33836"
                     /db_xref="GeneID:1486486"
                     /translation="MTTVPVTDIQNDLITEFSEDNYPSNKNYEITLRQMSILTHVNNV
                     VDREHNAAVVSSPEEISSQLNEDLFPDDDSPATIIERVQQPHTTIIDDTPPPTFRREL
                     LISEQRQQREKRFNITVSKNAEAIMESRSMITSMPTQTPSLGVVYDKDKRIQMLEDEV
                     VNLRNQQSNTKSSNNLDNFTRILFGKTPYKSTEVNKRIAIVNYANLNGSPLSVEDLDV
                     CSEDEIDRIYKTIKQYHESRKRKIIVTNVIIIVINIIEQALLKLGFDEIKGLSTDITS
                     EIIDVEIGDDCDAVASKLGIGNSPVLNIVLFILKIFVKRIKII"
     gene            complement(113614..114183)
                     /gene="A12L"
                     /locus_tag="VARVgp116"
                     /db_xref="GeneID:1486487"
     CDS             complement(113614..114183)
                     /gene="A12L"
                     /locus_tag="VARVgp116"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042160.1"
                     /db_xref="GOA:P33837"
                     /db_xref="InterPro:IPR006744"
                     /db_xref="UniProtKB/Swiss-Prot:P33837"
                     /db_xref="GeneID:1486487"
                     /translation="MADKKNLAVRSSYDDYIETVNKITPQLKNLLAQIGGDAAVKGGN
                     NNLNSQTDVTAGACDTKSKSSKCITCKSKSSSSSTSTSKSSKNTSGAPRRRTTATTSF
                     NAMDGQIVQAVTNAGKIVYGTVRDGQLEVRGMVGEINHDLLGIESVNAGKKKPSKKMP
                     TNKKINMSSGMRRQEQINPNDCCLDMGMY"
     gene            complement(114207..114413)
                     /gene="A13L"
                     /locus_tag="VARVgp117"
                     /db_xref="GeneID:1486488"
     CDS             complement(114207..114413)
                     /gene="A13L"
                     /locus_tag="VARVgp117"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042161.1"
                     /db_xref="InterPro:IPR009236"
                     /db_xref="UniProtKB/Swiss-Prot:P33838"
                     /db_xref="GeneID:1486488"
                     /translation="MIGILLLIGICVAVTVAILYAMYNKIKNSQNPSPNVNLPPPETR
                     NTRFVNNLEKDHISSLYNLVKSSV"
     gene            complement(114521..114793)
                     /gene="A14L"
                     /locus_tag="VARVgp118"
                     /db_xref="GeneID:1486489"
     CDS             complement(114521..114793)
                     /gene="A14L"
                     /locus_tag="VARVgp118"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042162.1"
                     /db_xref="GOA:P33839"
                     /db_xref="InterPro:IPR008785"
                     /db_xref="UniProtKB/Swiss-Prot:P33839"
                     /db_xref="GeneID:1486489"
                     /translation="MDMMLMIGNYFSGVLIAGIILLILSCIFAFIDFSKSTSPTRTWK
                     VLSIMSFILGIIITVGMLIYSMWGKHCAPHRVSGVIHTNHSDISVN"
     gene            complement(114961..115245)
                     /gene="A15L"
                     /locus_tag="VARVgp119"
                     /db_xref="GeneID:1486490"
     CDS             complement(114961..115245)
                     /gene="A15L"
                     /locus_tag="VARVgp119"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042163.1"
                     /db_xref="InterPro:IPR008445"
                     /db_xref="UniProtKB/Swiss-Prot:P33840"
                     /db_xref="GeneID:1486490"
                     /translation="MFVDDDSLIIYSTWPSTLSDSSGRVIVMPDNRSFTFKEGFKLDE
                     SIKSILLVNPSSIDLLKIRVYKHRIKWMGNIFVLFEQENIPPPFRLVNDK"
     gene            complement(115229..116362)
                     /gene="A16L"
                     /locus_tag="VARVgp120"
                     /db_xref="GeneID:1486491"
     CDS             complement(115229..116362)
                     /gene="A16L"
                     /locus_tag="VARVgp120"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042164.1"
                     /db_xref="UniProtKB/Swiss-Prot:P33841"
                     /db_xref="GeneID:1486491"
                     /translation="MGAAVTLNRINIASGIADIRDKYMELGFNYPKYNRTVKFAEESY
                     MYYYETSPGEIKPKFCLIDGMSIDHCSSFIVPEFAKQYVLIHGEPCSSFKFRPGTLIY
                     YQNEVTPEYIKDLKHATDYIASGQRCHFIKKDYLLGDSDSVAKCCSKTNTKHCPKIFN
                     NNYKTEHCDDFMTGFCRNDPGNPNCLEWLRVKRKPAMSTYSDICSKHMDARYCSEFIR
                     IIRPDYFTFGDTALYVFCNDHKGNRNCWCANYPKSNSGDKYLGPRVCWLHECTDESRD
                     RKWLYYNQDVQRTRCKYVGCTINVNSLALKNSQAELTSNCTRTTSTVGDIHPGEPVVK
                     DKIKLPTWLGAAITLVVISVIFYFISIYSRPKIKTNDINVRRR"
     gene            complement(116365..116976)
                     /gene="A17L"
                     /locus_tag="VARVgp121"
                     /db_xref="GeneID:1486492"
     CDS             complement(116365..116976)
                     /gene="A17L"
                     /locus_tag="VARVgp121"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042165.1"
                     /db_xref="GOA:P68594"
                     /db_xref="InterPro:IPR007977"
                     /db_xref="UniProtKB/Swiss-Prot:P68594"
                     /db_xref="GeneID:1486492"
                     /translation="MSYLRYYNMLDDFSAGAGVLDKDLFTEEQQQSFMPKDGGMMQND
                     YGGMNDYLGIFKNNDVRTLLGLILFVLALYSPPLISILMIFISSFLLPLTSLVITYCL
                     VTQMYRGGNGNTVGMSIVCIVAAVIIMAINVFTNSQIFNIISYIILFILFFAYVMNIE
                     RQDYRRSINVTIPEQYTCNKPYTAGNKVDVDIPTFNSLNTDDY"
     gene            116991..118472
                     /gene="A18R"
                     /locus_tag="VARVgp122"
                     /db_xref="GeneID:1486493"
     CDS             116991..118472
                     /gene="A18R"
                     /locus_tag="VARVgp122"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042166.1"
                     /db_xref="GOA:P33827"
                     /db_xref="InterPro:IPR006935"
                     /db_xref="InterPro:IPR011545"
                     /db_xref="UniProtKB/Swiss-Prot:P33827"
                     /db_xref="GeneID:1486493"
                     /translation="MSLLKMEYNLYAELKKITCGQSLSLFNEDGDFVEVEPGSLFKFL
                     IPKGFYSSPSVKTSLVFETLTTTDNKITSINPTNAPKLYPLQHKVVSEVVSNMRKMIK
                     LKRPLYITLHLACGFGKTITTCYLMATHGRKTVICVPNKMLIHQWKTQVEAVGLEHKI
                     SIDGVSSLLKELKTQSPDVLIVVSRHLTNDAFCKYINKHYDLFILDESHTYNLMNNTA
                     VTRFLAYYPPMMCYFLTATPRPSNRIYCNSIINIAKLSDLKKTIYAVDSFFEPYSTDN
                     IRHMIKRLDGPSNKYHIYTEKLLSVDEPRNQLILNTLVEEFKSGTINRVLVITKLREH
                     MVLFYKRLLDLFGPEVVFIGDAQNRRTPDMVKSIKELNRFIFVSTLFYSGTGLDIPSL
                     DSLFICSAVINNMQIEQLLGRVCRETELLDRTVYVFPNTSVKEIKYMIGNFVQRIISL
                     SVDKLGFKQESYRKHQESDPTSVCTASSREERVLNRIFNSQNR"
     gene            complement(118453..118683)
                     /gene="A19L"
                     /locus_tag="VARVgp123"
                     /db_xref="GeneID:1486494"
     CDS             complement(118453..118683)
                     /gene="A19L"
                     /locus_tag="VARVgp123"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042167.1"
                     /db_xref="InterPro:IPR007769"
                     /db_xref="UniProtKB/Swiss-Prot:P33842"
                     /db_xref="GeneID:1486494"
                     /translation="MDSTNARSGMKSRKKKPKTTVIDEDDCMTCSVCQSKLVKISDIT
                     KVSLDYINTMRGNTLACTACGSSLKLLNDFAS"
     gene            complement(118684..119037)
                     /gene="A20L"
                     /locus_tag="VARVgp124"
                     /db_xref="GeneID:1486496"
     CDS             complement(118684..119037)
                     /gene="A20L"
                     /locus_tag="VARVgp124"
                     /note="IMV membrane protein; similar to vaccinia virus
                     strain Copenhagen A21L; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="IMV membrane protein"
                     /protein_id="NP_042168.1"
                     /db_xref="InterPro:IPR007987"
                     /db_xref="UniProtKB/Swiss-Prot:P33844"
                     /db_xref="GeneID:1486496"
                     /translation="MITLFLILCYFILIFNIIVPAISEKMRRERAAYVNYKRLNKNFI
                     CVDDRLFSYNFTTSGIKAKVAVDNKNVPIPCSEINEVNNNKDVDTLYCDKDRDDIPGF
                     TRSCYRAYSDLFFTT"
     gene            119036..120316
                     /gene="A21R"
                     /locus_tag="VARVgp125"
                     /db_xref="GeneID:1486497"
     CDS             119036..120316
                     /gene="A21R"
                     /locus_tag="VARVgp125"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042169.1"
                     /db_xref="InterPro:IPR010267"
                     /db_xref="UniProtKB/Swiss-Prot:P33843"
                     /db_xref="GeneID:1486497"
                     /translation="MTSSADLTNLKELLSLYKSLRFSDSAAIEKYNSLVEWGTSTYWK
                     IGVQKVANVETSISDYYDEVKNKPFNIDPGYYIFLPVYFGSVFIYSKGKNMVELGSGN
                     SFQIPDDMRSVCNKVLDGDNGIDFLRFVLLNNRWIMEDAISKYQSPVNIFKLASEYGL
                     NIPNYLEIEIEEDTLFDDELYSIIERSFDDNFPKISISYIKLGELRRQVVDFFKFSFM
                     YIESIKVDRIGDNIFIPSVITKSGKKILVKDVDHLIRSKVREHTFVKVKKKNTFSILY
                     DYDGNGTETRGEVIKRIIDTIGRDYYVNGKYFSKVGSAGLKQLTNKLNINECTTVDEL
                     VDEINKSGTVKRKIKTQSAFDLSRECLGYPEADFITLVNNMRFKIENCKVVNFNIENT
                     NCLNNPSIETIYGNFNQFVSIFNIVTDVKKRLFE"
     gene            120246..120809
                     /gene="A22R"
                     /locus_tag="VARVgp126"
                     /db_xref="GeneID:1486498"
     CDS             120246..120809
                     /gene="A22R"
                     /locus_tag="VARVgp126"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042170.1"
                     /db_xref="GOA:P33845"
                     /db_xref="InterPro:IPR006932"
                     /db_xref="InterPro:IPR012337"
                     /db_xref="UniProtKB/Swiss-Prot:P33845"
                     /db_xref="GeneID:1486498"
                     /translation="METLTSSSQSLISSPMSKKDYSSEIICAFDIGAKNPARTVLEVK
                     DNSVRVLDISKLDWSSDWERRIAKDLSQYEYTTVLLERQPRRSPYVKFIYFIKGFLYH
                     TSATKVICVSPVMSGNSYRDRKKRSVEAFFDWMDIFGLRDSVPDRRKLDDVADSFNLA
                     MRYVLDKWNTNYTHYNRCKSRNYIKKM"
     gene            120829..121977
                     /gene="A23R"
                     /locus_tag="VARVgp127"
                     /db_xref="GeneID:1486499"
     CDS             120829..121977
                     /gene="A23R"
                     /locus_tag="VARVgp127"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042171.1"
                     /db_xref="GOA:P33846"
                     /db_xref="InterPro:IPR008789"
                     /db_xref="UniProtKB/Swiss-Prot:P33846"
                     /db_xref="GeneID:1486499"
                     /translation="MDNLFTFLHEIEDRYTRTIFNFHLISCDEIGDIYGLMKERISSE
                     DMFDNIVYNKDIHPAIKKLVYCDIQLTKHIINQNTYPVFNDSSQVKCCHYFDINSDNS
                     NISSRTVEIFEREKSSLVSYIKTTNKKRKVNYGEIKKTVHGGTNANYFSGKKSDEYLS
                     TTVRSNINQPWIKTISKRMRVNIINHSIVTRGKSSILQTIEIIFTNRTCVKIFKDSTM
                     HIILSKDKDEKGCIHMIDKLFYVYYNLFLLFEDIIQNEYFKEVANVVNHVLTATALDE
                     KLFLIKKMAKHDVYGVSNFKIGMFNLTFIKSLDHTVFPSLLDEDSKIKFFKGKKLNIV
                     ALRSLEDCINYVTKSENMIEMMKERSTILNSIDIETESVDRLKDLLLK"
     gene            121974..125468
                     /gene="A24R"
                     /locus_tag="VARVgp128"
                     /db_xref="GeneID:1486500"
     CDS             121974..125468
                     /gene="A24R"
                     /locus_tag="VARVgp128"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042172.1"
                     /db_xref="GOA:P33811"
                     /db_xref="UniProtKB/Swiss-Prot:P33811"
                     /db_xref="GeneID:1486500"
                     /translation="MKKNTDSEMDQRLGYKFLVPDPKAGVFYRPLHFQYVSYSNFILH
                     RLHGILTVKRPLLSFKNNTERIMIEISNVKVTPPDYSPIIASIKGKSYDALATFTVNI
                     FKEVMAKEGISITKISSYEGKDSHLIKIPLLIGYGNKNPLDTAKYLVPNVIGGVFINK
                     QSVEKVGINLVEKITTWPKFRVVKPNSFTFSFSSVSPPNILPTRYRHYKISLDISQLE
                     ASNISSTKTFITVNIVLLSQYLSRVSLGFIRRSLSYDMPPEVVYLVNAIIDSAKRLTE
                     SITDFNIDTYINDLVEAEHVKQKSQLTINEFKYEMLHNFLPHMNYTPDQLKGFYMISL
                     LRKFLYCIYYTSRYPDRDSMVCHRILTYGKYFETLAHDELENYIGNIRNDIMNNHKNR
                     GTYAVNIHVLTTPGLNHAFSSLLSGKFKKSDGSYRTHPHYSWMQNISIPRSVGFYPDQ
                     VKISKMFSVRKYHPSQYLYFCSSDVPERGPQVGLVSQLSVLSSITNILTSEYLDLEKK
                     ICEYIRSYYKDDISYFETGFPITIENALVASLNPNMICDFVTDFRRRKRMGFFGNLEV
                     GITLVRDHMNEIRINIGAGRLVRPFLVVDNGELMMDVCPELESRLDDMTFSDIQKEFP
                     HVIEMVDIEQFTFSNVCESVQKFRMMSKDERKQYDLCDFPAEFRDGYVASSLVGINHN
                     SGPRAILGCAQAKQAISCLSSDIRNKIDNGIHLMYPERPIVISKALETSKIAANCFGQ
                     HVTIALMSYKGINQEDGIIIKKQFIQRGGLDIVTAKKHQVEIPLENFNNKERDRSNAY
                     SKLESNGLVRLNAFLESGDAMARNISSRTLEDDFARDNQISFDVSEKYTDMYKSRVER
                     VQVELTDKVKVRVLTMKERRPILGDKFTTRTSQKGTVAYIADETELPYDENGITPDVI
                     INSTSIFSRKTISMLIEVILTAAYSAKPYNNKGENRPVCFPSSNETSIDTYMQFAKQC
                     YEHLNPKLTEKELSDKIFCEKILYDPETDKPYASKVFFGPIYYLRLRHLTQDKATVRC
                     RGKKTKLIRQANEGRKRGGGIKFGEMERDCLIAHGAANTITEVLKDSEEDYQDVYICE
                     NCGDIAAQIKSINTCLRCSKLNLSPLLTKIDTTHVSKVFLTQMNARGVKVKLDFERRP
                     PSFYKPLDKVDLKPSFLK"
     gene            complement(125736..126026)
                     /gene="A25L"
                     /locus_tag="VARVgp129"
                     /db_xref="GeneID:1486501"
     CDS             complement(125736..126026)
                     /gene="A25L"
                     /locus_tag="VARVgp129"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042173.1"
                     /db_xref="UniProtKB/TrEMBL:Q76R02"
                     /db_xref="GeneID:1486501"
                     /translation="MKAKRNLEREIARKNCEGNPCERELEYERSNVKRLEYQLDAEKE
                     KVKFYKRELERDRYLSSRYLTSSSDPHKKHYQIIHFLALKMYLRRQLRLQVL"
     gene            complement(126069..126266)
                     /gene="A26L"
                     /locus_tag="VARVgp130"
                     /db_xref="GeneID:1486502"
     CDS             complement(126069..126266)
                     /gene="A26L"
                     /locus_tag="VARVgp130"
                     /note="A-type inclusion body protein; The poxviridae are
                     enveloped unsegmented dsDNA viruses; unlike many dsDNA
                     viruses that replicate in the host nucleus poxviruses
                     encode their own replication machinery and therefore
                     replicate in the cytoplasm; viral genes are expressed in a
                     bi-phasic manner with early genes genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="A-type inclusion body protein"
                     /protein_id="NP_042174.1"
                     /db_xref="UniProtKB/TrEMBL:Q89545"
                     /db_xref="GeneID:1486502"
                     /translation="MYGDEMLRKIADLGKKLRDGNGNGGNGCTSSCEFERKRIAVLEA
                     ELRKSMETIKSLEKFMEFDRL"
     gene            complement(126418..127002)
                     /gene="A27L"
                     /locus_tag="VARVgp131"
                     /db_xref="GeneID:1486503"
     CDS             complement(126418..127002)
                     /gene="A27L"
                     /locus_tag="VARVgp131"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042175.1"
                     /db_xref="GOA:Q89694"
                     /db_xref="InterPro:IPR007596"
                     /db_xref="UniProtKB/TrEMBL:Q89694"
                     /db_xref="GeneID:1486503"
                     /translation="MEKEIQRLRDRIMDLDRQLNECKRNGNGTSSEEVNRLKTRISDL
                     KQSLEICLKDKSELYSAYKTELGRVREQISNLQESLRRERESDKTDSYYRRELTRERN
                     KIVELEKELNKCFDVNHVKYIDEINSKKNRISDLERQLTACKSNGCGNGDMDQYKREI
                     ESLKRELTKCRRGSNGSHSDCEYYDEEARDCVKS"
     gene            complement(127070..129178)
                     /gene="A28L"
                     /locus_tag="VARVgp132"
                     /db_xref="GeneID:1486504"
     CDS             complement(127070..129178)
                     /gene="A28L"
                     /locus_tag="VARVgp132"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042176.1"
                     /db_xref="GOA:P34011"
                     /db_xref="InterPro:IPR007596"
                     /db_xref="UniProtKB/Swiss-Prot:P34011"
                     /db_xref="GeneID:1486504"
                     /translation="MEVTNLIEKCTKHSKDFATEVEKLWNDELSSESCLSRKTRNVIR
                     NILRDITKSLTTDKKSKCFRILERSTINGEQIKDVYKTIFNNGVDAESRINTTGKYVL
                     FTVMTYAAAELRLIKSDEIFALLSRFFNMICDIHKKYGCGNMFVGIPAALIVLLEIDH
                     INKLFSVFSTRYDAKAYLYTEYFLFLNINHYLLSGSDLFINVAYGAVSFSSPISVPDY
                     IMEALTFKACDHIMKSGDLIYIYAFTKKVKDLFNTKSDSIYQYVRLHEMSYDGVSEDT
                     DDDDEVFAILNLSIDSSVDRYRNRVLLLTPEVASLRKEYSEAEPDYKYLMDEEVPAYD
                     KHLPKPITNTGIEEPHATGGDKEDQPIKVVHPPNNDKDDAIKSYNPLEDPNYVPTITR
                     TAIGIADYQLVINKLIEWLDKCEEECGNGGEFKTELEEAKRKLTELNAELSDKLSKIR
                     TLERDSVYKTERIDRLTKEIKELRDIQNGTDDGSDSSEIDKKTIRELKESLDREREMR
                     SELEKELDTIRDGKVDGSCQGRLELSRMWLKQRDDDLRAEIDKRRNVEWELSKLRRDI
                     KECDKYKEELDKAKTTISNYVSRISTLESEIAKYQQDRDTLSAVRGELEEERRRVRDL
                     ESRLDECTHNQKDTQEVDALRSRISELENKLTDCIESGGGNLTEISRLQSRILDLERQ
                     LNDCRHNNKTNTETDRNETS"
     gene            complement(129223..130719)
                     /gene="A29L"
                     /locus_tag="VARVgp133"
                     /db_xref="GeneID:1486505"
     CDS             complement(129223..130719)
                     /gene="A29L"
                     /locus_tag="VARVgp133"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042177.1"
                     /db_xref="InterPro:IPR009285"
                     /db_xref="InterPro:IPR010254"
                     /db_xref="UniProtKB/TrEMBL:Q89489"
                     /db_xref="GeneID:1486505"
                     /translation="MVNIINLWNGIVPMVQDVNVASITAFKSMIDETWDKKIEANTCI
                     SRKHRNIIHEVIRDFMKAYPKMDENRKSPLGAPMQWLTQYYILKNEYYKTMLAYDNES
                     LNTKFKTLNIYMITNVGQYILYIVFCIISGKNHNGTPYIYDSEITSNNKNLINDRIKY
                     ACKQILHGQLTMALRIRNKFMFIGSPMYLWFNVNGSHVYHEIYDGNVGFHNKEIGRLL
                     YAFMYYLSISDRFLNDFALLKFTYLGESWTFSLSVPEYILYGLGYSVFDTIEKFSNDA
                     ILVYIKTNNRNGYDYVEFNKKGIVKVTETKPDNDKRIHAIRLINNSTDVQHIHFGFRN
                     MVIIDNECANIQSSVENATDTGHHQDSKINIKDDDVDDDDYNPKPTPIPEPYPRPPFP
                     RHEYYKRPKLLHVEEPDPVKKDADRIRLDNHILNTLDHNLNSIGHYCCDTAAVDRLEH
                     HIETLGQYAVILARKINMQSLLFPWLLPTVHPHAIDGSIPPHGRSTIL"
     gene            complement(130770..131102)
                     /gene="A30L"
                     /locus_tag="VARVgp134"
                     /db_xref="GeneID:1486508"
     CDS             complement(130770..131102)
                     /gene="A30L"
                     /locus_tag="VARVgp134"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042178.1"
                     /db_xref="GOA:P33816"
                     /db_xref="InterPro:IPR003436"
                     /db_xref="UniProtKB/Swiss-Prot:P33816"
                     /db_xref="GeneID:1486508"
                     /translation="MDGTLFPGDDDLAIPATEFFSTKAAKKPEAKREAIVKADGDNNE
                     ETLKQRLTNLEKKITNVTTKFEQIEKCCKRNDDVLFRLENHAETLRAAMISLAKKIDV
                     QTGRRPYE"
     gene            complement(131103..131543)
                     /gene="A31L"
                     /locus_tag="VARVgp135"
                     /db_xref="GeneID:1486509"
     CDS             complement(131103..131543)
                     /gene="A31L"
                     /locus_tag="VARVgp135"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042179.1"
                     /db_xref="GOA:P33847"
                     /db_xref="InterPro:IPR007664"
                     /db_xref="UniProtKB/Swiss-Prot:P33847"
                     /db_xref="GeneID:1486509"
                     /translation="MNSLSIFFIVVATAAVCLLFIQGYSIYENYGNIKEFNATHAAFE
                     YSKSIGGTPALDRRVQDVNDTISDVKQKWRCVAYPGNGFVSASIFGFQAEVGPNNTRS
                     IRKFNTMAQCIDFTFSDVINIDIYNPCVAPNINNVECQFLKSVL"
     gene            complement(131544..132461)
                     /gene="A32L"
                     /locus_tag="VARVgp136"
                     /db_xref="GeneID:1486510"
     CDS             complement(131544..132461)
                     /gene="A32L"
                     /locus_tag="VARVgp136"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042180.1"
                     /db_xref="GOA:P33812"
                     /db_xref="InterPro:IPR005059"
                     /db_xref="UniProtKB/Swiss-Prot:P33812"
                     /db_xref="GeneID:1486510"
                     /translation="MRHPREENSIVVELEPSLATFIKQGFNNLVKWPLLNIGIVLSNT
                     STAINEEWLTVVEHIPTMKIFYKHIHKILTREMGFLVYLKRSQSERDNYITLYDFDYY
                     IIDKDTNSVTMVDKPTELKETLLHVFQEYRLKSSQTIELIAFSSGTVINEDIVSKLTF
                     LDVEVFNREYNNVKTIMNPDFVSRSPFIVISPMGKLTFFVEVYSWFDFKSCFKDIIDF
                     LEGALIANIHNHMIKVGDCDETVSSYNPESGILFVNDLMTMNIVNFFGCNSRLESYHR
                     FDITKVDVELFIKALSDACKKILLASNRL"
     gene            complement(132424..132657)
                     /gene="A33L"
                     /locus_tag="VARVgp137"
                     /db_xref="GeneID:1486511"
     CDS             complement(132424..132657)
                     /gene="A33L"
                     /locus_tag="VARVgp137"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042181.1"
                     /db_xref="InterPro:IPR009257"
                     /db_xref="UniProtKB/Swiss-Prot:P68597"
                     /db_xref="GeneID:1486511"
                     /translation="MEDLNEANFSHLLINLSNNKDIDAQYASTLSVVHELLSAINFKI
                     FNINKKSKKNSKSIEQHPVVHHAASAGREFNRR"
     gene            132817..133239
                     /gene="A34R"
                     /locus_tag="VARVgp138"
                     /db_xref="GeneID:1486512"
     CDS             132817..133239
                     /gene="A34R"
                     /locus_tag="VARVgp138"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042182.1"
                     /db_xref="InterPro:IPR008786"
                     /db_xref="UniProtKB/Swiss-Prot:P33848"
                     /db_xref="GeneID:1486512"
                     /translation="MVSILNTLRFLEKTSFYNCNDSITKEKIKIKHKGMSFVFYKPKH
                     STVVKYLSGGCIYHDDLVVLGKVTINDLKMMLFYMDLSYHGVTSSGVIYKLGSSIDRL
                     SLNRTIVTKVNNNYNNYNNYNNYYNCYNYDDTFFDDDD"
     gene            complement(133206..134018)
                     /gene="A35L"
                     /locus_tag="VARVgp139"
                     /db_xref="GeneID:1486513"
     CDS             complement(133206..134018)
                     /gene="A35L"
                     /locus_tag="VARVgp139"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042183.1"
                     /db_xref="GOA:P33849"
                     /db_xref="InterPro:IPR006758"
                     /db_xref="UniProtKB/Swiss-Prot:P33849"
                     /db_xref="GeneID:1486513"
                     /translation="MNCFQEKQFLRENLLKMPFRMVLTGGSGSGKTIYLLSLFSTLVK
                     KYKHIFLFTPVYNPDYDGYIWPNHINFVSSQESLEYNLIRTKSNIEKCITVAQNHKKS
                     AHFLLIFDDVGDKLSKCNTLIEFLNFGRHLNTSIILLCQTYRHVPILGRANITHFCSF
                     NISISDAENMLRSMPVKGKRKDILNMLNMIQTVRSNNRLAIIIEDSVFCEGELRICTD
                     TADKDVIEQKLNIDILVNQYSHMKKNLNTILESTKTKLCNSDQSSSSKNVSS"
     gene            134136..134690
                     /gene="A36R"
                     /locus_tag="VARVgp140"
                     /db_xref="GeneID:1486514"
     CDS             134136..134690
                     /gene="A36R"
                     /locus_tag="VARVgp140"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042184.1"
                     /db_xref="InterPro:IPR009238"
                     /db_xref="UniProtKB/Swiss-Prot:P33850"
                     /db_xref="GeneID:1486514"
                     /translation="MMTPENDEEQTSVFSATVYGDKIQGKNKRKRVIGICIRISMVIS
                     LLSMITMSAFLIVRLNQCMSANEAAITDATAVAAALSTHRKVASSTTQYKHQESCNGL
                     YYQGSCYIFHSDYQLFSDAKANCATESSTLPNKSDVLTTWLIDYVEDTWGSDGNPITK
                     TTTDYQDSDVSQEVRKYFCVKTMN"
     gene            134714..135220
                     /gene="A37R"
                     /locus_tag="VARVgp141"
                     /db_xref="GeneID:1486515"
     CDS             134714..135220
                     /gene="A37R"
                     /locus_tag="VARVgp141"
                     /note="IEV and EEV membrane glycoprotein; similar to
                     vaccinia virus strain Copenhagen A34R; C-type lectin-like
                     protein found on extracellular enveloped virions (EEV);
                     The poxviridae are enveloped unsegmented dsDNA viruses;
                     unlike many dsDNA viruses that replicate in the host
                     nucleus poxviruses encode their own replication machinery
                     and therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes encoding
                     non-structural proteins involved in genome replication and
                     late genes encoding the viral structural proteins"
                     /codon_start=1
                     /product="IEV and EEV membrane glycoprotein"
                     /protein_id="NP_042185.1"
                     /db_xref="GOA:P33851"
                     /db_xref="InterPro:IPR001304"
                     /db_xref="UniProtKB/Swiss-Prot:P33851"
                     /db_xref="GeneID:1486515"
                     /translation="MKSLNRQTVSRFKKLSVPAAIMMILSTIISGIGTFLHYKEELMP
                     SACANGWIQYDKHCYLDTNIKMSTDNTVYQCRKLRARLPRPDTRHLRVLFSIFYKDYW
                     VSLKKTNNKWLDINNDKDIDISKLTNFKQLNSTTDAEACYIYKSGKLVKTVCKSTQSV
                     LCVKRFYK"
     gene            135262..135444
                     /gene="A38R"
                     /locus_tag="VARVgp142"
                     /db_xref="GeneID:1486516"
     CDS             135262..135444
                     /gene="A38R"
                     /locus_tag="VARVgp142"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042186.1"
                     /db_xref="UniProtKB/TrEMBL:Q89485"
                     /db_xref="GeneID:1486516"
                     /translation="MDTTFVITPMGMLTITDTLYDDLDISIMDFIGPYIIGNIKTVQI
                     DVRDIKYSDMQKCYFS"
     gene            135856..136506
                     /gene="A39R"
                     /locus_tag="VARVgp143"
                     /db_xref="GeneID:1486517"
     CDS             135856..136506
                     /gene="A39R"
                     /locus_tag="VARVgp143"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042187.1"
                     /db_xref="InterPro:IPR010274"
                     /db_xref="UniProtKB/Swiss-Prot:P33852"
                     /db_xref="GeneID:1486517"
                     /translation="MILVPLITVTVVAGTILVCYILYICRKKIRTVYNDNKIIMTKLK
                     KIKSSNSSKSSKSTDNESDWEDHCSAMEQNNDVDNISRNEILDDDSFAGSLIWDNESN
                     VIAPSTEHIYDSVAGSTRLINNDCNEQTIYQNTTVINETETIEVLNEDTKQNPSYSSN
                     PFVNYNKTSICSKSNPFITELNNKFSENNPFRRAHSDDYLNKQEHDDIESSVVSLV"
     gene            complement(136427..136660)
                     /gene="A39_5L"
                     /locus_tag="VARVgp144"
                     /db_xref="GeneID:1486518"
     CDS             complement(136427..136660)
                     /gene="A39_5L"
                     /locus_tag="VARVgp144"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042188.1"
                     /db_xref="UniProtKB/TrEMBL:Q76R00"
                     /db_xref="GeneID:1486518"
                     /translation="MMFCIYIISTVIISNKIANFRNAKYREYLHLYNVTVAINTKYYF
                     NFIKRKLIRLMIQQMILYHHVLAYLGNHRYVLS"
     gene            136694..136900
                     /gene="A40R"
                     /locus_tag="VARVgp145"
                     /db_xref="GeneID:1486520"
     CDS             136694..136900
                     /gene="A40R"
                     /locus_tag="VARVgp145"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042189.1"
                     /db_xref="InterPro:IPR009641"
                     /db_xref="UniProtKB/TrEMBL:Q76R24"
                     /db_xref="GeneID:1486520"
                     /translation="MDEMVLLTNILSVEVVNNNEMYHLIPHRLSMIILCISSIGRCVI
                     SIDNDVNNKNILTFPIDHAVIISH"
     gene            137426..137614
                     /gene="A40_5R"
                     /locus_tag="VARVgp146"
                     /db_xref="GeneID:1486521"
     CDS             137426..137614
                     /gene="A40_5R"
                     /locus_tag="VARVgp146"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042190.1"
                     /db_xref="UniProtKB/TrEMBL:Q89183"
                     /db_xref="GeneID:1486521"
                     /translation="MDSFSSLFMKLCCISTDKTGSKKSDRKNKNKIKDYMEHDYYKIT
                     IVPGSSSTSTSSWYYTHA"
     gene            complement(137611..138444)
                     /gene="A41L"
                     /locus_tag="VARVgp147"
                     /db_xref="GeneID:1486522"
     CDS             complement(137611..138444)
                     /gene="A41L"
                     /locus_tag="VARVgp147"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042191.1"
                     /db_xref="InterPro:IPR006704"
                     /db_xref="InterPro:IPR013147"
                     /db_xref="InterPro:IPR013270"
                     /db_xref="UniProtKB/Swiss-Prot:P33853"
                     /db_xref="GeneID:1486522"
                     /translation="MLRVRILLIYLCTFVVITSTKTIEYTACNDTIIIPCTIDNPTKY
                     IRWKLDNHNILTYNKTSKTIILSKWHTSAKLHSLSDNDVSLIIKYKDILPGTYTCEDN
                     TGIKSTVKLVQRHTNWFNDHHTMLMFIFTGITLFLLFLEIAYTSISVVFSTNLGILQV
                     FGCIIAMIELCGAFLFYPSMFTLRHIIGLLMMTLPSIFLIITKVFSFWLLCKLSCAVH
                     LIIYYQLAGYILTVLGLGLSLKECVDGTLLLSGLGTIMVSEHFSLLFLVCFPSTQRDY
                     Y"
     gene            138460..138684
                     /gene="A42R"
                     /locus_tag="VARVgp148"
                     /db_xref="GeneID:1486523"
     CDS             138460..138684
                     /gene="A42R"
                     /locus_tag="VARVgp148"
                     /note="semaphorin-like protein; semaphorins are a large
                     family of secreted and transmembrane proteins containing a
                     Sema domain which is characterised by a conserved set of
                     cysteine residues, which form four disulphide bonds to
                     stabilise the structure; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes genes encoding non-structural proteins
                     involved in genome replication and late genes encoding the
                     viral structural proteins"
                     /codon_start=1
                     /product="semaphorin-like protein"
                     /protein_id="NP_042192.1"
                     /db_xref="InterPro:IPR001627"
                     /db_xref="UniProtKB/TrEMBL:Q89184"
                     /db_xref="GeneID:1486523"
                     /translation="MIPLLFILFYFANGIEWHKFETSEKIISTYLIDDVLYTGVNGAV
                     YTFSNNKLNKTGLANTNYITTSIKVEDVIH"
     gene            138883..139251
                     /gene="A43R"
                     /locus_tag="VARVgp149"
                     /db_xref="GeneID:1486524"
     CDS             138883..139251
                     /gene="A43R"
                     /locus_tag="VARVgp149"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042193.1"
                     /db_xref="InterPro:IPR001627"
                     /db_xref="UniProtKB/TrEMBL:Q76QZ8"
                     /db_xref="GeneID:1486524"
                     /translation="MIYLYTADNVIPKDGLQGAFVDKDGTYDKVYILFTVTIGSKRIV
                     KIPYIAQMCLNDECGPSSLSSHRWSTLLKVELECDIDGRSYSQINHSKTIKQIMIRYY
                     MYSLIVLFQVRIMYLFYEYH"
     gene            139238..139657
                     /gene="A44R"
                     /locus_tag="VARVgp150"
                     /db_xref="GeneID:1486525"
     CDS             139238..139657
                     /gene="A44R"
                     /locus_tag="VARVgp150"
                     /note="semaphorin-like protein; semaphorins are a large
                     family of secreted and transmembrane proteins containing a
                     Sema domain which is characterised by a conserved set of
                     cysteine residues, which form four disulphide bonds to
                     stabilise the structure; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes genes encoding non-structural proteins
                     involved in genome replication and late genes encoding the
                     viral structural proteins"
                     /codon_start=1
                     /product="semaphorin-like protein"
                     /protein_id="NP_042194.1"
                     /db_xref="InterPro:IPR001627"
                     /db_xref="UniProtKB/TrEMBL:Q89185"
                     /db_xref="GeneID:1486525"
                     /translation="MNTIKQSFSTSNWEDIQSNYCLQLLVYVYQLEKVVPHNTFDVIE
                     QYNVLDNIIKPLFNQPIFKGPSDVKWFDIKEKENEHRKYRIYFIKENTIYSFNTKSKQ
                     TRSSQVDAQLFSVMVTSKPLFIADIGIEVGMPRIKNT"
     gene            139684..139869
                     /gene="A45R"
                     /locus_tag="VARVgp151"
                     /db_xref="GeneID:1486526"
     CDS             139684..139869
                     /gene="A45R"
                     /locus_tag="VARVgp151"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042195.1"
                     /db_xref="UniProtKB/TrEMBL:Q89186"
                     /db_xref="GeneID:1486526"
                     /translation="MTMNKPKTNYAGYACCVICGLIVGIIFTATLLKAVERKLIHTPL
                     IDKTIKDAYIREDCPTD"
     gene            complement(140262..140918)
                     /gene="A46L"
                     /locus_tag="VARVgp152"
                     /db_xref="GeneID:1486527"
     CDS             complement(140262..140918)
                     /gene="A46L"
                     /locus_tag="VARVgp152"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042196.1"
                     /db_xref="InterPro:IPR003184"
                     /db_xref="UniProtKB/Swiss-Prot:P33854"
                     /db_xref="GeneID:1486527"
                     /translation="MYSLVFVILMCIPFSFQTVYDDKSVCDSDNKEYMGIEVYVEATL
                     DEPLRQTTCESEIHKYGASVSNGGLNISVDLLNCFLNFHTVGVYTNRDTVYAKFTSLD
                     PWTMEPINSMTYDDLVKLTEECIVDIYLKCEVDKTKDFIKTNGNRLKPRDFKTVPPNV
                     GSIIELQSDYCVNDVTAYVKIYDECGNIKQHSIPTLRDYFTTTNGQPRKILKKKFDNC
                     "
     gene            141097..141498
                     /gene="A47R"
                     /locus_tag="VARVgp153"
                     /db_xref="GeneID:1486528"
     CDS             141097..141498
                     /gene="A47R"
                     /locus_tag="VARVgp153"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042197.1"
                     /db_xref="GOA:P33828"
                     /db_xref="InterPro:IPR002097"
                     /db_xref="UniProtKB/Swiss-Prot:P33828"
                     /db_xref="GeneID:1486528"
                     /translation="MAEWHKIIEDISKNNNFEDAAIVDYKTTKNVLAAIPNRTFAKIN
                     PGEVIPLITNHNILKPLIGQKFCIVYTNSLMDENTYAMELLTGYAPVSPIVIARTHTA
                     LIFLMGKPTTSRRDVYRTCRDHATRVRATGN"
     gene            141536..142123
                     /gene="A48R"
                     /locus_tag="VARVgp154"
                     /db_xref="GeneID:1486529"
     CDS             141536..142123
                     /gene="A48R"
                     /locus_tag="VARVgp154"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042198.1"
                     /db_xref="InterPro:IPR009487"
                     /db_xref="UniProtKB/Swiss-Prot:P33855"
                     /db_xref="GeneID:1486529"
                     /translation="MMIKWIISILTMSIMPVLVYSSSIFRFRSEDVELCYGNLYFDRI
                     YNNVVNIKYIPEHIPYKYNFINRTFSVDELDNNVFFTHGYFLKHKYGSLNPSLIVSLS
                     GNLKYNDIQCSVNVSCLIKNLATSISTILTSKHKTYSLHRSKCITIIGYDSIIWYKDI
                     NDKYNDIYDFTAICMLIASTLIVTIYVFKKIKMNS"
     gene            complement(142502..143134)
                     /gene="A49L"
                     /locus_tag="VARVgp155"
                     /db_xref="GeneID:1486530"
     CDS             complement(142502..143134)
                     /gene="A49L"
                     /locus_tag="VARVgp155"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042199.1"
                     /db_xref="GOA:Q89187"
                     /db_xref="InterPro:IPR002225"
                     /db_xref="UniProtKB/TrEMBL:Q89187"
                     /db_xref="GeneID:1486530"
                     /translation="MEAIGPNKHGNPFIGHEHTLYDISPGHVYAKSKRMVEQLVTKAN
                     NSVIMNGAKLYTCCLRPTGIYGGGDKLTKVFYEQCTQHGNIMYRTVDDDAVHSRVYVG
                     NVAWMHVLAVKYIQYPGSEIKGNAYFCYGYSPSCSYDMFNLLLMKPLGIEQGSRIPRW
                     MLKMYTCKNDMKRILFRKPSLLNNYTLKISNTTFEARQQCRTRFQLLPYL"
     gene            complement(143303..143488)
                     /gene="A50L"
                     /locus_tag="VARVgp156"
                     /db_xref="GeneID:1486532"
     CDS             complement(143303..143488)
                     /gene="A50L"
                     /locus_tag="VARVgp156"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042200.1"
                     /db_xref="GOA:P33794"
                     /db_xref="InterPro:IPR002225"
                     /db_xref="UniProtKB/Swiss-Prot:P33794"
                     /db_xref="GeneID:1486532"
                     /translation="MTVYAVTGGAEFLGRYIVKLLISADDVQEIRVINVVEDPQPLVS
                     KVKVINYIQCDINDLIR"
     gene            143538..143915
                     /gene="A51R"
                     /locus_tag="VARVgp157"
                     /db_xref="GeneID:1486533"
     CDS             143538..143915
                     /gene="A51R"
                     /locus_tag="VARVgp157"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042201.1"
                     /db_xref="GOA:P33805"
                     /db_xref="InterPro:IPR001424"
                     /db_xref="UniProtKB/Swiss-Prot:P33805"
                     /db_xref="GeneID:1486533"
                     /translation="MAVCIIDHDNIRGVIYFEPVHGKDKVLGSVIGLKSGTYNLIIHR
                     YGDISRGCNSIGSPEIFIGNIFVNRYGVAYVYLDTDVNISTIIGKALSISKNDQRLAC
                     GVIGISYINEKIIHFLTINENGV"
     gene            143905..144627
                     /gene="A52R"
                     /locus_tag="VARVgp158"
                     /db_xref="GeneID:1486534"
     CDS             143905..144627
                     /gene="A52R"
                     /locus_tag="VARVgp158"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042202.1"
                     /db_xref="InterPro:IPR009352"
                     /db_xref="UniProtKB/Swiss-Prot:P33876"
                     /db_xref="GeneID:1486534"
                     /translation="MAFDISVNASKTINALVYFSTQQNKLVIRNEVNDTHYTVEFDRD
                     KVVDTFISYNRHNDSIEIRGVLPEETNIGCTVNTPVSMTYLYNKYSFKLILAEYIRHR
                     NTVSGNIYSALMTLDDLVIKQYGDIDLLFNEKLKVDSDSGLFDFVNFVKDIICCDSRI
                     VVALSSLVSKHWELTNKKYRCMALAEHIADSIPISELSRPRYNLCKYLRGHTESIEDE
                     FDYFEDDDSSTCSVVTDRETDV"
     gene            complement(144712..145446)
                     /gene="J1L"
                     /locus_tag="VARVgp159"
                     /db_xref="GeneID:1486447"
     CDS             complement(144712..145446)
                     /gene="J1L"
                     /locus_tag="VARVgp159"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042203.1"
                     /db_xref="InterPro:IPR009402"
                     /db_xref="UniProtKB/Swiss-Prot:P33856"
                     /db_xref="GeneID:1486447"
                     /translation="MGNKNIKPSKENRLSILYKDRMDSFKRGSWATSSFREKSHATIQ
                     RFLSLRREHVKVDHPDKFLELKREIYAIIQKSSSIDVDKRTKLMSNIKTMMINPFMIE
                     GLMTSLESLDPDNKMSYSSVMILGEFDIINISDNKAAFEFINSLLKSLLLLNTSQLKL
                     LEYSISNDLLYTHINALEYIIKNTFNVPERQLILRCQYLTPIFSDLLKYAGLTIKSNI
                     LMWNKKFIKPVSDLYTSMQLLHCVTV"
     gene            145544..146161
                     /gene="J2R"
                     /locus_tag="VARVgp160"
                     /db_xref="GeneID:1486448"
     CDS             145544..146161
                     /gene="J2R"
                     /locus_tag="VARVgp160"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042204.1"
                     /db_xref="GOA:P33803"
                     /db_xref="InterPro:IPR000062"
                     /db_xref="UniProtKB/Swiss-Prot:P33803"
                     /db_xref="GeneID:1486448"
                     /translation="MSRGALIVFEGLDKSGKTTQCMNIMESIPTNTIKYLNFPQRSTV
                     TGKMIDDYLTRKKTYNDHIVNLLFCANRWEFASFIQEQLEQGITLIVDRYAFSGVAYA
                     TAKGASMTLSKSYESGLPKPDLVIFLESGSKEINRNVGEEIYEDVAFQQKVLQEYKKM
                     IEEGEDIHWQIISSEFEEDVKKELIKNIVIEAIHTVTGPVGQLWM"
     gene            146211..146699
                     /gene="J3R"
                     /locus_tag="VARVgp161"
                     /db_xref="GeneID:1486449"
     CDS             146211..146699
                     /gene="J3R"
                     /locus_tag="VARVgp161"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042205.1"
                     /db_xref="InterPro:IPR009473"
                     /db_xref="UniProtKB/Swiss-Prot:P33857"
                     /db_xref="GeneID:1486449"
                     /translation="MDEGYYSGNLESVLGYVSDMHTKLASITQLVIAKIETIDNDILN
                     NDIVNFIMCRSNLNNPFISFLDTVYTIIDQEIYQNELINSLDDNKIIDCIVNKFMSFY
                     KDNLENIVDAIITLKYIMNNPDFKTTYAEVLGSRIADIDIKQVIRENILQLSNDIRER
                     YL"
     gene            146731..148389
                     /gene="J4R"
                     /locus_tag="VARVgp162"
                     /db_xref="GeneID:1486450"
     CDS             146731..148389
                     /gene="J4R"
                     /locus_tag="VARVgp162"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042206.1"
                     /db_xref="GOA:P33798"
                     /db_xref="InterPro:IPR000977"
                     /db_xref="InterPro:IPR012308"
                     /db_xref="InterPro:IPR012309"
                     /db_xref="InterPro:IPR012310"
                     /db_xref="UniProtKB/Swiss-Prot:P33798"
                     /db_xref="GeneID:1486450"
                     /translation="MTSLREFRKLCCAIYHASGYKEKSKLIRDFITDRDDKYLIIKLL
                     LPGLDDRIYNMNDKQIIKIYSIIFKQSQKDMLQDLGYGYIGDTISTFFKENTEIRPRN
                     KSILTLEDVDSFLTTLSSITKESHQIKLLTDIASVCTCNDLKCVVMLIDKDLKIKAGP
                     RYVLNAISPHAYDVFRKSNNLKEIIENESKQNLDSISVSVMTPINPMLAESCDSVNKA
                     FKKFPSGMFAEVKYDGERVQVHKNNNEFAFFSRNMKPVLSYKVDYLKEYIPKAFKKAT
                     SIVLDSEIVLVDEHNVQLPFGSLGIHKKKEYKNSNMCLFVFDCLYFDGFDMTDIPLYK
                     RRSFLKDVMVEIPNRIVFSELTNISNESQLTDVLDDALTRKLEGLVLKDINGVYEPGK
                     RRWLKIKRDYLNEGSMADSADLVVLGAYYGKGAKGGIMAVFLMGCYDDESGKWKTVTK
                     CSGHDDNTLRVLQDQLTMVKINKDPKKIPEWLVVNKIYIPDFVVEDPKQSQIWEISGA
                     EFTSSKSHTANGISIRFPRFTRIREDKTWKESTHLNDLVNLTKS"
     gene            148442..149446
                     /gene="J5R"
                     /locus_tag="VARVgp163"
                     /db_xref="GeneID:1486451"
     CDS             148442..149446
                     /gene="J5R"
                     /locus_tag="VARVgp163"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042207.1"
                     /db_xref="InterPro:IPR007032"
                     /db_xref="UniProtKB/Swiss-Prot:P33858"
                     /db_xref="GeneID:1486451"
                     /translation="MDGVIVYCLNALVKHGEEINHIKNDFMIKPCCERVCEKVKNVHI
                     DGQSKNNTVIADLPYLDNAVLDVCKSVYKKNVSRISRFANLIKIDDDDKTPTGVYNYF
                     KPKDAISVIISIGKDKDVCELLIASDKACACIELNSYKVAILPMNVSFFTKGNASLII
                     LLFDFSINAAPLLRSVTDNNVVISRHKRLHGEIPSSNWFKFYISIKSNYCSILYMVVD
                     GSVMYAIADNKTHTIISKNILDNTTINDECRCCYFEPQIKILDRDEMLNGSSCDMNRH
                     CIMMNLPDIGEFGSSILGKYEPDMIKIALSVAGNLIRNQDYIPGRRGYSYYVYGIASR
                     "
     gene            149682..149897
                     /gene="J6R"
                     /locus_tag="VARVgp164"
                     /db_xref="GeneID:1486452"
     CDS             149682..149897
                     /gene="J6R"
                     /locus_tag="VARVgp164"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042208.1"
                     /db_xref="InterPro:IPR009352"
                     /db_xref="UniProtKB/TrEMBL:Q89619"
                     /db_xref="GeneID:1486452"
                     /translation="MSTILEEYFMYRGLLGLRIKYGRLFNEIRKFDNDAEEQFGTIEE
                     LKQKLRLNAEEGADNFIDYIKVQTGYL"
     gene            150173..150388
                     /gene="J7R"
                     /locus_tag="VARVgp165"
                     /db_xref="GeneID:1486453"
     CDS             150173..150388
                     /gene="J7R"
                     /locus_tag="VARVgp165"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042209.1"
                     /db_xref="InterPro:IPR011043"
                     /db_xref="UniProtKB/TrEMBL:Q89605"
                     /db_xref="GeneID:1486453"
                     /translation="MMGGYDQYPYRSSKVIVYNTCTNSWIYDIPELKYPRSNCGGVAD
                     DEYIYCIGDQDSSLISSIDRWKPSKPY"
     gene            150404..150922
                     /gene="J8R"
                     /locus_tag="VARVgp166"
                     /db_xref="GeneID:1486454"
     CDS             150404..150922
                     /gene="J8R"
                     /locus_tag="VARVgp166"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042210.1"
                     /db_xref="InterPro:IPR006652"
                     /db_xref="InterPro:IPR011043"
                     /db_xref="UniProtKB/TrEMBL:Q76R12"
                     /db_xref="GeneID:1486454"
                     /translation="MRETKCDIGVAMLNGLIYVIGGVVKGDTCTDTLESLSEDGWMMH
                     QRLPINVQYVDDCSYRQNLYIRRLHNSSVVNGISNLVLSYNPIYDEWTKLSSLNIPRI
                     NPALWSVHNKVYVGGISDDIQTNTSETYNKEKDRWTLDNSHVLPRNYIMYKCEPIKHK
                     YPLEKHSTRMIF"
     gene            151002..151943
                     /gene="J9R"
                     /locus_tag="VARVgp167"
                     /db_xref="GeneID:1486455"
     CDS             151002..151943
                     /gene="J9R"
                     /locus_tag="VARVgp167"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042211.1"
                     /db_xref="GOA:P33807"
                     /db_xref="InterPro:IPR003599"
                     /db_xref="InterPro:IPR007110"
                     /db_xref="InterPro:IPR013106"
                     /db_xref="UniProtKB/Swiss-Prot:P33807"
                     /db_xref="GeneID:1486455"
                     /translation="MTRLSILLLLISLVYSTPYPQTQISKKIGDDATLSCSRNNINDY
                     VVMSAWYKEPNSIILLAAKSDVLYFDNYTKDKISYDSPYDDLVTTITIKSLTAKDAGT
                     YVCAFFMTSTTNDTDKVDYEEYSTELIVNTDSESTIDIILSGSSHSPETSSEKPDYIN
                     NFNCSLVFEIATPGPITDNVENHTDTVTYTSDIINTVSTSSRESTTVKTSGPITNKED
                     HTVTDTVSYTTVSTSSEIVTTKSTANDAHNDNEPSTVSPTTVKNITKSIGKYSTKDYV
                     KVFGIAALIILSAVAIFCITYYICNKRSRKYKTENKV"
     gene            152087..152542
                     /gene="J10R"
                     /locus_tag="VARVgp168"
                     /db_xref="GeneID:1486446"
     CDS             152087..152542
                     /gene="J10R"
                     /locus_tag="VARVgp168"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042212.1"
                     /db_xref="HSSP:Q64520"
                     /db_xref="InterPro:IPR008144"
                     /db_xref="InterPro:IPR008145"
                     /db_xref="UniProtKB/TrEMBL:Q76QZ6"
                     /db_xref="GeneID:1486446"
                     /translation="MEREGVDYHYVNREAIWKGIATGNFLEHTEFLGNIYGTSKTAVN
                     TAAINNRICVMDLNIDGVRSLKNTYLMPYSVYIKPTSLKMVETKLRRRNTEADDKIHR
                     RAMLAKTDMDEANEAGLFNTTIIEDNVNLAYSKLIQILQDRIRMYFNTN"
     gene            152700..153602
                     /gene="B1R"
                     /locus_tag="VARVgp169"
                     /db_xref="GeneID:1486550"
     CDS             152700..153602
                     /gene="B1R"
                     /locus_tag="VARVgp169"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042213.1"
                     /db_xref="GOA:P33800"
                     /db_xref="InterPro:IPR000719"
                     /db_xref="InterPro:IPR008271"
                     /db_xref="InterPro:IPR011009"
                     /db_xref="UniProtKB/Swiss-Prot:P33800"
                     /db_xref="GeneID:1486550"
                     /translation="MNFQGLVLTDNCKNQWVVGPLIGKGGFGSIYTTNDNNYVVKIEP
                     KANGSLFTEQAFYTRVLKPSVIEEWKKSHHISHVGVITCKAFGLYKSINTEYRFLVIN
                     RLGVDLDAVIRANNNRLPKRSVMLVGIEILNTIQFMHEQGYSHGNIKASNIVLDQMDK
                     NKLYLVDYGLVSKFMSNGEHVPFIRNPNKMDNGTLEFTPIDSHKGYVVSRRGDLETLG
                     YCMIRWLGGILPWTKIAETKNCALVSATKQKYVNNTTTLLMTSLQYAPRELLQYITMV
                     NSLTYFEEPNYDKFRHILMQGAYY"
     gene            complement(154016..154216)
                     /gene="B2L"
                     /locus_tag="VARVgp170"
                     /db_xref="GeneID:1486558"
     CDS             complement(154016..154216)
                     /gene="B2L"
                     /locus_tag="VARVgp170"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042214.1"
                     /db_xref="UniProtKB/TrEMBL:Q76QZ5"
                     /db_xref="GeneID:1486558"
                     /translation="MYVYSSNFTNTISYPDVVINYRSWTKCTHFFGLLFDSRIIMLNF
                     SIYSVSCFKYVMMNPYSFQTQV"
     gene            complement(154162..154359)
                     /gene="B3L"
                     /locus_tag="VARVgp171"
                     /db_xref="GeneID:1486559"
     CDS             complement(154162..154359)
                     /gene="B3L"
                     /locus_tag="VARVgp171"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042215.1"
                     /db_xref="UniProtKB/TrEMBL:Q76QZ4"
                     /db_xref="GeneID:1486559"
                     /translation="MVPPPEFRRADMVVERFSVSLSPSLTFTRFGICSTAPFLNHILI
                     ISFPCTSTAVTLPIQSPIQTW"
     gene            complement(154726..154983)
                     /gene="B4L"
                     /locus_tag="VARVgp172"
                     /db_xref="GeneID:1486560"
     CDS             complement(154726..154983)
                     /gene="B4L"
                     /locus_tag="VARVgp172"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042216.1"
                     /db_xref="UniProtKB/TrEMBL:Q76U60"
                     /db_xref="GeneID:1486560"
                     /translation="MYNMSRLIHFSISFSISLMQSCPAMNPITLCVLLSNPMNKYPPS
                     VLAKDESIEGSCCRIRVLSCLAETDVFLILTELPNLTDSPA"
     gene            complement(154835..155026)
                     /gene="B5L"
                     /locus_tag="VARVgp173"
                     /db_xref="GeneID:1486561"
     CDS             complement(154835..155026)
                     /gene="B5L"
                     /locus_tag="VARVgp173"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042217.1"
                     /db_xref="UniProtKB/TrEMBL:Q89188"
                     /db_xref="GeneID:1486561"
                     /translation="MNLYAYLISSFSHRNVQHESSNTLFYLILYQFNAVVSRHESNYF
                     VCIIIQSNEQISTLCVGKR"
     gene            155404..157080
                     /gene="B6R"
                     /locus_tag="VARVgp174"
                     /db_xref="GeneID:1486562"
     CDS             155404..157080
                     /gene="B6R"
                     /locus_tag="VARVgp174"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042218.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="UniProtKB/Swiss-Prot:P33823"
                     /db_xref="GeneID:1486562"
                     /translation="MDFFKKEILDWSIYLSLHYIAHACSNSSTSHIIQEYNLIRTYKK
                     VDKTIVDFLSRWPNLFHILEYGENILHIYSMDDANTNIIIFFLDNVLNINKNGSFIHN
                     LGLSSSINIKEYVYQLVNNDHLDNGIRLMLENGRRTRHFLSYILDTVNIYICILINHG
                     FYIDAVDSYGCTLLHRCIYHYKKSESESYNELIKILLNNGSDVDKKDTHGNTPFILLC
                     KHDIDNVELFEICLENANIDSVDFNGYTPLHYVSCRNKYDFVKSLISKGANVNTRNRF
                     GTTPFYCGIIHGISLIKLYLESDTELEIDNEHIVRHLIIFDAVESLDYLLFRGVIDIN
                     YRTIYNETSIYDAVSYNAYNMLVYLLNRNGDFETITTSGCTCISKAVANNNKIIMEVL
                     LSKQPSLKIMILSIIAITKHKQHNTNLLKMCIKYTACMTDYDTLIDVQSLQQYKWYIL
                     KCFDEIDIMKRCYIKNKTVFQLVFCTKDINTLMRYGRHPSFVKYTSLDVYGSRVRNII
                     ASIRYRQRLISLLSKKLDVGDKWACFPNEIKYKILENFNDNELSTYLKIL"
     gene            157183..158136
                     /gene="B7R"
                     /locus_tag="VARVgp175"
                     /db_xref="GeneID:1486563"
     CDS             157183..158136
                     /gene="B7R"
                     /locus_tag="VARVgp175"
                     /note="EEV membrane glycoprotein; similar to vaccinia
                     virus strain Copenhagen B5R and cowpox virus B4R;
                     glycoprotein found on extracellular enveloped virions
                     (EEV); The poxviridae are enveloped unsegmented dsDNA
                     viruses; unlike many dsDNA viruses that replicate in the
                     host nucleus poxviruses encode their own replication
                     machinery and therefore replicate in the cytoplasm; viral
                     genes are expressed in a bi-phasic manner with early genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="EEV membrane glycoprotein"
                     /protein_id="NP_042219.1"
                     /db_xref="GOA:Q89870"
                     /db_xref="HSSP:P68638"
                     /db_xref="InterPro:IPR000436"
                     /db_xref="InterPro:IPR011176"
                     /db_xref="UniProtKB/TrEMBL:Q89870"
                     /db_xref="GeneID:1486563"
                     /translation="MKTISVVTLLCVLPAVVYSTCTVPTMNNAKLTSTETSFNDKQKV
                     TFTCDSGYYSLDPNAVCETDKWKYENPCKKMCTVSDYVSELYNKPLYEVNAIITLICK
                     DETKYFRCEEKNGNTSWNDTVTCPNAECQSLQLDHGSCQPVKEKYSFGEHITINCDVG
                     YEVIGASYITCTANSWNVIPSCQQKCDIPSLSNGLISGSTFSIGGVIHLSCKSGFILT
                     GSPSSTCIDGKWNPVLPICIRSNEEFDPVEDGPDDETDLSKLSKDVVQYEQEIESLEA
                     TYHIIIVALTIMGVIFLISVIVLVCSCNKNNDQYKFHKLLL"
     gene            158541..158711
                     /gene="B8R"
                     /locus_tag="VARVgp176"
                     /db_xref="GeneID:1486564"
     CDS             158541..158711
                     /gene="B8R"
                     /locus_tag="VARVgp176"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042220.1"
                     /db_xref="UniProtKB/TrEMBL:Q89189"
                     /db_xref="GeneID:1486564"
                     /translation="MYDIINSVSIILANERYRSAFNDNGIYIRRTMIDKLYGYASLTT
                     IARSLEVFVIIC"
     gene            159371..160171
                     /gene="B9R"
                     /locus_tag="VARVgp177"
                     /db_xref="GeneID:1486565"
     CDS             159371..160171
                     /gene="B9R"
                     /locus_tag="VARVgp177"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042221.1"
                     /db_xref="GOA:Q89190"
                     /db_xref="HSSP:P15260"
                     /db_xref="InterPro:IPR006987"
                     /db_xref="InterPro:IPR008957"
                     /db_xref="UniProtKB/TrEMBL:Q89190"
                     /db_xref="GeneID:1486565"
                     /translation="MRSVMLTVLLINSINATITSYKFESVNFDSKIEWTGDGLYNISL
                     KNYGIKTWQTMYTNVPEGTYDISGFPKNDFVSFWVKFEQGDYKVEEYCTGLCIEVKIG
                     PPTVTLTEYDGHINLYIEHPYATRGSKKIPIYKRNDMCDIYLLYTANFTFGDSEEPVT
                     YNIDDYDCTSTGCSIDFATTEKVCVTAQGATEGFLEKITPWSSEVCLTPKKNVFTCAI
                     RSKEDVSNFKDKMTRVIKRKFNKQSQNYMTKFLGTTANDVTTVISMLD"
     gene            160887..161180
                     /gene="B10R"
                     /locus_tag="VARVgp178"
                     /db_xref="GeneID:1486540"
     CDS             160887..161180
                     /gene="B10R"
                     /locus_tag="VARVgp178"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes genes encoding non-structural proteins
                     involved in genome replication and late genes encoding the
                     viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042222.1"
                     /db_xref="UniProtKB/TrEMBL:Q89591"
                     /db_xref="GeneID:1486540"
                     /translation="MDISYVINDNITFISNITSSTKYINSCVNSSLSLQIAVVRIPVL
                     FNKTMEQLGITLGSDLEAYFMCKLQELNCDASILLNKASKNVMDRQLSKTPTR"
     gene            161196..161393
                     /gene="B11R"
                     /locus_tag="VARVgp179"
                     /db_xref="GeneID:1486541"
     CDS             161196..161393
                     /gene="B11R"
                     /locus_tag="VARVgp179"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042223.1"
                     /db_xref="UniProtKB/TrEMBL:Q76U57"
                     /db_xref="GeneID:1486541"
                     /translation="MTGNHFCLHKNQARLETIYETIKMQGTTNNNDGSKRTSPIYDNV
                     GNTKDSLTYVNINKVYMRYTF"
     gene            161648..162052
                     /gene="B12R"
                     /locus_tag="VARVgp180"
                     /db_xref="GeneID:1486542"
     CDS             161648..162052
                     /gene="B12R"
                     /locus_tag="VARVgp180"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042224.1"
                     /db_xref="UniProtKB/TrEMBL:Q89723"
                     /db_xref="GeneID:1486542"
                     /translation="MIEWFSGKLPWKNKSSIAIQQKREYKKFIATFFEDCFPEGNKPL
                     ELVYTLDYSQTPNYERLRRLDCLYKIEIIFFFIERVMLRISNNIRLSLTLHDQIDYYG
                     YLQGNRIFYERRECIHFSSDNLVSIDNTVLWS"
     gene            161949..162983
                     /gene="B13R"
                     /locus_tag="VARVgp181"
                     /db_xref="GeneID:1486543"
     CDS             161949..162983
                     /gene="B13R"
                     /locus_tag="VARVgp181"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042225.1"
                     /db_xref="GOA:P33830"
                     /db_xref="InterPro:IPR000215"
                     /db_xref="UniProtKB/Swiss-Prot:P33830"
                     /db_xref="GeneID:1486543"
                     /translation="MDIFREIASSTKGENVFISPATISSVLTILYYGANGSTAEQLSK
                     YVEKEETMDKVSAQNISFKSMNKVYGRYSAVFKNSFLGKIGDNFQTVDFTDCRTIDAI
                     NKCVDVFTEGKINPLLTEQLSPNTCLLAISAVYFKAKWLIPFKKEFTSDYPFYVSPTE
                     MVDVSMMSMYGESFNYASVKESFGNFSIIELPYVGNTSMMVILPDKIDGLESIKQNLT
                     DTNFKKWCNSLEATFIDVHIPKFKVTGSYNLVDTLVKLGLTDVFYSTGDYSNMCNSDV
                     SVDAMIHKTYIDVNEEYTEAAAATSVLVADCASTVTNEFCADHPFIYVIRHVDGKILF
                     VGRYCSPTTN"
     gene            163090..163539
                     /gene="B14R"
                     /locus_tag="VARVgp182"
                     /db_xref="GeneID:1486544"
     CDS             163090..163539
                     /gene="B14R"
                     /locus_tag="VARVgp182"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042226.1"
                     /db_xref="InterPro:IPR009352"
                     /db_xref="InterPro:IPR011212"
                     /db_xref="UniProtKB/Swiss-Prot:P33877"
                     /db_xref="GeneID:1486544"
                     /translation="MTANFSTHVFSPQHCGCDRLTSIDDVRQCLTEYIYWSSYAYRNR
                     QCAGQLYSTLLSFRDDAESVFIDVRELVKNMPWDDVKDCVEIIRCYIPDEQKTIREIS
                     AIIGLCAYAATYWGGEDHPTSNSLNALFVMLKMLNYVDYNIIFRRMN"
     gene            163778..163969
                     /gene="B15R"
                     /locus_tag="VARVgp183"
                     /db_xref="GeneID:1486545"
     CDS             163778..163969
                     /gene="B15R"
                     /locus_tag="VARVgp183"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes genes encoding non-structural proteins
                     involved in genome replication and late genes encoding the
                     viral structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042227.1"
                     /db_xref="GOA:Q89477"
                     /db_xref="InterPro:IPR004078"
                     /db_xref="UniProtKB/TrEMBL:Q89477"
                     /db_xref="GeneID:1486545"
                     /translation="MGKREADNDRIIPIDNCNNMLILNPTQSDSGIYMCITKNETYSD
                     MMSLNLTIVSVSESNIDLI"
     gene            complement(163949..164209)
                     /gene="B16L"
                     /locus_tag="VARVgp184"
                     /db_xref="GeneID:1486546"
     CDS             complement(163949..164209)
                     /gene="B16L"
                     /locus_tag="VARVgp184"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042228.1"
                     /db_xref="UniProtKB/TrEMBL:Q89191"
                     /db_xref="GeneID:1486546"
                     /translation="MLYSHIYIYIYIYILKHMCNNQHHFSNIFYGNNSRCPLFKSLIS
                     KALMSAPYNICVYVTSNKCITGSHFTSRSLIYYLWILNKIYI"
     gene            164266..164475
                     /gene="B17R"
                     /locus_tag="VARVgp185"
                     /db_xref="GeneID:1486547"
     CDS             164266..164475
                     /gene="B17R"
                     /locus_tag="VARVgp185"
                     /note="hypothetical protein; The poxviridae are enveloped
                     unsegmented dsDNA viruses; unlike many dsDNA viruses that
                     replicate in the host nucleus poxviruses encode their own
                     replication machinery and therefore replicate in the
                     cytoplasm; viral genes are expressed in a bi-phasic manner
                     with early genes encoding non-structural proteins involved
                     in genome replication and late genes encoding the viral
                     structural proteins"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042229.1"
                     /db_xref="GOA:Q89935"
                     /db_xref="InterPro:IPR004078"
                     /db_xref="UniProtKB/TrEMBL:Q89935"
                     /db_xref="GeneID:1486547"
                     /translation="MQLPKGLVTSLGSNLTIVCKVSLRPPTTDADVFWISNGMYYEED
                     NEDGDGRISIANKIYTTDKRRVITL"
     gene            complement(164610..165632)
                     /gene="B18L"
                     /locus_tag="VARVgp186"
                     /db_xref="GeneID:1486548"
     CDS             complement(164610..165632)
                     /gene="B18L"
                     /locus_tag="VARVgp186"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042230.1"
                     /db_xref="InterPro:IPR009633"
                     /db_xref="UniProtKB/Swiss-Prot:P33878"
                     /db_xref="GeneID:1486548"
                     /translation="MSRKFMQVYEYDREQYLDEFIEDRYNDSFIASPEYYSAEKYMCR
                     YTILNHNCVNVRRCALDSKLLHDIITNCKIYNNIELVRATKFVYYLDLIKCNWVSKVG
                     DSVLYPVIFITHTSTRNLDKVSVKTYKGVKVKKLNRCADHAIVINPFVKFKLTLPNKT
                     SHAKVLVTFCKLRTDIMPIEAPYPGNVLVYTFPDIHKRIPGYIHINIEGCIDGIIYIN
                     SSKFSCVLKLHRSMYRIPPFPIDICSCCSQYTNDDIEIPIHDLIKDVVIFKNKEMVYY
                     LKLNNKTIARFTYFNNIDTAITQEHKYVKIALGIVCKLMINNMHSIVGVNHSNTFVNC
                     LLEDNV"
     gene            165773..167497
                     /gene="B19R"
                     /locus_tag="VARVgp187"
                     /db_xref="GeneID:1486549"
     CDS             165773..167497
                     /gene="B19R"
                     /locus_tag="VARVgp187"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042231.1"
                     /db_xref="InterPro:IPR001810"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="UniProtKB/Swiss-Prot:P33824"
                     /db_xref="GeneID:1486549"
                     /translation="MSRRLIYVLNINRKSTHKIQENEIYTYFSYCNIDHTSTELDFVV
                     KNYDLNRRQPVTGYTALHCYLYNNYFTNDVLKVLLNHGVDVTIKPSSGHMPIYILLTR
                     CCNISHNVVIDMINKDKTHLSHKDYSNLLLEYIKSRYMLLKEEDIDENIVSTLLDKGI
                     DPNFKQDGYTALHYYYLCLAHVYKPGECRKPITIKKAKRIISLFIQHGANLNALDNCG
                     NTPFHLYLSIEMCNNIHMTKMLLTFNPNFEICNNHGLTPILCYITSDYIQHDILVMLI
                     HHYETNVGEMPIDERRMIVFEFIKTYSTRPLDSITYLMNRFKNIDIHTRYEGKTLLHI
                     ACEYNNTHVIDYLIRINGDINALTDNNKHAIQLIIDNKENSQYTIDCLLYILRYIVDK
                     NVIRSLVDQLPYLPIFDIKSFEKFISYCILLDDTFYDRHVQNRDSKTYRYTFSKYISF
                     DKYDSIITKCYEETILLKLSTVLDTTLYSVLRCHNSRKLKRYLSVLKKYNNDKSFKIY
                     SNIMNERYLNVYYKDMYVSKVYDKLFPVFTDKKCLLTLLPSEIIYEILYMLTIYDLYN
                     ISYPPTKV"
     gene            167564..168628
                     /gene="B20R"
                     /locus_tag="VARVgp188"
                     /db_xref="GeneID:1486551"
     CDS             167564..168628
                     /gene="B20R"
                     /locus_tag="VARVgp188"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042232.1"
                     /db_xref="InterPro:IPR003599"
                     /db_xref="InterPro:IPR007110"
                     /db_xref="InterPro:IPR013151"
                     /db_xref="UniProtKB/Swiss-Prot:P33795"
                     /db_xref="GeneID:1486551"
                     /translation="MMKMTMKMMVHIYFVSLLLLLFHSYAIDIENEITDFFNKMKDTL
                     PAKDSKWLNPTCIFGGTMNNMAAIGEPFSAKCPPIEDSLLSRRYINKDNVVNWEKIGK
                     TRRPLNRRVKNGDLWIANYTSNDSHRMYLCTVITKNGDCIQGIVRSHVRKPSSCIPEI
                     YELGTHDKYGIDLYCGIIYAKHYNNITWYKDNKEINIDDIKYSQTGKELIIHNPALED
                     SGRYDCYVHYDDVRIKNDIVVSRCKILTVIPSQDHRFKLILDSKINVIIGEPANITCT
                     AVSTSLLFDDVLIEWENPSGWLIGFDFDVYSVLTSRGGITEATLYFKNVTEEYIGNTY
                     KCRGHNYYFEKTLTTTVVLE"
     gene            168697..171060
                     /gene="B21R"
                     /locus_tag="VARVgp189"
                     /db_xref="GeneID:1486552"
     CDS             168697..171060
                     /gene="B21R"
                     /locus_tag="VARVgp189"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042233.1"
                     /db_xref="InterPro:IPR001810"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="InterPro:IPR011029"
                     /db_xref="UniProtKB/TrEMBL:Q89440"
                     /db_xref="GeneID:1486552"
                     /translation="MDEDTKLSRYLYLTDREHINVDSIKQLCKISNPNSCYRCGCTAL
                     HEYFYNYRSVNGKYKYRYNGYYQYYSFSDYENYNEYYYDDYDRTGMNSESESDNISIK
                     TEYENEYEFYDETQDQSTQLVGYDIKLKTNEDDFVDEFYGYDRSVGVHDYIDKSINKV
                     VYGRESYVRWRDIWQEHNDGVYSIGKECIDNIYEDRHTVDEFYKIDSVSNVNDAEHIS
                     QITNDVSTQTWEKKSELDRYMEMYPRHRYSKHSIFKGFSDKVRKNDLDMNVVKELLSN
                     GASLTIKDSSNKDPIAVYFRRTIMNLEMIDIINKHTTIYERRYIVHSYLKNYRNFDYP
                     FFRKLVLTNKHCLDNYYNTGDRRHGTPLHILATNKKLITPNYMKLLVYNGNDINARGE
                     NTQMQTPLHKYLCKFVYHNIEYGIRYYNEKIIDAFIELGADLTIPNDDEMIPVIYCIH
                     VNAEYGYNNITNIRIIRKLLNLSRHAPHNLFRDRVMHDYISNTYIDIECLDIIRSLDG
                     FDINCYFEGRTPLHCAIQYNFTHIAEYLLDRGADISLKTGDGKSVFDLSLCSYIPLKW
                     TSFLISRLPPKSVMSSLTNHIIDYVLTDNKNIIWQSQMINKYVLLLDPSFYSRFRNAI
                     KSKLNQYDYRCFNYNRYRVNKKYRKVLHDIDIYIKDVQVLKSILIANNVTLYDTIVNN
                     TSEFPVHRLNNKQLINTVNSNIYHDLIEKVIKKSLEKCTLTNAVLEYMIASRSQSSYL
                     SRIPNEILLKILYNLSVYDLRKLYARYMLENETDYHIESRSISTQTE"
     gene            171358..171570
                     /gene="B22R"
                     /locus_tag="VARVgp190"
                     /db_xref="GeneID:1486553"
     CDS             171358..171570
                     /gene="B22R"
                     /locus_tag="VARVgp190"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042234.1"
                     /db_xref="InterPro:IPR013069"
                     /db_xref="UniProtKB/TrEMBL:Q76U53"
                     /db_xref="GeneID:1486553"
                     /translation="MINKDSVKNIVQYLYNRYISSMNIIDVLKCANYLLIDYLVTDCE
                     SYIKDYTNHDTCICMYHRLMRWFIFQ"
     gene            171552..171803
                     /gene="B23R"
                     /locus_tag="VARVgp191"
                     /db_xref="GeneID:1486554"
     CDS             171552..171803
                     /gene="B23R"
                     /locus_tag="VARVgp191"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042235.1"
                     /db_xref="UniProtKB/TrEMBL:Q89480"
                     /db_xref="GeneID:1486554"
                     /translation="MVHIPIVKYIKRMLMSNISTLITTDAFKKTVFEILFDILSTNDN
                     VYLYREGYKVTILLKWLEYNYITKEQLLYILSCIDIQSR"
     gene            171982..172248
                     /gene="B24R"
                     /locus_tag="VARVgp192"
                     /db_xref="GeneID:1486555"
     CDS             171982..172248
                     /gene="B24R"
                     /locus_tag="VARVgp192"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042236.1"
                     /db_xref="InterPro:IPR006652"
                     /db_xref="InterPro:IPR011043"
                     /db_xref="UniProtKB/TrEMBL:Q89911"
                     /db_xref="GeneID:1486555"
                     /translation="MEYSVISTIPNHIINYTSAIVDNEIIIAGGYNFNNPSLNKVYKI
                     NIENKIHVELPPMIMNRCRFSLAVIDNTIYAIGGQKLKFNIIYL"
     gene            172245..173363
                     /gene="B25R"
                     /locus_tag="VARVgp193"
                     /db_xref="GeneID:1486556"
     CDS             172245..173363
                     /gene="B25R"
                     /locus_tag="VARVgp193"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042237.1"
                     /db_xref="GOA:P33829"
                     /db_xref="UniProtKB/Swiss-Prot:P33829"
                     /db_xref="GeneID:1486556"
                     /translation="MIYIIYRYRYCLVYTMDIFKELILKYPDENVLISPVSILSTLSI
                     LNHGAAGSTAEQLSKYIENVNENTPDDKKDDNNDMDVDVPYCATLAIANKIYCSDSIE
                     FHASFLQKIKDDFQTVNFNNANQTKELINEWVKTMTNGKINSLLTSPLPINTRMTVVS
                     AVHFKAMWKYPFSKHLTYTDKFYISKNIVTSVDMMVSTENDLQYVHINELFGGFSIID
                     IPYEGNSSMVIILPDDIEGLYNIEKHITEENFKKWCGKLYTKSIDLYMPKFKLKMTES
                     YNLVPILENLGLTNIFGYYADFSKMCNETITVEKFLHKTFIDVNEEYTEASAITGVFM
                     TNFSMVYRTKVYINHPFIYMIKDNTGRILFIGKYCYPQ"
     gene            174369..180059
                     /gene="B26R"
                     /locus_tag="VARVgp194"
                     /db_xref="GeneID:1486557"
     CDS             174369..180059
                     /gene="B26R"
                     /locus_tag="VARVgp194"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042238.1"
                     /db_xref="InterPro:IPR007490"
                     /db_xref="UniProtKB/TrEMBL:Q89192"
                     /db_xref="GeneID:1486557"
                     /translation="MNLQRLSLAIYLTVTCSWCYETCMRKTALFHDNQLGHAEDNQDS
                     VASLPYKYLQVVNKRERSRLLATFNWTSIAEGVKNDFIRICDINGTYLYNYTIAASMI
                     IDSMEELPTITTYEPSTYNYTFDNSTVSTTEELKVTPSPTTYATVTTPLPTSSVPYDQ
                     RSNNNVGTISIQILSKILGVNETELTNYLITHKNATVDNNTLYGNIGFLEINNCYNIS
                     VSNASFRITLVNNTSEEIVIMLTGTSSSDTFISSTNTTECLKTLINNTSNISDVSITQ
                     NMNVTSNCDKCSMNLMTSVIPAVKEFNNTLKKIGVKDDKNNTVYNYYNCKLTTNSTCD
                     ELINLDEVINNITLTNIISSSVSTTNSRKRRDLNGEFEFSTSEELDCLYKSYGVSDDV
                     SHCFSSPRRRRSDDKQEYTEMKLLDHAKKDLRIDSVIPRGTTHFQVGASGASGGVVGD
                     SSPFQNVKSRASLLAEKIMPRVPTTATEEQLYATINRQTKLPAGVKSTPFTEALVSTI
                     NQKLSSVKEVTYASSNLPGSSGYVHRPSDSVIYSTIRRTRLPSDTDSDFEDIQTVVKE
                     YNERYGRRVSRTQSSSSDFEDIDEVVAEYRQKYGGASRGRTSSSSSSDFEDIDEVVAE
                     YRQKYGNAMTKGRGSSKPDPLYSTVKKTPKSIASGVDIVSKQTDYSLLPGVNTGSSIV
                     TPLTRRGATRRPKRPSTPPREDLPPLPLNPPYRQLSRGGDHSLQQVPQRDYSPPHRPP
                     PPLPPKPVPAIPPRDSQPNNKGFSKFVSPRRCRRSTSGVVCGMIQSRPNDDTYSLLQL
                     PKIEPEYAEVGNGLPKNNVPVIGNKHSKKYTSSMSKISTKFDKSMAFGTAMLLTGQQA
                     INQQDRSTALIKKDQMSKDEKIFEAVTMTLSTIGSTLTTAGMIAPPLMIAGIGISLIS
                     GIIDTAKDIYYLFSGQEKPVDPVIKFFNTYAGLVSDSSKMGVRKCLTPGEDTLIYIAY
                     KNDSSFKQNTEAMALYFLDVINSEILYLNTSNLVLEYHLKVACPIGTLRSVDVDITAY
                     TILYDTADNIKKYKFIRMATLLSKHPVIRLTCGLAATLVIKPYEVPISDMQLLKMATH
                     GEPESTKSIPSDVCDRYPLKKFYLLAGGCPYDTSQTFIVHTTCSILLRTATWDQFRNR
                     WVLQNPFRQEGTYKQLFTFSKYDFNDTIIDPNGVAGHASFCTNRSSNQCFWSEPMILE
                     DVSSCSSRTRKIYVKLGIFNTEGFNSFVLNCPTGSTPTYIKDKNTDSNNVIIELPVGD
                     YGTAKLYSVTKPSRIAVFCTHNYDKRFKSDIIVLIFNSISGIPFSSIYTGSVNGRNRL
                     FTTLSKGMPYRSMYCDNRRPGCYYAGIPFNENSVESDLHYGPEIMLKETYDTNSIDPQ
                     VITKSKTHFPTPISVKFTVDNLGNGYNKPENFWKDAKSKKRTYSAMTIKILPCTVRNK
                     NVDFGYNYGHIISNMVYAQSTSQDYGDGTNYTFKSVNRSDHECESILDLKAKEVTVMC
                     PAFSIPRNISAYEGLCFSVTTSKDHCASNKEWLKSYGYGNTDATKQRVCFHHWNYVTT
                     SLDYYCSYEDIWKSDWPDYDPCKSYIYIEYRDIWIESKVLQQPPYTFEFTHDDSNEYV
                     NKEISNKLNDLYNEYKNIMEYSDGSLPASINRLAKSLTSEGREIASVNIDGNLLDIAY
                     QADKEKMADIQNKINDITRDLFIHTLSNKDIKDIIESEEGKRCCIIDVKNNRVKKYYP
                     IDNYLCGTLDDYIYTSVEYNKSYVLINDTYMSYDYLESSGVVVLSCYEMTIISLDTKD
                     AKDAIEDEIVASAVAEALNDMFKEFDKNVSVIIIKEEDNYLNSSPNIYHIIYIIGGTI
                     LILLVIILILVIYIACNKYRTRKYKIMKDDTMSIKSEHHNSLETVSMEIMDNRY"
     gene            180713..182470
                     /gene="G3R"
                     /locus_tag="VARVgp195"
                     /db_xref="GeneID:1486426"
     CDS             180713..182470
                     /gene="G3R"
                     /locus_tag="VARVgp195"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042239.1"
                     /db_xref="InterPro:IPR002110"
                     /db_xref="UniProtKB/TrEMBL:Q07041"
                     /db_xref="GeneID:1486426"
                     /translation="MDEIVNIVRDSMWFIPNVFMDNGENDGHVSVNNVCHMYFAFFDV
                     DTSSHLFKLVIKHCDLNKQLKCGMSPLHCYVMNTRFKPSVLKILLHNGVNNFDNKDNK
                     GHIPLHHYLIYSLSIDNKVFDILTDPIDDFSKSSDLLLCYLRYKFNGRLNYYVLYKLL
                     TKGSDPNCVDEDGLTSLHYYCKHISAFHESNYYKSKSYTKMRAEKRFIYTIINHGANI
                     NAVTKIGNTPLHTYLQQYTKHSPRVVYALLSRGADTRIRNNFDCTPIMEYIKNDCVTG
                     HILIMLLNWHEQKYGKLQKEEGHHLLYLFIKHNQGYGSHAFNILRYLLDRFDIQKDEY
                     YNTMTPLHTAFQNCNNNVASYLVYIGYDINLPTKDDKTVFDLVFENRNILFNAGVIHN
                     IIHHRLKVSLPMIKSLFYKMLEFSPYDDYYVKKIIAYCILRDESFTELHSKFCLNEDY
                     KSVFMKNISFDKIDSIIKKCNWDISRLKDIQISDTNLYTVLRTEDIRYRTYLKAIHLD
                     SHISFPMYDDLIEQCHLSMERKSKLVDKVLNKLKSTIDGQSRLSYLPPEIIRNIITKL
                     SDYHLNSMLYGKNHYKYYT"
     gene            182552..183601
                     /gene="G4R"
                     /locus_tag="VARVgp196"
                     /db_xref="GeneID:1486427"
     CDS             182552..183601
                     /gene="G4R"
                     /locus_tag="VARVgp196"
                     /codon_start=1
                     /product="hypothetical protein"
                     /protein_id="NP_042240.1"
                     /db_xref="GOA:P34015"
                     /db_xref="InterPro:IPR001368"
                     /db_xref="InterPro:IPR011172"
                     /db_xref="UniProtKB/Swiss-Prot:P34015"
                     /db_xref="GeneID:1486427"
                     /translation="MKSVLYLYILFLSCIIINGRDAAPYTPPNGKCKDTEYKRHNLCC
                     LSCPPGTYASRLCDSKTNTQCTPCGSGTFTSRNNHLPACLSCNGRCNSNQVETRSCNT
                     THNRICECSPGYYCLLKGSSGCKACVSQTKCGIGYGVSGHTSVGDVICSPCGFGTYSH
                     TVSSADKCEPVPNNTFNYIDVEITLYPVNDTSCTRTTTTGLSESILTSELTITMNHTD
                     CNPVFREEYFSVLNKVATSGFFTGENRYQNISKVCTLNFEIKCNNKGSSFKQLTKAKN
                     DDGMMSHSETVTLAGDCLSSVDIYILYSNTNAQDYETDTISYRVGNVLDDDSHMPGSC
                     NIHKPITNSKPTRFL"
     gene            183727..184488
                     /gene="G5R"
                     /locus_tag="VARVgp197"
                     /db_xref="GeneID:1486428"
     CDS             183727..184488
                     /gene="G5R"
                     /locus_tag="VARVgp197"
                     /note="chemokine binding protein; similar to vaccinia
                     virus Copenhagen B29R/C23L; interacts with CC and CXC
                     chemokines to modulate host immune response; the
                     poxviridae are enveloped unsegmented dsDNA viruses; unlike
                     many dsDNA viruses that replicate in the host nucleus
                     poxviruses encode their own replication machinery and
                     therefore replicate in the cytoplasm; viral genes are
                     expressed in a bi-phasic manner with early genes genes
                     encoding non-structural proteins involved in genome
                     replication and late genes encoding the viral structural
                     proteins"
                     /codon_start=1
                     /product="chemokine binding protein"
                     /protein_id="NP_042241.1"
                     /db_xref="InterPro:IPR003184"
                     /db_xref="InterPro:IPR009173"
                     /db_xref="UniProtKB/Swiss-Prot:P34016"
                     /db_xref="GeneID:1486428"
                     /translation="MKQYIVLACMCLAAAAMPASLQQSSSSCTEEENKHYMGIDVIIK
                     VTKQDQTPTNDKICQSVTEITESESDPEVESEDDSTSVEDVDPPTTYYSIIGGGLRMN
                     FGFTKCPQIKSISESANGNAVNARLSSVPLGQGKDSPAITRAEALAMIKDCELSIDIR
                     CSEEEKDSDIQTHPVLESNISHKKVSYEDIIGSTIVDTKCVKNLEFSVRIGDMCKESS
                     DLEVKDGFKYVDGSVSEGVTDDTSLIDSTKLKSCV"
ORIGIN      
        1 ctcgagagta tatgttgttg aacgttattg tttgagaaat agttgatgca tcagaatggt
       61 ttgcatttat tgtagacgta ataatgcact acattgtttc ctcgtctatc tatatgtttt
      121 gataagttat aacacgtttc aatctctagt tttatttttt tgtacgtcac atcttcatcc
      181 agtagacgac atagaataca tgtgcaatct ttgccacaat ccatagctat tttggtgcta
      241 attattccta tattatattt cacaaaaaat gatgaaggca atcattcctc ataagataat
      301 aaaaagtgta ttgagagtga gtaagcatga aaaagattta gtatttagca gtgcggatat
      361 gatccaagag ggtgaaatag tcgttctcgt tcagaatctt ttgcagcata agtagtatgt
      421 cgatatactt atcgttgaag actcttccag agacgatagc taattgagta caaagtccaa
      481 tgattgcaca aagttctttg gcggttttca tggagtcatt tctgatgaaa catttaatga
      541 tctccacgca attgtctata ttgtcccacg gaagtgaatc cgagaactcc ttcaactcgc
      601 taccaaagag ctccgttgca tcagttctga aagagatgag aagcctgtaa agagaccctg
      661 cgctttctct atgggtccat ctatgagaaa cccacaggat gtattcagtc agacaatgtc
      721 tgacgtctgc cacggtattc agggagtcct tagtagcatg gcaatgacag ggactgaact
      781 gggcacaaga agaggccatt gtgaaggtag acgaaggtta acccgatggt taaccgtagc
      841 cgtctgtgct aatagacggc attaatttcc attttttaat ggggttgtgg atgaggaatg
      901 agagtgtctt atctcgtcct tggtttacat ggatcagtgt gagaaaaaat atcttgtata
      961 ttattaacta aactaactcc ttggtttcaa ttcatgttta aaatgatcta tatgttttat
     1021 taatttatta tactgttaaa tgtactgtat ataatagttt ctaacgtgga gtacagaatt
     1081 ttcggttaat gagttcatgg taaagggcga atgaatgcct gcctgtatta taatatacat
     1141 aagttaatag tttttatcat atttttctaa tactatataa aaatatcatt atgtataatc
     1201 attactgtcg ctatcattat tgtgtttgtg tagttctgtt ctatcatcta catcactgtc
     1261 actgtcactc tccctatatc ttctaaaatt acaaacaact ggatattcga taacagcatt
     1321 tgtgtagttt ttgtctttta tagtatatac gttattgtca aaatctaaac aaatattggc
     1381 ataataccta tctataagat taggatccat gttcgagcat actagcatat ttgtaacttc
     1441 gtcgtaaagc gttaaatcaa tagaataaac cattttgtgg tgcaactttt tacgaactag
     1501 ttgtatgagt ttatcgttta cataagccat taacagcttt aacagatgat ctgagtaata
     1561 tcctctatta tacatttaat gttcacggtc ttagtatttt tagatatcaa ttgtaattta
     1621 cacccatatt ctactccctt gtgtaacgtt agacattcta aatctatagt attatctatt
     1681 acagcgtaaa acacattcaa tattgtattg ttatattatt agtttatatt actgaattaa
     1741 taatataaaa ttcccaatct tgttataaac acacactgag aaacagcata aacacaaaat
     1801 ccatcaaaaa tgtcgatgaa atatctgatg ttgttgttcg ctgctatgat aattagatca
     1861 ttcgccaata gtggtaacgc tatcgaaacg acattgtcag aaattacaaa cactacaaca
     1921 gatattccag ctatcagatt atgcggtcca gagggagata ggtattgttt tcacggtatc
     1981 tgtatccacg ctagagatat tgacggtatg tattgtagat gctctcatgg ttatacaggc
     2041 attagatgtc agcatgtagt attagtagac tatcaacgtt cagaaaaacc aaacactaca
     2101 acgtcatata tcccatctcc cggtattgtg cttgtattat tagtaagcat tattgtgtgt
     2161 tgtctattat ttgtttatag gttcactcga agaactaata aattaccttt acaagatatg
     2221 gttgtgccat aatttttata aattttttta tgagtatttt tatgagtatt tttcaaaaaa
     2281 tgtataaagt gtatgtctta tgtatattta taaaaatgct aaatgtgatg tatctatgtt
     2341 atttgtattt atctaaacaa tacctctacc tctagatatt atacaaaaat tttttatttc
     2401 agtatattaa agtaaaatct agttaccttg aaaataaata cagtgggtgg ttctgtatca
     2461 ccagtaagaa cataatggtc gaacacagta tccgattgag attttgcata caatactagt
     2521 ctagaaagaa atttgtaatc atcttctgtg acgggagtcc atatatctgt atcatcgtct
     2581 agtttatcag tgtcccatgc tatattcctg ttatcatcat tagttaatga aaataactct
     2641 cgtgcttcag aaaagtcaaa tattgtatcc atacatacat ctccaaaact atcacttata
     2701 cgtttatctt taacgatacc tatacctaga tggttattta ctaacagaca ttttccagat
     2761 ctattgacta taactcctat agtttccaca ttaaccaagt aatgatcatc tattgttata
     2821 taacaataac ataactcttt tccattttta tcagtatgta tatctatatc aacgtcgccg
     2881 tagtgaatag tagtcattga tctattatat gaaacggata tgtctagaac ggcaattgtc
     2941 ttacgtccag ttaacacttt ctttgattta aagtctagag tctttgcaaa cataatatcc
     3001 ttatccgact ttatatttcc tgtagggtgg tataatttta ttttgcctcc acatatcggt
     3061 gtttccaaat atattactag acaatattcc atatagttat tagttaaggg tacccaatta
     3121 gaacacgtac gcttattatc atcattcgga tcgtatttca taaaagttat tgtactatcg
     3181 atgtcaacac attctacatt ttttaatcgt ctatatagta tttttctgat attttctata
     3241 atatcagaat tgtcttccat cggaagttgt atactatcgg aatcagttac atgtttaaat
     3301 aattctctga tgtcattcct tatacaatca aattcattat taaacagttt aatagtctgt
     3361 agacctttat cgttgtaaat atccattgtc ttattagtta cgcttatttt tatgtgtttt
     3421 atgttgattt attatattta taagaatgat tgtttgacaa atcacgagaa ctattaagac
     3481 atatattatt agaggtatat attataaaaa agtttttgat tacgatgtta taagaggaaa
     3541 aaggacacat taacatcata catcaattaa cattcttata acatcgtaat caaaagaatt
     3601 gcaattttga tgtataacaa ctgtcaatga attatggaat tgtatattac acattatacg
     3661 gtatgttggc aacgacaaat accgattggt aattgtttac cggtgtaata gaatttatat
     3721 atctattaca ccggccaagt atgcataata ataagttgtg ggtagtatca tccacatatt
     3781 tataatttag gactttgtat tcagtatttt tggaatcata aaaaaaagtt ttaccatttt
     3841 aaaatttaaa aagtatttac atttttttca ctgtttagtc gcggatatgg aatttgatcc
     3901 taccaaaatc aatatatcat ctatagatca tgtaacaata ttacaataca tagatgaacc
     3961 aaatgatata agactaacag tatgcattat ccaaaatatt aataacatta catattatat
     4021 caatatcaca aaaataaatc cacatttggc taatcaattt cgggcttgga aaaaacgtat
     4081 cgctggaagg gactatatga ctaacttatc tagagataca ggaatacaac aatcaaacct
     4141 tactgaaact atacgtaact gtcaaaaaaa tagaaacata tatggtctat atatacacta
     4201 caatttagtt attaatgtgg ttattgattg gataaccgat gtgattgttc aatcaatatt
     4261 aagagggttg gtaaattggt acatagataa taatacctat actccaaata cacccaataa
     4321 tacaacaacc atttctgagt tggatatcat caaaatactg gataaatacg aggacgtata
     4381 taaagtaagt aaagaaaaag aatgtggaat ttgctatgaa gttgtctact caaaacgatt
     4441 agaaaacgat cgatactttg gtttattgga ttcgtgtaat catatatttt gcataacatg
     4501 tatcaatata tggcatagaa cacgaagaga aactggtgcg tcggataatt gtcctatatg
     4561 tcgtacccgt tttagaaaca taacaatgag taagttctat aagctagtta actaataaat
     4621 aaaaagttta atttgttgac gacatatatc gttatttttc tcgtatgaaa gattaatttg
     4681 attctaatat aatctttagt attagatgaa ctttaattca aatttccatt agattatatc
     4741 ataaataaaa atagtagcac gtgctacttt agccaaatat tcttttttga aacgccattt
     4801 agcgtagtga ggacacaagt gaacctataa tgagcaaatt tattagtatc ggttacatga
     4861 aggactttac gtagagtggt gattccacca tctgtggtac gaatggtttc atcttctttg
     4921 atgccatcac ccagatgttc tataaacttg gcatactcgt ccgatttcat atcctttgcc
     4981 aaccaataca tatagctaaa cttaggcata tgttccacac atcctgaaca ataaaattct
     5041 ccagatgatg ttacaatgtc tagatttgga catttggttt caaccgcgtt aacatatgag
     5101 tgaacacagc catacatgaa agcgatgaga aataggattc tcatctcgcc aaaatatcac
     5161 tagaaaaaat ttatttatca attttaaagg tataaaatac ttattgttgt cctcgtttgt
     5221 caatcatgtt aatgtcttta agataaggca ggcaaatgtt tatagtatta agaattgggc
     5281 aagcataaga catgacacaa agaccctttt tgtatatata agtgtagaaa ttataacatc
     5341 catagttgga tttacatagg tgtccaattg ggatctcacc atcatcgaga taattgatga
     5401 catctccccc tttctttttt agtagatatt tcatcgtgta agaatcaata ttaatatttc
     5461 taaagtatcc gtgtatagcc tctttattta ccacagctcc atatgccaac atgcattcca
     5521 ctagatggat atcgatatcg tcgaatgtca tatactcaat tagtatatgt tggaggatat
     5581 tcgagttcat tgttttcaat atcaaagaga tggtttcctt atcatttctc catagtggta
     5641 caatactaca cattattccg tgtggctttc cattttccaa aaacaatttg accaaatcta
     5701 aattcacatc ttcattgtat ctataatcac tattcagata atcagccata attactcgag
     5761 tgcaacgtgt tagatcgtct atatatgaat aagcagtgtt atctattcct ttcattaaca
     5821 atttaacgat gtctatatct atatgagatg acttaatata atattgaaga gctgtacaat
     5881 agtttttatc tatagaagac ggcttgattc cgtgattaat tagacattta acaacttccg
     5941 gacgcacata tgctctcgta tccgactctg aatacagatg agagataata tacaaatgca
     6001 atacggtacc gcaattttgt ggttgataat catcatacgt gtatccatac tcgtcatcct
     6061 cataaagaac attgcagcca ttttctatga acaaatcaat aatttcagga acaggatcat
     6121 ctgtcattac ataattttct ataactgaac gatggttttc acatttaaca ctcaagtcaa
     6181 atccatgttc taccaacacc tttattaagt caacgtttac atttttggat ttcatatagt
     6241 tgaatatatt aaagttattt atgttgctaa atccagtggc ttctagtaga gccatcgcta
     6301 tatccttatt aactttaaca tgtctactat ttgtgtattc ttctaatggg gtaaaatgtc
     6361 tccaattttt gtgcaatgga ttagtgccac tgtctagtag tagtttgacg acctcgacat
     6421 tattacaatg ctcattaaaa aggtatgcat gtaaagcatt attcttgaat tggttcctgg
     6481 tatcattagg atctctgtct ttcaacatct gtttaagttc atcgagagct acctcctcat
     6541 tttccagata gttaaacatt ttgactgaat agaagtgaat gagctactgt gaactctgta
     6601 cacccacaca actaatgtta ttaaatatca ttttttgaat atatttatac catgtcaaaa
     6661 cttgttcaat tattaataaa aataatttag tgtttaaatt ttaccagttc cagatttcac
     6721 acctccatta accccacttt ttacaccaca ggacgatcct ccccacattt caccgccacc
     6781 agatgtataa gttttagatc ctttattact accatcatgt ccatggataa agacactcca
     6841 catgccgcca ctacctcctt tagaagacat attaataaga cttaagacaa gtttaacaat
     6901 aaaattaatc acgagtaccc tactaccaac ctacactatt atatgattat agtttctatt
     6961 tttacagtac cttgactaaa gtctttagtc acacaatact accaacctac actattatat
     7021 gattatagtt tctattttta taggaacacg tacgagaaaa tcaaatgtct aagttctaac
     7081 ggtagtgttg ataaacgatt gttatccacg gatacctcat ttatcatgtt gtctattttc
     7141 ttactttgtt ctattaactt attagcgttg tatattattt gattataaaa cttatattgc
     7201 tgtttagtcc actctataaa tatcggatta ttcacatatc gtttctttgt aggtttattt
     7261 aacttgtaca tcactgtaag catgtccgta ccatttattt taatttgaca catatcagca
     7321 atttcttttt tgcattcggt tctaccaacg taataatgaa gtgtggtata tgatctataa
     7381 gtataatata gtatctcttt tttcgtaaga tattaaacag tttatcacat ctagagataa
     7441 tttatctcgt gataatataa taatagagtg cggttttacc tattttatca tctatataat
     7501 aataatataa tactaatagt aatcgttatc attgtaccca cttgagaagt tagtaacttt
     7561 ttttctatta taatcttgta tccgtaagat acattactac acataggaat tccctgatcg
     7621 agcaatagtt taaatacatc tacatttgga tttgatgtag ttgcgtattt ctctacaata
     7681 ttaataccat ttttgcaact atttatttct agaccttttg tgattagtaa tctcaataat
     7741 tctacgtcaa tattatcaga ttctatatat tcgaatatat caaagtcatt gatattttta
     7801 taattggtag aagacaataa tgacaccaca acatcagttt tgatattctt atttttcttg
     7861 gtaacgtata catttaatga attttcatta cgttctacca atgattgtgc actgcaggca
     7921 tcaaaagttt tacaactatc ataaagcata ctatcctatc caaccattat ggtattgatg
     7981 ctatagtata ttttaattca tttcatttat gtgtatttgg tacgagcaga cagcatgaga
     8041 tcgtatgatt tcagtaccgt agtgacaata ctattagttt caataagatc aatctctaga
     8101 tctatagaat caaaacatga taggttagaa gataatgaat atctgtaggc ttcttgttgc
     8161 actgtaactt ctcgttttgt tagatgtttg tatcatgctt taacattaat ggtacaaatt
     8221 ttatcctcgc tttgtgtatc atattcgtcc ctactataaa attgtatatt cagattatca
     8281 tgagatgtgt ttacactaac tgtatcaata aacggcacac catttagtca taaccgtaat
     8341 ccaaaaattt ttaaagtata tcttaacgaa agaagttgta tcatcgttag gatttggtaa
     8401 attattatct acagtgtatg gtactaaatc ctcataagtg tatatatcta gagtaatgtt
     8461 taatttatca aatggttcat aatatggatc ctcatgacaa tttccgaaga cgaaaatgag
     8521 atatagacat ggttactcct taaaaaaata cgaataatcg ccttggctat ttagtaagtg
     8581 tcatttaaca ctatacttat attaatccat ggactcataa tctctatacg ggattaacgg
     8641 atgttctata tacggggatg agtagttctc ttctttaact ttatactttt tactaatcat
     8701 atttagacta atgtatgggt aatagtgttt gaagagctcg ttctcatcat cagaataaat
     8761 caatatctct gtttttttgt tatacagatg tattacagcc tcatatatta cgtaatagaa
     8821 cgtgtcatct accttattaa ctttcaccgc atagttgttt gcaaatacgg ttaatccttt
     8881 gacctcgtcg atttccgacc aatctgggcg tataatgaat ctgaacttta atttcttgta
     8941 atcattcgaa ataattttta gtttgcatcc gtagttatct cctctatgca actgtaaatt
     9001 tctcaacgcg atatctccat taataatgat gtcaaattcg tgttgtatac ccatactgaa
     9061 ttgatgaacg aacgaatacc gtcggcgtta atagtaattt actttttcat ctttacatac
     9121 tcggtactag ttttactatc ataagtttat aaattccaca agctactatg gaatatacca
     9181 accatcttag tatagaacac atgtcttaaa gttattaatt aattacatat tgttttatat
     9241 atcgctacga atttaaacag agaaatcagt taggaagaaa aaattatctg tcttcttcat
     9301 catcgtctat tggataacgt ctctgtattc tacgatagag tgctacttta agatgagaca
     9361 tatccgtgtt atcaaaaata tactccatta aaatgattat tccggcagcg aacttgatat
     9421 tggatatatc acaacctttg ttaatatcta cgacaataga cagcagtccc atggttccat
     9481 aaacagtgag tttatctttc tttgaagaga tattttgtag agatcttata aaactgtcaa
     9541 atgacatcgc atttatatct ttagctaaat cgtatatgtt accatcgtaa tatctaaccg
     9601 cgtctatctt aaacgtttcc atcgctttaa agacgtttcc gatagatggt ctcatttcat
     9661 cagtcatact aagccaacaa atataatcgt gtataacatc tttgatagaa tcagactcta
     9721 aagaaaacga atcggcttta ttatacacat tcatgataaa cttaatgaaa aatgttttcg
     9781 ttgtttaagt tggatgaata gtatgtctta ataattgtta ttatttcact aattaatatt
     9841 tagtaattag tgcactctat aaaaacgaga atgacataac taatcataac tagttatcaa
     9901 agtgtctagg atgcgtaatt ttttatatgg tatagatcct gtaagcgttg tctgtattct
     9961 ggagctattt tctctatcgc attagtgagt tcagaatatg ttataaattt aaatcgaata
    10021 acgaacataa ctttagtaaa gttgtctata ttaactcttt tattttccag ccatcgtaat
    10081 acccatgttt aagatagtat attctctagt tacactatgg tctcatcgtt gtttagaata
    10141 tcacataccg aatctacatc aaattttaga aattggtctg tgttacgtat ctcttctata
    10201 ttattgttga tgtattgtcg tagaaaacta ttacgtagac cattttcttt ataaaacgaa
    10261 tatatagtat accaattatc ttttccgata atatatttac acacataatc cattctctca
    10321 atcactacat ctttaagttt ttcgttgtta agatatttgg ctaaattata taattctatt
    10381 agatcattaa cagaatcagt atatattttt ctagatccaa agacgaactc tttggcgtcc
    10441 tctataatat tcccagaaaa gatattttcg tgttttagtt tatcgagatc taatctgttc
    10501 atatacgtat ccatgattgc gcggtacgtt atgatagccg cataaaataa aatccatttt
    10561 catttttaac caatactatc tcctctattc ataattgaga ttgatgtaat actttgttac
    10621 tttgaacgta aaaacagtac acggatccgt atctccaaca agcatgtagt aatcaaattt
    10681 ggtgttgtta aacttcgcaa tattcattaa tttagataga aatttatact catcatctgt
    10741 tttaggaatc catgtattat taccactttc caacttatca ttatcccagg ctatgtttcg
    10801 tccatcatca ttgcgcagag tgaataattc ttctgtatcc ggcagttcaa atatatgatc
    10861 catgcataga tcggcaaagc tatcgtagat gtgatttttc ctaaatcgag tataaaactc
    10921 gtttactagc aaacactttc ctgatttatt gaccaagaca catatggttt ctaagtctat
    10981 caagtggtgg ggatccatag ttatgacgca gtaacataga ttattacctt cttgactgtc
    11041 gctaatatct atatatttat tgttatcgta ttggattctg catatagatg gcttgtatgt
    11101 caaagatata gaacacataa ccaatttata gtcgcgcttt acattctcga atctaaagtt
    11161 aagagattta gaaaacatta tatcctcgga tgatgttatc actgtttctg gagtaggata
    11221 tattaaagtc tttacagatt tcatccgatt caaataaatc actaaataat atcccacatt
    11281 gtcatctgtt agagtagtat cattaaatct attatatttt atgaaagata tattactgct
    11341 cacctctata tttcgtacat ttttaaactg tttgtataat atctctctga tacaattaga
    11401 tatatctatt gtgtcggtag acgataccgt tacatttgaa ttaatggtgt tccattttac
    11461 aacttttaac aagttgacca atttatttct aatagtatca aactctccat gattaaatat
    11521 tttaatagta tccattttat atcaacggac acaaagtagc taacataaac cattgtataa
    11581 tttttatgtt ttatgtttat tagcgtacac attttggaag ttccggttgc catgtatttc
    11641 ctggagagca agtagatgat gaggaaccag atagtttata tccgtacttg cacgtaaagt
    11701 ctacattgtc attatacgaa tatgatcttt taaacccgct agacaagtat ccgtttaata
    11761 ttgtaggatg tggacattta acaatctgac acgtgggtgg attagaccat tctcctcctg
    11821 aacacaggac accagagtta ccaatcaacg aatatccact attgcaacta taagttacaa
    11881 cgcttccatc ggtataaaaa tcattatatc cgttatgtct tccgttggat atagatggag
    11941 gtaattggca tttaacagat tcgcaaatag gtgccttggg attccatacc atagatccag
    12001 tagatcctaa tttacaatac gatttatatt caccaatcaa ataatatccg ctattacaag
    12061 agtacgttat actagagcca aagtctactc cgccaatatc aagatggcca ttatcgatat
    12121 ctcgaggcga cgggcatctc cgtttaatac attgattaaa gagtgtccat ccagtacctg
    12181 tacatttagc atatataggt cccatttttt gctttctgta tccaggtaga catagatatt
    12241 ctatagtgtc tcctatgttg taattagcat tagcatcagt ctccacacta ttcttaaatg
    12301 tcatattaat gggtcgtgac ggaatagtac agcatgatag aacgcatcct attcccaaca
    12361 atgtcaggaa cgtcactctc tccaccttca tatttattta tccgtaaaaa tgttatcctg
    12421 gacattgtgc caataataaa aagcccatat atgttcgcta ttgtagaaat tgtttttcat
    12481 agttgctcaa aaacgatggc ggtgacttat gagtcacgtt acactttgga gtctcatctt
    12541 tagtaaacat atcataatat tcgatattac gagttgacac attgaacaaa tccaagtatt
    12601 tgattttgga taatattcgt attttgcatc tgctataatt aagatataat cgccacaaaa
    12661 acacgcgaac atctttccta catggttaaa gtacatgtac aattctatcc atttgtcttc
    12721 cttaactata tatttgtata gataattacg agtctcgtgt gtaattccag taattgcata
    12781 gatgttacca tcgtactcta cagcataaac tatactatga tgtctaggca tgggagactt
    12841 ttttatccaa caatttttag tgaaacattc cacatcgttt aatattacat atttttcata
    12901 cgtggtataa actccaccca ttacatatat atcatcattt acgaataccg acgcgtctga
    12961 atatctagga gtaattaagt ttggatgtct tatccatttc gaagtgtagc gttttaaata
    13021 ttttgctaca cctgttgaaa tagaaaattt taattctcct attacatata actttccatc
    13081 attaacacac gtactaactt ttgattttaa cgacgacata ttagtaactg ttttccattt
    13141 tttttttttt ttttttttgt tttaagatct acccacggat acgaaataaa catgtctatt
    13201 gttaatcatg ccaccaataa tgtatagaca attatataaa acatttgcat tatagaattg
    13261 tctatctatc tgtattaccg acgattgtcc aatattctgt tctaggagag taatgggtta
    13321 ttgtggatat ataatcagag tttttaatga ctactatatt atgttttata ccatttcgtg
    13381 tcacaggctt tgtagatttg gatatagcat tgcacatagt attagtcata aacttgggat
    13441 gtaaactgtt gatgatatct acatcgtttg gatttttatg tatccacttt aataatatca
    13501 tagctgtaac atcctcgtga tttacgttga cgttttcgtg ggataagata gttgttcatc
    13561 ctttgataat tttccaaatt ctggattgga tgtcactgca gtaatattgt taattatttc
    13621 taacattgac gcattatata gtttttacac atagatctac aacaggtgga atatcaatta
    13681 atacggcagc aactagtatc atctctacat tgtttacggt gatgtttatc ttcttccagc
    13741 gtatatagtc taatagcgat tcaaacgcgt gatagtttat accattcaat ataatcgctt
    13801 catcatttat atggtgtttc taaattcgtt taaaaaatta tacggagacg ccgtaataat
    13861 ttccccattg atagaaaata tcacgctttc cattcttgaa gtactataag taattatagt
    13921 ataatgtaac gtttatatat tcaatatttt ttataaaaaa atcatttcga cattaattcc
    13981 tttttaaatt tccgtctatc atctatagaa acatattcta tgaatttata aaatgctttt
    14041 acgtgtccta tcgtaggcga tagaaccgct aaaaagccta tcgaatttct acaaaagaat
    14101 ctattatatg gtatagggag agtataaaac attaaatgtc cgtacttatt aaagtattca
    14161 gtagccaatc ctaactcttt cgaatactta ttaatggctc ttattctgta cgaatctatt
    14221 tttttgaaca acggacctag tggtatatct tgttctatgt atctaaaata atgtctgaca
    14281 agatccgtta gtttaatatc cttagtcatc ttgtctagaa tggcgtatct aactgcgggt
    14341 ttaggcttta gtttagtttc tatatctata tctacatcta tgtctttatc caacactaaa
    14401 aatataatag ctaatatttt attacaatca tccggatatt cttctacgat ctcactaact
    14461 aatgtttctt tggttatact agtatagtca cgatcagaca aataaagaaa atcagatgat
    14521 tgatgaataa tacatttaaa tttatcatct gtaagatttt tgagatatct cattaaaata
    14581 ttattagggt cagtactcat tatcatatat tggcagcagc tattacttat tttattttat
    14641 ttttctttat tttattattt ttcaccatat agatcaatca ttagatcatc aaaatatgtt
    14701 tcaatcatcc taaagagtat ggtaaatgac tcttcccatc taatttctgg acgttcacca
    14761 atgtctctag ccactttggc actaatagcg atcattcgct taacatcttc tacattatta
    14821 actggttgat ttaatctatc tagcaatgga ccgtcggaca gtgtcattct catgttctta
    14881 atcaatgtac atacatcact gtcatctacc aattcatcca acaacataag cttttcaaaa
    14941 tcatcattat aatatgatgg atcgccatca tttctccaaa gaatatatct aataagtaga
    15001 gtcctcatgc ttagtaattt aactatttta gttaacaact attttttatg ttaaatcgag
    15061 tagaaccact atgttaatac ttattcatat tttagttttt aggattgata atcaacataa
    15121 aaattaatac atcatcaatt ttgaaaatac ttagtttcca cgtagtcaat gaaacatttg
    15181 agctcatcgt acagaacgtt ctcgtacagg acgtaactat aaactggttt atatttgttc
    15241 aagatagata caaatccgat aacttttttg acaaattcta cgggatccac tttaaaagtg
    15301 tcataccggg ttctttttat ttttttaaac agatcaatgg tgtgatgttg attaggtctt
    15361 ttacgaattt gatataaaat agcgttcaca tatcctccat aatggtcaat cgccatttgt
    15421 tcgtatgtca taaattcttt aattatatgg cactgtgtat tatttagttc atccttgttc
    15481 atcattagga atctatccaa tatggcaatt atactagaac tataagtgtg ttgtaaacac
    15541 atattgatgt gtctgtttat acaattaatg atatttggat ccatgctact accttcgggt
    15601 aaaattggag aatcgtatac catttctagt actttaggtt cattgttatc cattgtagag
    15661 gatgacatgc tcgaatcata caaaaatata ttatttttat gttattttgt taaaaataat
    15721 catcgaatac tttgtaagat actccttcat gaacataatc agttacaaaa cgtttatatg
    15781 aagtaaagta tctacgattt ttacaaaagt ccggatgcat aagtacaaag tacgcgataa
    15841 acggaataat aatagattta tctagtttat ctttttctat cgctttcata gttagataca
    15901 tagtctcgga agtcggatta tgtaacatca acttcgataa aattactggg ttatttagtc
    15961 ttacgcattc actcatacat gtattaccgt taactacaga gtctacacta aaatgattaa
    16021 acaatagata gtctaccatt gtttcgtatt cagatagtac agcgtagtac atggcatctt
    16081 cacaaattat atcattgtct aatagatatt tgatgcatct tatggatccc acttcgacag
    16141 ccatcttaaa atcggtagaa tcatattgct ttcctttatc attaataatt tctagaatat
    16201 catctctatc ataaaagata caaatattaa ctgtttgatc cgtaataaca ttactagttg
    16261 ataacaattt gttaataaga tgtgctgggc tcaatgtctt aataagaagt gtaagaggac
    16321 tatctccaaa tttgttttgt ttattaacat ccgttgatgg aagtaaaaga tttataatgt
    16381 ctacattctt gactgtttta gagcatacaa tatggagagg tgtatttcca tcatgatctg
    16441 gttttgaggg gctaattcct agtttcatca tccatgagat tgtagaagct ttgggattgt
    16501 ctgacataag atgtctatga atatgatttt tgccaaattt atctactatc ctggcttcaa
    16561 atccaatgga cattattttt ttaaacactc tttctgaagg atcggtagac gccaacaacg
    16621 gaccacatcc ttcttcatca accgagttgt taatcttggc tccatactgt accaataaat
    16681 ttattctctc tatgacttca tcatctgttc ccgaaagata atatagaggc gttttatgct
    16741 gtttatcgca cgcgtttgga tctgcgccgt gcgtcaatag catcgcaact attctattat
    16801 tattaatttt agaagctata tgtaatggat aatttccatc atcatccgtc tcatttggag
    16861 agtatcctct atgaagaagt tcttcgacaa atcgttcatc tagtccttta attccacaat
    16921 acgcatgtag aatgtgataa tttccagaag gttcaatagc ttgtagcata ttcctaaata
    16981 catctaaatt tttactatta tatttggtat aaagagatag ataatactcg gccgacataa
    17041 tgttgtccat tgtagtataa aaattaatat ttctatttct atttctacta taatttactc
    17101 tctataacaa atgtcataac ttagttcttt tatgtcaaga aggcactggt ttagttcatc
    17161 tatgaatgtc acaccataac taccacgcat accatactta gagttatgat aaagatattt
    17221 atccttaggg tgcaggtaat ggggattaat ctttgttgga tcagtctcta agttaacaca
    17281 tgtcacacag gatccattta tagttatatc acatgatgat ttatggtgaa ttgattccgg
    17341 aagatcgcta ttgtattttg tggttccaca attcatttcc atacatgtta ttatcacact
    17401 gatattatga tgaactttat ccagccgctg ggttgtaaac aacataacag atagtttatt
    17461 atctttacca actccctctg ccgccgcaac gaatctctga tccgtatcca tgatggtcat
    17521 gtttatttct agcccgtatc cagtcaacac tatgttagca tttctatcga tatagctttc
    17581 actcatataa cactcaccaa taatagtaga attaatgtcg taatttacac caatagtaag
    17641 ttcggcggca aagtaccaat acctgtaatc ttgtcgagga ggacatatag tattcttgta
    17701 ttctaccgaa tacccaagag atgcaataca aaagagtaag actaatttgt aaaccatctt
    17761 acttaaaata tgtaacaata gtacgatgaa tgagtaataa gaaatatgaa atctatctta
    17821 tatacacata attattctat caattttacc aattagttag tgtttaataa aaatatggga
    17881 atctaattaa tttttcctta cacaatcgac gtacatgagt ctgagttcct tgtttttgct
    17941 aattatttca tccaatttat tatttttgac gatgtcaaga tcttttgtat aggagtcaga
    18001 cttgtattca acatgctttt ctataatcat ttttagctat ttcggcatca tccaatagta
    18061 cattttccag attagcagaa tagatattaa tgtcgtattt gaacagagcc tgtaacacct
    18121 caatgtcttt attatctata gccaatttaa tgtccggaat gaagagaagg aaattattgg
    18181 tgtttgacgg cgtcatatag tcgagcaaaa gaatcatcat atccacgtgt ccatttttat
    18241 agtggtgtga atacaactaa ggagaatagc cagatcaaaa gtagatggta tttctgaaag
    18301 aaagtatgat ataatactta catcattaag catgacggta tgataaaatg aagttttcca
    18361 tccagttttc ccatagaaca taagtctcca atttttctta aaacagtttt accgtttgta
    18421 tgttaccact atcaaccaca taatacaata cagtgttccc ttgtcattaa attgtgaatc
    18481 atccagtcca ctgaatagca aaatttttac tattttggta tcttccaatg tggctgccta
    18541 atgtaatgga aattcattct ctagaagatt ttttaatgct ccagcgttca acaacgtaca
    18601 tactagacgc atgttattat cagctattgc ataatacaag gcactatgtc catggacatc
    18661 cgccttaaat gtatctttac tagagagaaa gcttttcagc tgcttagact tccgagtatt
    18721 aattcgtgac agatccatgt ctgaaacgag acgctaatta gtgtataatt ttgtcatact
    18781 gctccagaat taataatatc tctaatagat ttgattagta gatatatggc tatcgcaaaa
    18841 caacatatac acatttaata aaaataatat tcattaagga gattcagatt ccgccgtatc
    18901 cataaacaat attaaggaga ttctacctta cccataaaca atataaatcc agtaatatca
    18961 tgtctaatga tgaacacaaa tggtgtatta aattccagtt cttcaggaga tgatctcacc
    19021 gtagctacca tgatagtaga tgcctccgct acagttcctt gttcgttgac atctatcttt
    19081 gcattctgaa acattttata aatatataat gggtccctag tcatatgttt aaacgacgca
    19141 ttatctggat taaacatact aggagccatc atttcggcta tcgacttaat atccctctta
    19201 ttttcgatag aaaatctagg gagtttaaga ttgtacactt tattccctaa ttgagacgac
    19261 caatagtcta attttgcagc catgatagaa tctgtgaaat gggtcatatt atcacctatt
    19321 gccagataca tactaatatt agcatcctta tactgaaggc gcaccatatc atattcttcg
    19381 tcatcgattg tgattgtatt tccttgtaat ttagtaacta cgctcatcat gggaaccgtt
    19441 ttcgtgccgt acttattagt aaaactagta ttgtgtgttt tagtgatatc aaatggatat
    19501 tgccacgtac ctttaaaata tatagtatta atgattgccc atagagtatt attgtcgagc
    19561 atagtagaat ctactacatt agacatacct gatctacgtt ctactatgga attaatttta
    19621 ttaaccgcat ctcgtctaaa gtttaatcta tataggccga atctatgata ttgttgataa
    19681 tacgacggtt taatacacac agtattatct acgaaacttt gataagttag atcagtgtac
    19741 gtatatttag atgtttttgg cttagctaat cctgatatta attctgtaaa tgctggaccc
    19801 agatctattt ttctcaaatc catagtcttc aataattcta ctttagtatt acctgatgca
    19861 ggcaatagtg acataaacat agaaaacgaa tagccaaacg gcgagaagac aatattatca
    19921 tcctcattcc catcttgaat atttttatac gctactatac cggcattggt aaatccttgc
    19981 aggcgatagg tgaacgctgt acacgctaac gatagtatca ataacacaat catgatttta
    20041 tggtattaat attttacctt attttttata tttggtataa aaattattga tgtctacaca
    20101 tccttttgta attgacatct atatatcctt ttgtataatc aattctaatc actttaactt
    20161 ttacagtttt ccctaccagt ttatccctat atttaaaata tctattcata tgcatctgag
    20221 tactctctac caagatagct tcagagtgag gatagtcaaa aagatcaaca tatagaacat
    20281 aaccattctc gtatactttg ccctttaata catcacccac attgggcaac gaataacaaa
    20341 atacaagcat cttgttaacg ggctcgtaaa ttgggataaa aattatgttt ttattatttt
    20401 atattcattt aatattcatt caatatttac aatatatgta atcattatcc agattgaaca
    20461 tacagtttgc acttgccatg attcgttata taactattaa tattaacagt tcgtttaacg
    20521 atcatattat ttttatgttt tattaataat tgtaaaacat acaattaaat caatatagag
    20581 gaagggacgg atactgtctt ttgtgagata tagttatggc gactaaatca gattatgagg
    20641 atgctgtttt ttactttgtg gatgatgatg aaatatgtag tcgtgactcc atcatcgatc
    20701 taatagatga atatatcacg tggagaaatc atgttatagt gtttaacaaa gatattacca
    20761 gttgtggaag actctacaag gaattgatga agttcgatga tgctgctata cgatactatg
    20821 gtattgataa aattaatgag attgtcgagg ctatgagtga aggagaccac tacatcaatc
    20881 ttacagaagt tcatgatcag gaaagtctat tcgctaccat aggaatatgt gctaaaatca
    20941 ctgaacattg gggatacaaa aagatttcag aatctagatt ccaatcattg ggaaacatta
    21001 cagatctaat gaccgacgat aatataaaca tcttgatact ttttctagaa aaaaaattga
    21061 attgatgata tagggttctt tataatgcat tcgtattcta tatccggtgt taaaaaaatt
    21121 atcctatcat gtatttgaga gtcttatatg tagcaaacat gatagctgtg ataccaataa
    21181 gttttagata ttcacgcgtg ctaatgttgg ggatggtatt atctggcggt gaaatgtccg
    21241 ttatataatc tataaaacaa tcatcgcata tagtatgcga tagtagagta aacattttta
    21301 tagtttctac tggattcata catcgtttac ccaattcggt tatgaatgaa attgtcgcca
    21361 atcttacacc caaccccttg ttatccatta gtatagtatt aacttcgtta tttatgtcat
    21421 aaactgtaaa tgattctgta gatgccatat catacatgat attcatgtcc ctattataat
    21481 cattattaac tttatcacaa tacgtgttga taatatctat atatgatcta gtttttgtgg
    21541 gcaattgtct atacaagtcg tctaaacgtt gtttactcat atagtattga acagccatca
    21601 ttacatggtc ccgttccgtt gatagataat cgagtatgtt agtggacttg ttaaatctat
    21661 ataccatatt ttctggaagt ggatatacat agttgtgatc attattgcta gccttatctt
    21721 ctatatcatc tatatcatct atatcatcta tatcatctat atcatctata tcatctatat
    21781 catctatatc atctatatca tctatatcat ctatatcatc tatatcatct acgatattat
    21841 tacacataaa catcggcaac atactattgt acattatcta agtccggttg atccaaaccc
    21901 ttgatctcct ctatctgtac tatctagaga ttgtacttct ttcagttctg gataatatat
    21961 acgttgatag attagctgag ctattctatc ccccgtattt acattaaatg tatattttcc
    22021 attattaata agaatgactc ctatatttcc cctataatct tcgtctatta caccgcctcc
    22081 tatatcaatg ccttttaggg acagaccaga cctaggagct attctaccat agcagaactt
    22141 aggcatggac atactaatat ctgtcttaat taattgtctt tctcctggag ggatagtata
    22201 atcataagcg ctatataaat catatccggc ggcgtacggt gattgtctag taggagattt
    22261 agctctgtta gtttccttaa caaatctaac tggtgagtta atattcatgt tgaacataaa
    22321 actaatattt tatttcaaaa ttatttacca tcccatatat tccatgaata agtgcgatga
    22381 ttgtacactt ctatagtatc tattacgaac cacgataaaa tcctcctatc aatagcagtt
    22441 tattatccac tattatcaat tctggattat ccctttgata aatagtatca tctatcagag
    22501 accatgtatt gctgtatttg taataaaatt tagcatttct accaaccaag aataaccttc
    22561 taccgaacac taacgcgcat gatttataat gtggataata agttgacggt ccaaactgcc
    22621 actgatcatg attgggtagc aaatattctg tagttgtatc cgtttcagaa tgtcctccta
    22681 ttacgtacat aacattgttt atggatgcca ttgctggatt acatctaggt ttcaaaagac
    22741 tcggcatatt aacccaagca gcattcccgt ggaaccaacg ctcaacagat gtgggatttg
    22801 gtagacctcc tactacgtat aatttattgt tagcgggtat cccgctagca tacagtttgg
    22861 ggctattcat cggaggaatt ggaatccaat tgtttgatat ataatttacc gctatagcat
    22921 tgttatgtat ttcattgttc atccatcacc gatgagatat actacttctc caacatgtgt
    22981 acttgtacac atatggaata tatctataat ttgatccatg ttcataggat actttatgaa
    23041 tggatacctg tattatttgc gtggttgttt atcacaatga aatattttgg tacagtctaa
    23101 tatccatttt acattattta tacctctggg tgaaagataa tttgacctga ttacattttt
    23161 gataaggagt agcaaatttc ctaatttatt tcttctcttc gtataccact taatgacaaa
    23221 atcaactaca taatcttcgt ctggaacatt taactcattg ctttctagaa taagtttcaa
    23281 gataaataat caaaattgtc tatgatatcc tcttccagtt ccaaaaagtg tttggcaata
    23341 aagtctttag tatgacataa gagattggat agtccgtatt ctatacccat tatgtaacac
    23401 tcgacacaat attcctttct aaaatctcgt agtataaagt ttatacaagt gtagatgata
    23461 aattctacag acgttaatat agacacgcgt aataaattga tgacgtcatg tctattatgt
    23521 atacctttcc agtatatgag taaataacta tagaagttaa actgtgaatg tcaaggtcta
    23581 ggcaaaccct cgtaacttga tctttatttt ttgtgtattt ttgacgtaaa tgtgtgcgaa
    23641 aatacggaga taactttttc aatattgtag aattgactat tatattgcct ccatagcatt
    23701 aataattgtt ttgaatttct tagtcataga caatgctaat atattcttac agtacatagt
    23761 attgacaaat atcggcattt atgtttcttt aaaagtcaac atctaaagaa aaatgattgt
    23821 cttcttgaga cataactccc attttttggt attcacccac acgtttttcg aaaaaattag
    23881 ttttaccttc taatgatata ttttccatga aatcggatgg attggtaaca ttatagattc
    23941 ttttaaatcc caattcagaa atcaatctat ctgcgacaaa ctccatatat gttttcatca
    24001 tttcacaatt cattcctata agtttaactg gaagagccac agtaagaaat tcttgttcaa
    24061 tagagaccgc gtctgttata atagatctta ctgtttcttc actcggtgga tacaataaat
    24121 gtttaaacat caaacatgcg aaatcgcagt gtagaccctc gtctctacta attaattcgt
    24181 tggaaaacgt gagtccgggc attaggccac gctttttaag ccaaaatatg gacgcaaatg
    24241 atccagaaaa gaaaattcct tctactgccg caaaggcaat aagtctttct ccataaccgg
    24301 cgctgtcatg tatccacttt tgagcccaat cggccttctt ttttacacaa ggcattgtct
    24361 ctatagcatt aaagagatag tttttttcat tactatcttt aacatatgta tcaatcaaaa
    24421 gactatacat ttccgaatga atgttttcaa tggccatttg aaatccgtag aaacatctag
    24481 cctcggtaat ctgtacttct atacaaaatc gttctgctaa attttcattc actattccgt
    24541 cactggctgc aaaaaacgcc aatacatgtt ttataaaata tttttcgtct ggtgttagtt
    24601 tattccaatc attgatatct ttagatatat ccacttcttc cactgtccaa aatgatgcct
    24661 ctgccttttt atacatattc cagatgtcat gatattgaat tggaaaaata acaaatctat
    24721 ttggattttt tgcaaggatt ggttccataa ctaaattaac aatagtagta attttttttt
    24781 cagttatcat ctatatgact gtatttggat cttttgtaca tcgctattat cgcaatcact
    24841 acaataatta taattattat tgatagcatt gttattagca ctatcataat taaattattg
    24901 atattcatgg gtgctgaata atcgttatta tcatcattat cattttgtaa ttgtgacatc
    24961 atactagata aatcgtttgc gcgattgttg tgggaaacgg gcatggagga tgaattatcg
    25021 ttattattat ttaaagcctc ccattcggat tcacaaatat gacgcgcgtt caacatttta
    25081 tggaaactat aattttgtga aaacaggtaa caagaaaact cgtcatcgtt atttttaacg
    25141 atagtaaacc gattaaacgt cgcgctaatt tctaacgcta gcgactctat tggatatgga
    25201 tttccagata tatatctttt cagctcccct acgtatctat aatcatctgt gggaaatgga
    25261 aggtatttcc atctatctag tgttcctaat atcatatgta gtggtgtaat agaaccatta
    25321 agcgcgaaag attttatttc acatcgtatt ttaacttcgc aataatttct ggttagataa
    25381 cacactctac cagttaagtc aataatatta gcctttacag atatattcat agtagttgtg
    25441 acaatgactc catcttttag atgcgatact cctttatatg agccagaatc ttcgtacctc
    25501 aaactcgata tattcaaaca agttaatgag atattaacgc gttttatgaa cgatgatatg
    25561 tatccagaag ttctatcctc cgtggctaac gctataacct tattattata gtaccaaaaa
    25621 gtgtgattaa tgtgtgacac attagcgcat gtacatattt gtacattatt gtctacgtcg
    25681 tattcgacac atccacatac agccaacaaa tataaaatga taaatgctct aatggtgttc
    25741 gtacccatct taatgcggct taataaatgt ttcgatttca atttattgta aaaaagaatc
    25801 ggttttatac tgttcgagat tctcattgat tatattctca tctatcatct ccacacagtc
    25861 aaatccgtgg ttagcatata cctcattaac cgataataga ctatcagact cttctatcgt
    25921 tataactcga gaatatttaa tttggtcatt cttaatcaag tcaattatct tatttttaac
    25981 aaatgtgagt attttactca ttttttataa aaaactttta gaaatataca gactctatcg
    26041 cgtgtctata tcttcttttt atatccaatg tatttatatc tgatttttct tcatttatta
    26101 tatataatgg tccaaattct atacgtgttg cttcatccag atcattaagg ttcttataat
    26161 cgcaatatcc ttctccttcc tcttctatat cgtccttctt aaacttattc ttagcgtcac
    26221 agaatcgacc acagcaggat cccatgacaa gcgtcatatt aaactaattc attttcaata
    26281 atatactaat tagtaacgac tattaaaata aatattcttc ataaccggta agaatagtaa
    26341 aaagactaaa tcttcacatt gtaactattc agtagtgttt acataaatga gatgagaaga
    26401 tattctctat tttggtggag gattatatga tataattcgt ggataatcat tcttaagaca
    26461 catttcttca ttcgtaaatc ttttcacgtt aaatgagtgt ccatattttg caatttcttc
    26521 ataggatggc ggtgtacgtg gacggtgctg ttcctgttct tgttgtggtc tccgactttc
    26581 gtgtttgcgt ttagatccct ccattatcgc gattgcatag atgaggtact attttatacc
    26641 ttgtaattaa atttttttat taattaatta attaaacgta taaaaacgtt ccgtatctgt
    26701 atttaagagc cagatttcgt ctaatagaac aaatagctac agtaaaaata actagaataa
    26761 tcgctacacc cactagaaac cacggatcgt aatacggcaa tcggttttcg ataataggtg
    26821 gaacgtatat tttatttaag gacttaagaa ttgtctgtaa accacaattt gctcccgccg
    26881 atcctgtatt aactatctgt aaaagcatat gttggccggg cggagccgaa cattctccga
    26941 tattcaattt ttgtatatct ataatgttat taacctccgc atacgcatta cagttttttt
    27001 ctagcttgga tacggcacta ggtacatcat ttagatctat tcctatttcc tcagcgatag
    27061 ctcttctatc cttttccgga agcaatgaaa tcacttcaat aaatgattca accatgagtg
    27121 tgaaactaag tctagtatta ctcatgcatt tgttagttat tcggagcgcg caatttttaa
    27181 actgtcctat aacctctcct atatgaatag cacaagtgac attagtaggg atagaatgtt
    27241 gagctaattt ttgtaaataa ctatctataa aaagattata caaagtttta aactctttag
    27301 tttctgccat ttatccagtc tgagaaaatg tccctcataa taaatttttc caagaaacta
    27361 attgggtgaa gaatggaaac ctttaatcta tatttatcac agtctgtttt ggtacacatg
    27421 atgaattctt ctaatgctgt actaaattca atatcttttt cgatttctgg atatgttttt
    27481 aataaagtat gaacaaagaa atggaaatcg taataccagt tatgttcaac tttgaaattg
    27541 ttttttattt tcttgttaat gattccagcc acttgggaaa agtcaaagtc gtttaatgcc
    27601 gatttaatac gttcattaaa aacaaacttt ttatccttta gatgaattat tattggttca
    27661 ttggaatcaa aaagtaagat attatcgggt ttaagatctg cgtgtaaaaa gttgtcgcaa
    27721 cggggtagtt cgtagatttt aatgtataac agagccatct gtaaaaagat aaactttatg
    27781 tattgtacca aagatttaaa tcctaattta atagctaact cggtatctac tttatctgcc
    27841 gaatacagtg ctaggggaaa aattataata tttcctcttt cgtattcgta gttagttcgc
    27901 ttttcatgtt cgaaaaagtg aaacatgcgg ttaaaatagt ttataacatt aatattactg
    27961 ttaataactg ccggataaaa gtgggatagt aatttcacga atttgatact gtcctttctc
    28021 tcgttaaacg cctttagaaa aactttagaa gaatatctca atgagagttc ctgaccgtcc
    28081 atagtttgta tcaataatag taacatatta agaacccgtt tatacagtgt atgtaaaaat
    28141 gttaatttat agtttaatcc catggccaat gcacacacga ttaatttttt ttcgtctccc
    28201 tttagattgt tgtatagaaa ttttggtacc gtgaactccg ccgtagtttc catgggacta
    28261 tataattttg tggcctcgaa tacaaatttt actacatagt tatctatctt aaagactata
    28321 ccatatcctc ctgtagatat gtgataaaaa tcgtcgttta taggataaaa tcgtttatct
    28381 ttttgttgga aaaatgatga attaatgtaa tcattctctt ctatctttag tagtgtttcc
    28441 ctattaaaat tcttaaaata atttaacaat ctaactgacg gagcccaatt ttggtgtaaa
    28501 tctaattgtg acattatgtt gttaaaatat aaacagtctc ctaatataac agtatcagat
    28561 aatctatgtg gagacatcca ttgatattca ggggatgaat cattggcaac acccatttat
    28621 tgtacaaaaa gccccaattt acaaataaaa gtccaggttt gatagagaca aactattaac
    28681 tatcgtgtct ctgtttttaa cacctccaca gtttttaatt tctttggtaa taaaattatt
    28741 cactatatca gtatcttctt tatctaccag agattttact aacttgataa ccttggctgt
    28801 ctcattcaat agggtagtga tatttgtatg agtgatattg atatcttttt gaattgtttc
    28861 ttttagaagt gattctttga tggtgttagc atacaaatta caataatgca gaaactcagt
    28921 taacatacag gaattatagt aagccaattc caattgctgt ccgtattgta ttagagtatc
    28981 gatatgagta atggtgtcct tgcgtttttc tgatagaatg cgagcagcga ttttggcgtt
    29041 atcatttgat gatatgtttg gaatgacgaa tcctgtttct actaactttt tggtaggaca
    29101 aagtgaaaca atcaagaaga tagcttctcc tcctatttgt agaagaaatt gaactcctct
    29161 agatgatcta ctgacgatag tatctccttg acagatattg gtccgaatta cagaagtacc
    29221 tggaatgtaa agccctgaaa ccccctcatt ttttaagcag attgttgccg taaatcctgc
    29281 actatgtcca agatagagag ctcctttggt gaatccatct ctatgtttca gtttaaccaa
    29341 gaaacagtca gctggtctaa aatttccatc tctatctaat acagcatcca acttgatgtc
    29401 aggaactatg accggtttaa tgttatatgt aacattaagt aaatccttaa gttcataatc
    29461 atcactgtca tcagttatgt acgatccaaa caatgtttct accgacatag tggatacgaa
    29521 gatactatcc atcagaatgt ttccctgatt agtattttct atatagctat tcttctttaa
    29581 acgattttcc aaatcagtaa ctatgttcat ttttttagga gtatgacgcc tagccagcat
    29641 ggaagagaat tttctagatc ctctcttcaa catctttaat ctcaatggga tgcaaaaccc
    29701 catggtgtaa caactaacga taaaaataat attgtttttc actttttata attttaccat
    29761 ttgactcatg acttcattga tatctttata cgagctacga atatataatt ctttataact
    29821 gaactgagat atatacactg gatctatggt ttccataatt gagtaaataa atgctctgca
    29881 ataactaatg gcaaatgtat aaaacaacaa aattatacta gagttgttaa agttaatatt
    29941 ttctattagt tgttccaata aattatttgt tgtgactgtg ttcaagtcat aaatcatttt
    30001 gatactatcc aataaacagt ctttaagttc tggaatatta tcatcccatt gtaaagcccc
    30061 taattcgact atcgaatacc ctgctctggt agccgtttca atatcgacgg acgtcaatac
    30121 tgtaataaag gtggtagtat tgtcatcatc atgatacaca acaggaatat ggtcgttagt
    30181 aggtacggtg actttacaca acgcgatata taactttcct tttgtgccat ttttaacgta
    30241 gttgggacgt cctgcagggt attgttttga agaaatgata tcgagaacag atttgatacg
    30301 atatttgttg gatttctgat tattcactat aatataatct agacagatag atgattcgat
    30361 aaataaagaa gatatatcgt tggtaggata atacatcccc attccagtat tcttggatac
    30421 tctattgatg acactagtta agaacatgtc ttcaattcta gaaaacgaaa acatcctaca
    30481 cggactcatt aaaacttcta gcgctcctga ttgtgtctca aatgcctcat acaatgattt
    30541 caaggatgtc atagattctt taacccacga tttaatattg cgtttagcat ctattttttt
    30601 tattaaatcg aatggtcggc tctctggttt gctaccccaa tgataacaat agtcttgtaa
    30661 agataaaccg caagaaaatt tatacgcatc catccaaata actcttgcac catcagatga
    30721 tatcagtata ttattataga ttttccatcc acaattattg ggccagtata ctgttagcaa
    30781 cggtatatcg aatagattac tcatgtaacc tactagaatg atagttcgtg tactagtcat
    30841 aatatcttta atccaatcta agaaatttaa aattagatct tttacactgt taaagttaac
    30901 aaaggtatta cccgggtacg tggatatcat atatggcatt ggtccattat cagtaatagc
    30961 tccataaact gatacggtga tggtttttat atgtgtttga tctaacgagg aagaaatttg
    31021 cgcccataat tcatctctag atatgtattt aatatcaaac ggtaacacat caatttcggg
    31081 acgcgtatat gtttctaaat ttttaatcca aatataatga tgacctatat gccctattat
    31141 catactgtca actatagtac acttagagaa cttacgatac atctgtttcc tataatcgtt
    31201 aaattttaca aatctataac atgctaaacc ttttgacgac aaccattcat taatttctga
    31261 tatggaatct gtattctcga tacagtatcg ttttaaagcc agtgctatat ctccctgttc
    31321 gtgagaacgc tttcgtataa tatcaatcaa cggataatct gaggtttttg gagaataata
    31381 tgactcatga tctatttcgt ccataaacaa tctagacata ggaattggag gcgatgatct
    31441 taattttgtg caatgagtag ttaatcctat aacttctaat cttgtaatat tcatcatcga
    31501 cataatacta tctatgttat catcgtatat tagtatacca tgaccttctt catttcgtgc
    31561 caaaatgata tacagtctta aatagttacg caatatctca atagtttcat aattgttagc
    31621 tgttttcatt aagatttgta ccctgtttaa catgatggtg ttctatacgt ctttattttc
    31681 tatttttaat tttttaaatt tttaacgatt tactgtggct agatacccaa tctctctcaa
    31741 atattttttt agcctcgctt acaagctgtt tatctatact attaaaacta acaaatccgt
    31801 gattttggta atgggttccg tcaaaatttg ccgacgtgat atgaacatat tcatcgtcga
    31861 ctatcaacaa ttttgtatta ttctgaatag tgaaaacctt cacagataga tcattttgaa
    31921 cacacaacgc atctagactt tcggcggttg ccatagaata tacgtcgttc ttatcccaat
    31981 taccaactaa aagtctgatc ttaactcctc tattaatggc tgcttctata atggagttgt
    32041 aaatgtcggg ccaatagtag ctattaccat cgacacgtgt agtgggaact attgccaaat
    32101 gttcaatatc tatactagtt ttagctgacc taagtttatc aataactaca tcggtatcta
    32161 gatctctaga atatcccaat aggtgttccg gagaatcagt aaagaacact ccacctatag
    32221 gattcttaat atgatacgca gtgctaactg gcagacaaca agccgaagag tataaattca
    32281 accatgaatt ttttacgcta ttaaaggctt taaaagtatc aaatcttcta cgaagatctg
    32341 tggccagtgg tggataatca gaatatacac ctaacgtttt aattgtatgt atagatcctc
    32401 cagtaaatga cgcgtttcct acataacatc tttcatcatc tgatacccaa aaacatccaa
    32461 gtagtagtcc tacgttattt tttttatcaa tattaacggt tataaaattt atatccgggc
    32521 agtgactttg tagctctccc agatttcttt tccctcgttc atctagcaaa actattattt
    32581 taatcccttt ttcagatgcc tcttttagtt tatcaaaaat aagcgctccc ctagtcgtac
    32641 tcagaggatt acaacaaaaa gatgctatgt atatatattt cttagctaga gtgataattt
    32701 cgttaaaaca ttcaaatgtt gtcaaatgat cggatctaaa atccatattt tctggtagtg
    32761 tttctaccag tctacatttt gctcccgcag gtgctgatgt aaatggccac atttagttaa
    32821 caaaaaaaat ttacatatcc tgttccatca acgattctag aacgtcatcg gttatatcgc
    32881 taaaatcttc atcaaagtcg acatcacaac ctagctcagt caatatatta agaagttccg
    32941 tgatattatc ttcatcgatt tctatatcca tatcggatgt agataattga ctgattattg
    33001 agttaaaatc agtactaatt tccaaccctt cagaatatac tttgtgtttc atggtaatat
    33061 cggtagcgta tttaagttgg tagatttttc aattatgcat caatatagca acagtagttc
    33121 ttgctcctcc ttaattctag catcttcttc attattttct tctacataca taagcatctc
    33181 caatacgtta gacagcacac cgatgatggc ggccgccaca gacacgaata tgactagact
    33241 gatgaccatt taaaaaaaca ctctagcttt cacttaaact gtatcgatca ttcttttagc
    33301 acatgtataa tataaaaaca ttattctatt tcgaatttag gcttccaaaa atttttcatc
    33361 cgtaaaccga taataatata tatagacttg ttaatagttg gaataaatag attaatgctt
    33421 aaactatcat catctccacg attagagata caatatttac attctttttg ctgtttcgaa
    33481 actttatcaa tacacgttaa tacaaaccca ggaaggagat attgaaactg aggctgttga
    33541 aaatgaaacg gtgaatacaa tagttcagat aatgtaaaat catgattccg tattctgatg
    33601 atattagaac tactaatgga tgtcaatggt atgtatctag gagtatctat tttaacaaag
    33661 catctatttg ctaatataca attatccttt tgattaattg ttattttatt catattctta
    33721 aaaggtttca tatttatcaa ttcttctaca ttaaaaattt ccatttttaa tttatgtagc
    33781 ccgcaatact cctcattacg tttcattttt tgtctataat atccattttg tttatctcag
    33841 tacatagatt atccaattga gaagcacatt tagtagtttt gtacatttta agtttattga
    33901 cgaatcgtcg aaaactagtt atagttaaca ttttattatt tgataccctg atattaatac
    33961 ccctaccgtt actattattt ataactgatg taacccacgt aacattagaa ttaattatcg
    34021 atagtaatgc attcacgctt ccaaaattgt ctattataaa ctcaccaata atttttttat
    34081 tgcatgtttt catattcatt aggattatca aatctttaat cttattacga ttgtatgcgt
    34141 taatattaca agacgtcatt ctaaaagacg gaggatctcc atcaaatgcc agacaatcac
    34201 gtacaaagaa catggaaata ggttttgttc tattgcgcat catagattca tatagaacac
    34261 ccgtagaaat actaatttgt tttactctat aaaatactaa tgcatctatt tcatcgtttt
    34321 gtataacgtc tttccaagtg gcgaattcca aatttttttc attgatagta ccaaattctt
    34381 ctatctcttt aactatttgc atagataggt aattacagtg atgtctacat gccgtttttt
    34441 gaaactgaat agatgcatct aaaagcgatg ctacgctagt cacgatcacc actttcatat
    34501 ttagaatata tgtatgtaaa aatatagtag aatttcattt tgtttttttc tatgctataa
    34561 atgaattctc attttgcatc tgcccatact ccgttttata tcaataccaa agaaggaaga
    34621 tatctggttc taaaagctgt taaagtatgc gatgttagaa ctgtagaatt cgaaggaagt
    34681 aaagcttcct gcgtactcaa agtagataaa ccctcatcgc ccgcgagcga gagaagacct
    34741 tcgtcaccgt ccagatgcga gagaatgaat aacccaggaa aacaagttcc gtttatgagg
    34801 acggacatgc tacaaaatat gttcgcggct aatcgcgata atgtagcttc tagacttttg
    34861 tcctaaaata ctattatatc tttttcgata ttaataaatc cgtgtcgccc atgtttttta
    34921 tctctttcag tatgtgaata gataggtatt ttatctctat tcatcatcga atttaagaga
    34981 tccgataaac attgtttgta tgctccagat gtcagcatct gatacaacaa tatatgtgca
    35041 cataaacctc tggcacttat ttcgtgtacc ttccccttat cactaaggag aatagtattt
    35101 gagaaatatg tatacataat attatcatga attagatata cagaatttgt aacactctcg
    35161 aaatcacacg atgtgtctgc gttaagatct aatatatcac tcgataacac attttcatct
    35221 agatacacta gacatttttt aaagctaaaa tagtctttag tagtaacagt aactacgcga
    35281 ttattttcat cgatgatgca tttcatcggc atattattac gcttaccatc aaagactata
    35341 ccatgtgtat atctaacgta ttctagcata gttgccatac gcgcattaaa cttttcagga
    35401 tctttggata gatcttccaa tctatctatt tgagaaaaca tttttatcat gttcaatagt
    35461 tgaaacgtcg ggtccactat atagatatta tctataaaga ttttaggaac tacgttcatg
    35521 gtatcctggc gaatattaaa actatcaatg atatgattat cgttttcatc ttttatcacc
    35581 atatagtttc taagatatgg gattttactt aatataatat tatttcccgt aataaatttt
    35641 attagaaatg ccaaatctat aagaaaagtc ctagaattag tctgaagaat atctatatca
    35701 ccgtaccgta tatttggatt aattagatat agagaatatg atccgtaaca tatacaactt
    35761 ttattatggc gtctaagata ttcttccatc aacttattaa catttttgac tagggaagat
    35821 acattatgac gtcccatcac ttttgccttg tctattactg caacgttcat agaatttagc
    35881 atatctcttg ccaattcttc cattgatgtt acattataag aaattttaga tgaaattaca
    35941 tttggagctt taatagtaag aactcctaat atgttcgtgt atgtggtcac taatacagat
    36001 tgtagttcta taatcgtaaa taatttacct atattatatg tttgagtctg tttagaaaag
    36061 tagctaagta tacgatcttt tatttctgat gcagatgtat caacatcgga aaaaaatctt
    36121 tttttattct tttttactaa agatacaaat atgtctttgt taaaaacagt tattttctga
    36181 atatttctag tttgtaattt taacatatga tattcattca cactaggtaa tctacctaaa
    36241 taggtttcta taatctttaa tgtaatatta ggaaaagtat tatgatcagg attcctattc
    36301 attttgagga tttaaaactc tgattattgt ctaatatggt ctcaacgcaa actttttcac
    36361 agagcgatag agtttttgat aactcgtttt tcttaagaaa tataaaacta ctgtctccag
    36421 agcttgctct atcttttatt ttatctaatt cgatacaaac tcctgatact ggttcagaaa
    36481 gtaattcatt aattttcagt cctttataga agatatttaa tatagataat acaaaatttt
    36541 cagtttttga tatcgatctg attgatccta gaactagata tattaataac gtgctcatta
    36601 ggcagtttat ggcagcttga taattagata tagtatattc cagttcatat ttattagata
    36661 ccgcattgcc cagattttga tattctatga attcctctga aaataaatcc aaaataacta
    36721 gacattctat tttttgtgga ttagtgtact ctcttccctc tatcatgttc acaactggtg
    36781 tccacgatga taaatatcta gagggaatat aatatagtcc ataggatgcc aatctagcaa
    36841 tgtcgaataa ctgtaatttt attcttcgct cttcattatg aattgattct tgaggtataa
    36901 acctaacaca aattatatta ttagactttt cgtatgtaat gtctttcatg ttataagttt
    36961 ttaatcctgg aatagaatct attttaatga ggcttttaaa cgcagagttc tccaacaagt
    37021 caaaacataa tactctgttg gttttcttat atacaatatt acgattttct tctttgaatg
    37081 gaataggttt ttgaattagt ttataattac aacataataa ataaggaagt gtgcaaatag
    37141 tacgcggaaa aaacataata gctcccctgt tttcatccat ggttttaagt aaatgatcac
    37201 tggcttcttt agtcaatgga tattcgaaca ttaaccgttt catcatcatt ggacaaaatc
    37261 catatttctt aatgtaaaga gtgatcaaat cattatgttt attgtaccat cttgttgtaa
    37321 atgtgtattc ggttatcgga tctgctcctt tttctattaa agtatcgatg tcgatctcgt
    37381 ctaagaattc aactatatcg acatatttca tttgtataca cataaccatt actaacgtag
    37441 aatgtatagg aagagatgta acgggaacag ggtttgttga ttcgcaaact attctaatac
    37501 ataattcttc tgttaatacg tcttgcacgt aatctattat agatgccaag atatctatat
    37561 aattattttg taagatgatg ttaactatgt gatctatata agtagtgtaa taatttatgt
    37621 atttcgatat atgttccaac tctgtctttg tgatgtctag ttttgtaata tctatagcat
    37681 cctcaaaaaa tatattcgca tatattccca agtcttcagt tctatcttct aaaaaatctt
    37741 caacgtatgg aatataataa tctattttac ctcttctgat atcattaatg atatagtttt
    37801 tgacactatc ttctgtcaat tgattcttat tcactatatc taagaaacgg atagcgtccc
    37861 taggacgaac tactgccatt aatatctcta ttatagcttc tggatataat tcatctatta
    37921 taccagaatt aataggaact attccgtatt tatctaacat agttttaaga aagtcagaat
    37981 ctaagacctg atgttcatat attggttcat acatgaaatg atctctattg atgatagtga
    38041 ctatttcgtt ctctgaaaat tggtaactca ttctatatat gctttccttg ttgatgaagg
    38101 ataggatata ctcaatagaa tttgtaccaa caaactgttc tcttatgaat cgtatatcat
    38161 catctgaaat aatcatgtaa ggcatacatt taacaataag agacttgtct cctgttatca
    38221 atatactatt cttgtgataa tttatgtgtg aggcaaattt gtccacgttc tttaattttg
    38281 ttatagtaga tatcaaatcc aatggagcta cagttcttgg cttaaacaga tatagttttt
    38341 ctggaacgaa ttctacaaca ttattataaa ggactttggg tagataagtg ggatgaaatc
    38401 ctattttaat taatgcaata gccttgtcct cgtgcagata tccaaacgct tttgtgatag
    38461 tatggcattc attgtctaaa aacgctctac gaatatctgt gacagatatc atctttagag
    38521 aatactagtc gcgttaatag tactaaaatt tgtattttta atctatctca ataaaaaatt
    38581 aatatttatg atttaatgta taactttact aactgttatt gataactaga atcagaatct
    38641 aatgatgacg taaccaagaa gtttatctac agccaattta gctgcattat ttttagcatc
    38701 tcgtttagat tttccatcgg ccttatcgaa tactctcccg tcgatgtcta cacaggcata
    38761 aaatgtagga gagttactag gccccactga ttcaatacga aaagaccaat ctctcttagt
    38821 tatttggcag tactcattaa taatggtgac agggttagca tttttccaat caataatttt
    38881 tttagccgga ataacatcat caaaagactt atgatcctct ctcattgatt tttcgcggga
    38941 tacatcatct attatgacgt cagccatagt catagcatcc ggcttatccg cctcagttgt
    39001 cataaaccaa cgaggaggaa tatcgtcgga gctgtacacc atagcactac gttgaagatc
    39061 gtacagagct ttattaactt ctcgcttctc catattaagt tgtctagtta gttgtacagc
    39121 agtaactcct tcaagtccaa tgtttttaat agcctcacat acaatctctg cgtcagaacg
    39181 ctcgtcaata tagatcttag acatttttag agagaactac cgcaactagt aataaaacta
    39241 atctatttta tcattttttt attcatcatc ttctggtggt tcatcgttcc tatcgaatgt
    39301 gactctgatt aacccatcat ctataggtga tgctggttct ggagattctg gaggagatgg
    39361 attattatct ggaagaatct ctgttatttc cttgttttta tgtatcgatt gcgttgtaac
    39421 attaagattg cgaaatgctc taaatttggg aggcttgaag tgttgtttgc aatctctaca
    39481 cgcgtgtcta actaatggag gttcatcagc ggctctagtt tgaatcatca tcggtgtagt
    39541 attcctactt ttacagttag gacacggtgt attgtatttc tcgttgagaa cgttaaagta
    39601 atcattgtaa ctcacatcct ttattttatc tatattgtat tctactcctt tcttaatgca
    39661 ttttataccg aataagagat agcgaaggaa ttctttttcg gtaccgctag tacccttaat
    39721 catgtcacat agtgttttat attccaaatt tgtggcaatg aacggtttat ttctatacga
    39781 tagtttgttt ctagaatcct ttgagtattc tataccaata ttattctttg attcgaattt
    39841 agtttcttcg atattggatt ttgtattacc tatattcttg atgtagtact ttgatgattt
    39901 ttccatggcc cattctatta agtcttccaa gttggcatca tccacatatt gtgatagtaa
    39961 ttctcggata ttagtagcgg ctaccgccat tgatgtttgt tcattggatg agtaactact
    40021 aatgtataca ttttccattt ataacacgta tgtattaact ttgttcattt atattttttc
    40081 attattatgt tgatattaac aaaagtgaat atatatatgt taataattgt attgtggtta
    40141 tatggctaca atttcataat gagcggaagt cagtgtccga tgattaatga cgatagattt
    40201 actctgaaaa gaaagtatca aatcgatagt gtagagtcga caatgaaaat ggataagaag
    40261 aggacaaagt ttcaaaatag agccaaaatg gtaaaagaaa taaatcagac aataagagca
    40321 gcacaaactc attacgagac attgaaacta ggatacataa aatttaagaa aatgattagg
    40381 actactactt tagaagatat aacaacatct attccaaata ttcagaaaat ttataaacta
    40441 ttctcggaca tttcagccat tggcaaagta tcacagaatc cgagtaaaat ggcatatgct
    40501 ttactgcttt acatgttccc caatttgttt ggagatgacc atagattcat tctttataga
    40561 atgtttccaa tgagtaaaat caaacacaag atcttctctc ctttcaaact taatcttatt
    40621 agaatattag tggaagaaag attctataat aatgaatgca gatctaataa atggagaata
    40681 attggaacac aagttgataa aatgttgata gctgaatctg ataaatatac aatagatgca
    40741 aggtatcgcc taagacctat atatagaatc aagggaaaat ctgaagaaga taccctcttc
    40801 atcaaacaga tggtagacca atgtgtgaca tcccaggaat tggtggaaaa agtgttgaag
    40861 atactgttta gagatttgtt caagagtgga gaatacaaag cgtacagata cgatgatgac
    40921 gtagaaaatg gattcattgg attggataaa ctaaaattaa acattgttca tgatatagtt
    40981 gaaccatgta tgcctgttcg taggccagtg gctaagatac tgtgtaaaga aatggtaaat
    41041 aaatactttg agaatccgct gcatattatt ggtaagaatc ttcaagagtg cattgacttt
    41101 gttagtgaat aggcatttca tctttctcca atactaattc aaattgttaa attaataatg
    41161 gatatagtat aaatagttat tagaataaga gtgtagtatc atagataagt atttactttc
    41221 ttctataaaa tggattttat tcgtagaaag tatcttatat acacagtaga aaataatata
    41281 gattttttaa aggatgatac attaagtaaa gtaaacaatt ttaccctcaa tcatgtacta
    41341 gctctcaagt atctagttag caattttcct caacacgtta ttactaagga tgtattagct
    41401 aataccaatt tttttgtttt catacatatg gtacgatgtt gtaaagtgta cgaagcggtt
    41461 ttacgacacg catttgatgc acccacgttg tacgttaaag cattgactaa gaattattta
    41521 tcgtttagta acgcaataca atcgtacaag gaaacagtgc ataaactaac acaagatgaa
    41581 aaatttttag aggtagccga atacatggaa gaattaggag aacttatagg ggtaaattat
    41641 gacttagttc ttaatccatt atttcacgga ggggaaccca tcaaagatat ggaaatcatt
    41701 tttttaaaac tgtttaagaa aacagacttt aaagttgtta aaaaattaag tgttataaga
    41761 ttacttattt gggcttacct aagcaagaaa gatacaggta tagagtttgc ggataatgat
    41821 agacaagata tatatactct atttcaacac actggtagaa tagtccatag caatctaaca
    41881 gaaacgttta gagattatat ctttcccgga gataagacta gctattgggt gtggttaaac
    41941 gaaagtatag ctaatgatgc agatatcgtt cttaatagac ccgccattac catgtatgat
    42001 aaaattctta gttatatata ctctgagata aaacagggac gtgttaataa aaacatgctt
    42061 aagttagttt atatctttga gcctgaaaaa gatatcagag aacttctgct agaaatcata
    42121 tatgatattc ctggagatat cctatctatt attgatgcaa aaaacgacga ttggaaaaaa
    42181 tattttatta gtttttacaa agctaatttt attaacggta atacatttat tagcgataga
    42241 acgtttaacg aggatttatt cagagttgtt gttcaaatag atcctgaata ttttgataat
    42301 gaacgaatta tgtctttatt ctctacgagt gctgtggaaa ttaaacgatt tgatgagtta
    42361 gatattaata acagttatat atctaatata atttatgagg tgaacgatat cacattagat
    42421 acaatggatg atatgaagaa gtgccaaatc tttaacgagg atacatcgta ttatgttaag
    42481 gaatacaata catacctgtt tttgaacgag acggatccca tggtcataga gaacggaata
    42541 ctaaagaaac tgtcatctat aaaatccaag agtagacgac tgaacttgtt tagcaaaaac
    42601 attttaaaat attatttaga cggacaattg gctcgtctag gtcttgtgtt agatgattat
    42661 aaaggagact tgttagttaa aatgataaac catctcaagt ttgtggagga tgtatcagca
    42721 ttcgttagat tttctacaga taaaaaccct agtgttcttc catcgctaat caacactatt
    42781 ttagctagtt ataatatttc catcattgtc ctatttcaaa agtttttaag agataatcta
    42841 tatcatgtag aaaaattctt ggataaaagc atccatctaa ccaagacgga taagaaatat
    42901 atacttcaat tgataaggca cggcagatca tagaacaaac caaatatatt attaataatt
    42961 tgtatataca tagatataat tatcacatat taaaattcac acatttttga taaatgggaa
    43021 ctactgcaac aatttagact cccaccaaat taatgaataa agagaatgca gaaatgattt
    43081 tggaaaaatt gttgatcata tagttatgta tattagtgac gaatcaagag atgaaaataa
    43141 tcctgaatat attgattttc gtaacagata cggagactat agatctttca ttataaaaag
    43201 tgatcacggg tttgtaaaga tcatgcagag aaaagttctc caaaaacaca acaaatgata
    43261 atcaaacaca tctacgaaca atatcttatt tcggtatctg aagtacttat taaaacctat
    43321 gatatccatg ggtgacataa ttacatataa cggatgtaaa gacaataaat ggatgctaga
    43381 acaactctct accctaaact ttaacaatct ccacgtatgg aactcatgta gcataggtaa
    43441 tgtaacgcgt atattttata cattttttag ttatctgatg aaagataaac tagatatata
    43501 aataatccca ttctaatact ttaacatgtg tattacatgc atcttattag aatattaacc
    43561 taactaaaag acataatata aaaacttatt acatagttga taaaaagcgg taggctataa
    43621 atattatggc agcagtcgtt ccgcgttttg atgacgtgta caaaaatgca cagcgaagaa
    43681 ttctagatca agaaacattt tttagtagag gtctaggtag accgttaatg aagaacacat
    43741 atttgtttga taattacgcg tatggatgga taccagaaac ggcaatttgg agtagtcgat
    43801 acgcaaacct agatgcaagt gactattatc ccatttcgtt gggattactt aaaaagttta
    43861 agtttctcat gtctctatat aaaggtccta ttccagtata cgaagaaaaa gtaaatactg
    43921 aattcatagc caatggatcg ttctctggta gatacgtatc atatcttcga aagttttctg
    43981 ctcttccaac aaacgagttt attagttttt tgttactgac ttccattcca atctataata
    44041 tcttgttctg gtttaaaaat actcagtttg atattactaa acacacatta ttcagatacg
    44101 tctatacaga taatgccaaa cacctggcat tggctaggta tatgcatcaa acaggagact
    44161 ataagccttt gtttagtcgt ctcaaagaga attatatatt taccggtccc gttccaatag
    44221 gtatcaaaga tatagatcac cctaatctta gtagagcaag aagtccatcc gactatgaga
    44281 cattagctaa tattagtact atattgtact ttaccaagta tgatccggta ttaatgtttt
    44341 tattgtttta cgtacctggg tattcaatta ctacaaaaat tactccagca gtagagtatc
    44401 taatggataa actgaaacta acaaagaacg atgtacaact gttgtgaata ttttatgctt
    44461 cgtaaaatgt aggtcttgaa ccaaacattc tttcaaagaa tgagatacat aaaactttat
    44521 tatccaatag attgactatt tcggacgtca atcgtttaaa gtaaacttcg taaaatattc
    44581 tttgatcact accgagttta aaacttctat cgataattgt ttcatatgtt ttaatattta
    44641 caagtttttt ggtccatggt acattagccg gacaaatata tgcaaaataa tatcgttctc
    44701 caagttctat agtctctgga ttatttttat tatattcagt aaccaaatac atattagggt
    44761 tatctgcgga tttataattt aagtgatgca ttcgactcaa cataaataat tctagaggag
    44821 acgatctact atcaaattcg gatcgtaaat ctgtttctaa agaacggaga atatctatac
    44881 atacctgatt agaattcatc cgtccttcag acaacatctc agacagtctg gtcttgtata
    44941 tcttaatcat attcttatga aacttggaaa catctcttct agtttcacta gtacctttat
    45001 taattctctc aggtacagat tttgaattcg atgatgccga gtatttcatc gttgtatatt
    45061 tcttcttcga ttgcataatc agattcttat ataccgcctc aaactctatt ttaaaattat
    45121 taaacaatac tctactatta atcagtcgtt ctaattcctt tgctatttct atggacttat
    45181 ctacatcttg actgtctatc tctgtaaaca cggagtcggt atctccgtac acgctacgaa
    45241 aacgaaatct gtaatctata ggcaacgatg ttttcacaat cggattaata tctctatcgt
    45301 ccatataaaa tggattactt aatggattgg caaaccgtaa cataccgtta gataactctg
    45361 ctccatttag taccgattct agatacaaga tcattctacg tcctatggat gtgcaactct
    45421 tagccgaagc gtatgagtat agagcactat ttctaaatcc catcagacca tatactgagt
    45481 tggctatgat cttgtacgta tactgcatgg aatcatagat ggccttttca gttgaactgg
    45541 tagcctgttt tagcatcttt ttatatctgg ctctctctgc caaaaatgtt cttaatagtc
    45601 taggaatggt tccttctatt gatctatcga aaattgctat ttcagagatg aggttaggta
    45661 gtctaggttc acaatgaacc gtaatatatc taggcggtgg atatttctga agcaagagct
    45721 gattatttat ttcttcttcc aatctattgc tactaacaac gacaccgact aatgtttccg
    45781 gagatagatt tccaaagata cacacattag gatacagact gttataatca aagattaata
    45841 cattattact aaacattttt tgttttggag caaatacctt accgccttca taaggaaact
    45901 tttgttttgt ttctgatcta actaagatag ttttagtttc caacaatagc tttaacagtg
    45961 gacccttgat gactgtactc gctttatacc cgaataccat ggattgagga agcacatatg
    46021 ttgacgcacc cgcgtctgtt tttgtttcta ctccataata ctcccacaaa tactgacaca
    46081 agcaagcatc atgaatacag tatctagcca tatctaaagc tatgtttaga ttataatcct
    46141 tatacatctg tgctagatca acgtcatcct ttccgaacga taatttatac gtatcatttg
    46201 ttaaagtggg acatgatagt acaactttga atccattttc ccaaatatct ttatgaatta
    46261 ctttacatat aatatcatca accgtcacat aattacctgt ggttaaaacc tttgcaaata
    46321 cagcggcttt gcctttagcg tccgtagtat cgtcaccgat gaacgtcatt tctctaactc
    46381 ctctatttaa tactttaccc atgcaactaa acgcgttctt ggatatagaa tccaatttgt
    46441 acgaatccaa tttttcagat ttttgaatga atgaatacag atcaaaaaat atagttccat
    46501 tattgttatt aacgtgaaac gtagtattgg ccatgccacc tacccccttg tgactagact
    46561 gatttctctc ataaatacag agatgtacag cttccttttt gtctggagat ctaaagataa
    46621 tcttctctcc ggttaataat tctagacgat tagtaatata tctcagatca aagttatgtc
    46681 cgttaaaggt aacaatatag tcgaacgtta gttccaacaa ttgtttagct atttgtagca
    46741 aaactatttc agaacacaga actagttctc tctcataatc catttccatc agtgactgta
    46801 tcctcaaaca tcctctatcg acggcttctt gtatttcctg ttccgttaac atctcttcat
    46861 taataagcgt aaacaataat cgtttaccac ttaaatcgat ataacagtaa cttgtatgag
    46921 agattgggtt aataaataca gaaggaaact tcttatcgaa gtgacactct atatctagaa
    46981 ataagtacga tcttgggata tcgaatctag gtatttcttt agcgaaacag ttacgtggat
    47041 cgccacaatg ataacatcca ttgttaatct ttgttaaata ttgatcgtcc aacgaataac
    47101 atccgtctgg agatatcccg ttagaaatat aaaaccaact aatattgaga aattcatcca
    47161 tagtggcgtt ttgtatgttg cgtttctttg gctcttctat taaccacata tctgcgacgg
    47221 agcattttct atctttaata tctagattat aacttattgt ctcgtcaatg tctatagttc
    47281 tcatctttcc cattggcctc gcattaaatg gaggaggagc caatgactga tatatttcgt
    47341 ctgtcactac gtaataaaag taatgaggaa atcgtataaa tactgtctcg ccatttcgac
    47401 atctggattt cagatataaa aatctgtttt caccatgact ttcgaaccaa ttaatacacc
    47461 gaacatccat ttctagaatt tagaaatata ttttcattta aatgaatccc aaacattggg
    47521 gaagagccgc ttggaccatt atttttatag tactttcaca agcgggttta gacggcaaca
    47581 tagaagcgtg taaacgaaaa ctatatacta tagtcagcac tcttccatgt cctgcctgca
    47641 gacgacacgc aactatcgct atagaggaca ataatattat gtctagcaat gatctaaatt
    47701 atatttatta ttttttcatc agattattta acaatttggc atctgatccc aaatacgcaa
    47761 tcgatgtgtc aaaggttaaa cctttataaa cttaacccat tataaaactt atgattagtt
    47821 acgactgaaa taaccgcatg attatttttt ggtataattc tacacggcat agtttctgta
    47881 actatgaatt ctacccccgt tacatttgta taatctttaa caaacagtaa gggctcgtca
    47941 aatacgtaaa actcattact tacgatagaa atagatccct tatcacactt aaaataaaaa
    48001 atatccttat cctttaccac caaataaaat tctgattggt caatgtgaat gtattcactt
    48061 aacaattcca caaatttatt tattaactcc gaggcacata catcgtcggt attttttatg
    48121 acaaacttta ctcttccagc atccgtttct aaaaaaatat taacgagttc catttatatc
    48181 atccaatatt attgaaatga cgttgatgga cagatgatgc aaataagaag gtacaatacc
    48241 tttgtctacc atctcctcca attcatgctc tattttgtca ttaactttaa tgtgtgaaaa
    48301 cagtacgcca catgcttcca taacagtgtg taacactttt aatacgaaat gtctgatggc
    48361 gacataattg ttcaaaactg ccaatctata atagatggtg gccacaatat attctatgat
    48421 ggtattgaag aagataacaa ccttggcata ttgatcattt gatacggaca tggtatcaac
    48481 agatagcttg aatgaaagag actcagtaat cggaataagt gttttctcaa tggagtgtcc
    48541 gtataccaac atgtctgata ttttgatgta caccatcaaa ttgtttagtt ttctcttttt
    48601 atcctcatta aacagcattt ctgtcaatgg accccaacat ctttgaccga ttaagttttg
    48661 attgattctt ccatgtaagg cgtatctagt cagatcgtat aatctagcca acaatccatc
    48721 gtcggtgttt aggtcacatc gtatactttt taattctcta tagaagagag acacacacct
    48781 ggaacaatta cagacagtaa tttctttatt atctacagat gtaagatact tgaagacatt
    48841 cctatgatga tgtagaattt ttgataacac tgtattgatg gtatctgtta ccataatacc
    48901 ttttatggcg gacagtgtca gagcacagga tttccaatct tttgcaattt tcagtaccat
    48961 tatctttgtt ttgatatcta tattagatag catggtgcgt ctgacaacac agggattaag
    49021 acgaaaagat gaaatgattc tatctacatc ttcaatagat accttgctat tttttctggc
    49081 attatctata tgtgagagaa tatcctctag agaatcagta tcctttttga taatagtgga
    49141 tctcaatgac atgggacgtc taaaccttct tattttatca cctgtttgca tggtgatttg
    49201 tctgctttct tttaacatga tgtaatctct aaattcattg gcaaattgtc tatatctaaa
    49261 atcataatat gagatgttta cctctacaaa tatctgttcg tccaatgtta gagtatctac
    49321 atcagtcttg tattccaaat taaacatggc aacggattta attttatatt cctctattag
    49381 gtccttgtcg acaataacag agtgcagata atcatttaat ccgtcgtaca tggttggaag
    49441 atgcgcatta acaaaatctt taattgtctt gatgaaggtg ggactatatc taacatcttg
    49501 attaataaaa tttataacat tttccatagg atactttgta actagcttta tacacatctc
    49561 ttcatctgta agtttagaca gaatatcgtg aacaggtggt atattatatt catcagatat
    49621 acgaagaata atgttcaaat ctagattgtt taatatatta tatagatgta gtgtagctcc
    49681 tacaggaata tctttaacta agtcaattat ttcatcaacc gttagatcta ttttaaagtt
    49741 aatcatatag gcattgattt ttaaaaggta tgtagccttg attacattct cattaattaa
    49801 ccattccaag tcactatgtg taagaagatt atattctatc ataagcttga ctacatttgg
    49861 tcccgatacc attaaagaat tcttatgata taaggaaaca gcttttaggt actcatctac
    49921 tctacaagaa ttttggagag ccttaacgat atcagtgacg tttattattt caggaggaaa
    49981 aaacctaaca ttgagaatgt cggagttaat agcttccaga tacagtgatt ttggcaatag
    50041 tccgtgtaat ccataatcca gtaacacgag ctggtgcttg ctagacacct tttcaatgtt
    50101 taattttttt gaaataagct ttgataaagc cttccttgca aattccggat acatgaacat
    50161 gtcgccgaca tgaatgagta ttttttttca gtattttata tttttcttaa caagttctca
    50221 atacaccaat agatgataga atatcaccca atgcgtccat gttgtctatt tccaacaggt
    50281 cgctatatcc accaatagaa gttttcccaa aaaatattct aggaacagtt ctaccaccag
    50341 taatttgttc aaaatagtcg tgcaatttat tttcgggttt aaattcttta atatcgacaa
    50401 tttcatacgc tcctcttttg aaactaaact tatttagaat atccagtgcg tttctacaaa
    50461 aaggacatgt aaacttgaca aaaattgtga ctttgttatt ggtcaacctt tgttgtacaa
    50521 attcctcggc cattttaata tttaagtgat ataaaacatt ctcgacttat ttaactcttt
    50581 agtcgagata tatggacgca gatagctata tgataaccaa ctacagaagg cgaacgctat
    50641 aaaaaacata attacgacga gcatattcat aaatattttt attcagcatt acttgatata
    50701 gtaatattag gcacagtcaa acattcaacc actctcgata catcaactct ctcattttct
    50761 tcaacaaatt ctgcaatatc ttcgtaaaaa gattcttgaa acttttcaga atatctatcg
    50821 acttcagatg aaatagcgtt cgtcaacata ctatgttttg tatacataaa ggcgcccatt
    50881 tcaacagttt ctagtgacaa aatgctagcg atcctaggat ccttcagaat cacatagatt
    50941 gacgattcgt ctctcttagt aactctagta aaataatcat acaatctagt actcgaaata
    51001 atattatcct tgacttgagg agatctaaac gatctagttt tgagaacatc gataagttca
    51061 tcgggaatga catacatact atctttaata gaactctttt catccagttg aatggactcg
    51121 tccttaacca actgattaat aagatcttct attttatcat tttccagatg atatgtatgt
    51181 ccattaaagt taaattgtgt agcgcttctt tttagtctag cagccaatac tttaacatca
    51241 ctaatatcaa tatacaaagg agatgattta tcgacggtat taagaattcg tttttcaaca
    51301 tccgtcaaaa ccaattcctt tttgcctgta tcatccagtt tgccattctt tgtaaagaaa
    51361 ttattttcta ctagactatt aataagactg ataaggattc ctccataatt gcacaatcca
    51421 aactttttta caaaactaga ctttacgaga tctacaggaa tgcgtacttc aggtttctta
    51481 gcttgtgatt ttttcttttg tggacatttt ctagtgacca actcatctac catttcattg
    51541 attttagcag tgaaataagc tttcaatgca cgggcactga tactattaaa aacgagttga
    51601 tcttcaaatt ccaccattta agttcaccaa acaactttta aatacaaata tatcaatagt
    51661 agtagaataa gaactataaa aaaaataata attaaccaat accaacccca acaaccggta
    51721 ttattagttg atgtgacagt tttctcatca cttagaacag atttaacaat ttctataaag
    51781 tctgtcaaat catcttccgg agaacccata aatacaccaa atatagcggc gtacaactta
    51841 tccatttata cattgaatat tggcttttct ttatcactat cttcatcata ttcatcatcg
    51901 atatcaacaa gtcccaaatt acgagccaaa tcttcttcta cattttcagt cattgataca
    51961 cgttcactat ctccagagag tccgataacg ttagccacca cttctctatc aatgattagt
    52021 ttcttaagtg caaatgtaat ttttgtttca gttccggatc tatagaaaac tacaggtgtg
    52081 ataattgcct tggctaattg tctttctctt ttactgagtg attctagttc accttctata
    52141 gatctgagaa tggataattc tccagtcgaa acatattcta ccatggctcc gtttaatttg
    52201 ttaatgaaga tggattcatc cttaaatgtt ttctctgtaa tagtttccac caaaagacta
    52261 tgcaaagaat ttggaatgcg ttccttgtgc ttaatgtttc catagacagc ttctagaagt
    52321 tgatacaaca taggactagc cgcggtaact tttattttta gaaagtatcc atcacttcta
    52381 tcttgtttag atttattttt ataaagttta gtctctcctt ccaacataat aaaagtggaa
    52441 gtcatttgac tagataaact atcagtaagt tttatagaga tagatgaaca attagcgtat
    52501 tgagaagcat ttagtgtgac gtattcgata cattttgcat tagatttact aatcgatttt
    52561 gcatactcta taacacccgc acaagtctgt agagaatcgc tagatgctgt aggtcttggt
    52621 gaagtttcaa ctctcttttt gattacctta ctcatgatta aacctaaata attatacttt
    52681 gtaatataat gatatatatt ttcactttat ctcatttgaa aataaaaatg tttttgttta
    52741 accgctgcat gatgtacaga tttcggaatc acaaaccacc agtggtttta ttttatcctt
    52801 gtccaatgtg aattgaatgg gagcggatgc gggtttcgta cgtagatagt acattcccgt
    52861 ttttagaccg agactccatc cgtaaaaatg catacttgtt agtttggaat aactcggatc
    52921 tgctatatgg atattcatag attgactttg atcgatgaag gctcccctgt ctgcagccat
    52981 ttttatgatc gtcttttgtg gaatttccca aatagtttta taaactcgct taatatcttc
    53041 tggaaggttt gtattctgaa tagatccacc atctaccata atcctattct tgatctcatc
    53101 attccataat tttctctcgg ttaaaactct aaggagatgc ggattaacta cttgaaattc
    53161 tccagacaat actctccgag tgtaaatatt actggtatac ggttccacag actcattatt
    53221 tcccaaaatt tgagcagttg atgcagtcgg cataggtgcc accaataaac tatttctaag
    53281 accgtatgtt ctgattttat cttttagagg ttcccaattc caaagatccg acggtacaac
    53341 attccaaaga tcatattgta gaataccgtt actggcgtac gatcctacat atgtatcgta
    53401 tggtccttcc ttctcagcta gttcacaact cgcctctaat gcaccgtaat aaatggtttc
    53461 gaagatcttc ttatttagat cttgtgcttc caggctatca aatggataat ttaagagaat
    53521 aaacgcgtct gctaatcctt gaacaccaat accgataggt ctatgtctct tattagagat
    53581 ttcagcttct ggaataggat aataattaat atctataatt ttattgaggt ttctgacaat
    53641 tactttgacc acatccttca gtttgagaaa atcaaattgt ccatctatta caaacatgtt
    53701 caatgcaata gatgccagat tacaaacggc tacctcatta gcatccgcat attgtattat
    53761 ctcagtgcaa agattactac acttgatggt tcctaaattt tgttgattac tctttttgtt
    53821 acacgcatcc ttataaagaa tgaatggcgt accagtttca atctgggatt ctataatcgc
    53881 tttccagacg acacgagcct ttattataga tttgtatctc ttttctcttt cgtatagtgt
    53941 atacaatcgt tcaaactcgt ctccccaaac attgtccaat ccaggacatt catccggaca
    54001 catcaacgac cactctccgt catccttcac tcgtttcata aagagatcag gaatccaaag
    54061 agctataaat agatctctgg ttctatgttc ctcgtttcct gtattctttt taagatcgag
    54121 gaacgccata atatcagaat gccacggttc caagtatatg gtcataactc caggccgttt
    54181 gtttcctccc tgatctatgt atctagcggt gttattataa actctcaaca ttggaataat
    54241 accattggat gcaccattgg tcccggagat atagcttcca ctggcacgaa tattactaat
    54301 tgatagacct atcccccctg ccattttaga gattaatgcg catcgtttta acgtatcata
    54361 gatgccctct atactatcat ccatcatgtt aagtagaaaa cagctagaca tttggtgacg
    54421 actagttccc gcattaaata aggtaggaga agcgtgcgta aaccattttt cagaaagtag
    54481 attgtacgtc tcgatagctg agtctatatc ccattgatga attcctactg cgacacgcat
    54541 taacatgtgc tgaggtcttt caacgatctt gttgtttatt ttcagcaagt aggatttttc
    54601 caaagtttta aaaccaaaat agttgtatga aaagtctcgt tcgtaaataa taactgagtt
    54661 gagtttatcc ttatatttgt taactacatc catggtaata cttgaaataa tcggagaatg
    54721 tttcccattt ttaggattga catagttaaa taaatccttc atcacttcac taaatagttt
    54781 ttttgtttct ttgtgtagat ttgatacggc tattctagcg gctagaatgg cataatccgg
    54841 atgttgtgta gtacaagtgg ctgctatttc ggctgtcaga gtgtccaatt ctaccgttgt
    54901 tactccatta tatattcctt ggataacctt catagctatt ttaataggat ctatatgatc
    54961 agtgtttaag ccataacata attttctaat acgagatgtg attttatcaa acatgacatt
    55021 ttccttgtat ccatttcgtt taatgacaaa catttttgtt ggtgtaataa aaaaaattat
    55081 ttaacttttc attaataggg atttgatgta cgtagcgtac aaaattatcg ttcctggtat
    55141 atagataaag agtcctatat atttgaaaat cgttacggct cgattaaact ttaatgattg
    55201 cattgtgaat atatcattag gatttaactc cttgactatc atggcggtgc cagaaattac
    55261 catcaaaagc attaatacag ttataccgat cgcagttaga acggttatag catccgccat
    55321 ttatatctaa aaattagatc aaagaatatg tgacaaagtc ctagttgtat actgagaatt
    55381 aacgaaacaa tgtttcttac atattttttt cttattagta actgacttaa tagtaggaac
    55441 tggaaagcta gacttgatta ttctataagt ataaataccc ttccaaataa tattctcttt
    55501 gataaaagtt ccagaaaatg tagaattttt taaaaagtta tcttttgcta ttaccaagat
    55561 tgtgtttaga cgcttattat taatatgagt gataaaatcc acaccgcctc tagatatagc
    55621 ttttatttcc acattagatg gtaaatccaa tagtgaaact atctttttag gaatgtatgg
    55681 actcgcgttt agaggagtga acgtcttagg cgtcggaaag gatgattcat caaacgaata
    55741 aacaatttca caaatggatg ttaatgtatt agtaggaaat tttttgacgc tagtggaatt
    55801 gaaaattcta atggatgatg ttctacctat ttcatcagat aacatgttaa tttccgacat
    55861 caacggtttt aatatttcga taatatacgg taatctctct ttcggactta tatagcttat
    55921 tccacaatac gagtcattat atactccaaa aaacaaaata actagtataa aatctgtatc
    55981 gaatgggaaa aacgaaatta tcgacatagg tatagaatcc ggaacattga acgtattaat
    56041 acttaattct ttttcagtgg taagtaccga taggttattg acattgtatg gttttaaata
    56101 ttctataact tgagacttga tagatattaa tgacgaattg aaaattattt ttatcaccac
    56161 gtgtgtttca ggatcgtcat cgatacccgt caaccaacca aacggagtaa aataaatatc
    56221 attaatatat gctctagata ttagtatttt tattaatcct ttgattatca tcttctcgta
    56281 cgcgaatgat tccatgatca agagtgattt gagaacatcc tccggagtat taatgggctt
    56341 agtaaacagt ccatcgttgc aataataaaa gttatccaag ttaaaggata ttatgcattc
    56401 gtttaaagat attacctcat ctgacggaga caattttttg gtaggtttta gagactttga
    56461 agctacttgt ttaacaaagt tattcatcgt cgtctactat tctatttaat tttgtagtta
    56521 atttatcaca tatcacatta attgactttt tggtccactt ttccatacgt ttatattctt
    56581 ttaatcctgc gttatccgtt tccgttatat ccagggatag atcttgcaag ttaaatagaa
    56641 tgctcttaaa taatgtcatt tttttatccg ctaaaaattt aaagaatgta taaacctttt
    56701 ttagagattt gaaactctta ggtggtgtcc tagtacacaa tatcataaac aaactaataa
    56761 acattccaca ttcagattcc aacagttgat taacttccac attaatacag cctattttcg
    56821 ctccaaatat acattcgaaa aatctgaata aaacatcaat gtcgcaattt gtattatcca
    56881 atacagaatg tctgtgattc gtgttaaaac catcggagaa ggaatagaaa taaaaattat
    56941 tatagtggtg gaattcagtt ggaatattgc ctccggagtc ataaaaggat actaaacatt
    57001 gttttttatc ataaattaca catttccaat gagacaaata acaaaatcca aacattacaa
    57061 atctagaggt agaactttta attttgtctt taagtatata cgataagata tgtttattca
    57121 taaacgcgtc aaatttttca tgaatcgcta aggagtttaa gaatctcatg tcaaattgtc
    57181 ctatataatc cacttcggat ccataagcaa actgagagac taagttctta atacttcgat
    57241 tgctcatcca ggctcctctc tcaggctcta ttttcatctt gacgaccttt ggattttcac
    57301 cagtatgtat tcctttacgt gataaatcat cgattttcaa atccatttgt gagaagtcta
    57361 ttgccttaga tactttttcc cgtagtcgag gtttaaagaa atacgctaac ggtatactag
    57421 taggtaactc aaagacatca tatatagaat gataacgcgt ctttaactca tcggttaact
    57481 ctttcttttg atcgagttcg tcgctactat tgggtctgct caggtgcctc gactctacta
    57541 gttccaacat cataccaata ggaatacaag acactttgcc agcggttgta gatttatcat
    57601 atttctccac tacatatccg ttacaatttg ttaagaattt agatacatct atattgctac
    57661 ataatccagc tagtgaatat atatgacata ataaattggt aaatcctagt tctggtattt
    57721 tactaattac taaatctgta tatctttcca tttatcatgg aaaagaattt accagatatc
    57781 ttcttttttc caaactgcgt taatgtattc tcttacaaat attcacaaga tgaatttagt
    57841 aatatgagta acatggaacg tgatagtttc tctttggcgg tgtttccagt tataaaacat
    57901 agatggcata acgcacacgt tgtaaaacat aaaggaatat acaaagttag tacagaagca
    57961 catggaaaaa aagtatctcc tccatcacta ggaaaaccct cacacataaa cctaaccgcg
    58021 aagcaatata tatacagtga acacacaata agctttgaat gttatagttt tctaaaatgt
    58081 ataacaaatg cagaaattaa ttcgttcgat gagtatatat taagaggact attagaagct
    58141 ggtaatagtt tacagatatt ttccaattcc gtaggtaaac gaacagatac tataggtgta
    58201 ctagggaata agtatccatt tagcaaaatt ccattggcct cattaactcc taaagcacaa
    58261 cgagagatat tttcagcatg gatttctcat agacccgtag ttttaactgg aggaaccgga
    58321 gtgggtaaga cgtcacaggt acccaagtta ttgctttggt ttaattattt atttggtgga
    58381 ttctctactc tagataaaat cactgacttt cacgaaagac cagtcattct atctcttcct
    58441 aggatagctt tagttagatt gcatagcaat accattttaa aatcattggg atttaaggta
    58501 ctagatggat ctcctatttc tttacggtac ggatctatac cggaagaatt aataaacaaa
    58561 caaccaaaaa aatatggaat tgtattttct acccataagt tatctctaac aaaactattt
    58621 agttatggca ctcttattat agacgaagtt catgagcatg atcaaatagg agatattatt
    58681 atagcagtag cgagaaagca tcatacgaaa atagattcta tgtttttaat gactgccacg
    58741 ttagaggatg acagggaacg gctaaaagta tttttaccta atcccgcatt tatacatatt
    58801 cctggagata cactgtttaa aattagcgag gtatttattc ataataagat aaatccatct
    58861 tccagaatgg catacataga agaagaaaag agaaatttag ttactgctat acagatgtat
    58921 actcctcctg atggatcatc tggtatagtc tttgtggcat ccgttgcaca gtgtcacgaa
    58981 tataaatcat atttagaaaa aagattaccg tatgatatgt atattattca tggtaaggtc
    59041 ttagaaatag acaaaatatt agaaaaagtg tattcatcgc ctaatgtatc gataattatt
    59101 tctgctcctt atttggaatc cagcgttact atacacaatg ttactcacat ttatgatatg
    59161 ggtagagttt ttgttcccgc tccttttgga ggatcacaac aatttatttc taaatctatg
    59221 agagatcaac gaaaaggaag agtaggaaga gttaatcctg gtacatacgt ctatttctat
    59281 gatctgtctt atatgaagtc tatacagcga ataaattcag aatttctaca taattatata
    59341 ttgtacgcta ataagtttaa tttaacactt cccgaagatt tgtttataat ccctacaaat
    59401 ttggatattc tatggcgtac aaaggaatat atagactcgt tcgatattag tacagaaaca
    59461 tggaataaat tattatccaa ttattatatg aagatgatag agtatgctaa actttatgta
    59521 ctaagtccta ttctcgctga ggagttggat aactttgaga ggacgggaga attaactagt
    59581 attgtacaag aagccatttt atctctaaat ttacgaatta agattttaaa ttttaaacat
    59641 aaagataatg atacgtatat acacttttgt aaaatattat ttggtgtcta taacggaaca
    59701 aacgctacta tatattatca tagacctcta acgggatata tgaatatgat ttcagatact
    59761 atatttgttc ctgtagataa taactaaaaa tcaaactcta atgaccacat ctttttttag
    59821 agatgaaaaa ttttccacat ctccttttgt agatatgact aaacattttg cagaaaaaag
    59881 tttattagtg tttagataat cgtatacttc atcagtgtag atagtaaatg tgaacagata
    59941 aaaggtattc ttgctcaata gattggtaaa ttccatagaa tatattaatc cttttttctt
    60001 gagatcccac atcatttcaa ccagagaagt tttatccaat aatttacctc gtactatacc
    60061 acatacaaaa ctagattttg tagtgacgtc gtacctggca ttcctaccaa acaaaatttt
    60121 acttttagtt tttttagaaa attctaaggt agaatctcta tttgtcaata tgtcatctat
    60181 ggaattacca ctagcaaaaa atgatagaaa tatatattga tacatcgcag ctggttttga
    60241 tctactatat tttaaaaacg aatcagattc cataattgcc tgtatatcat cagctgaaaa
    60301 actatgtttt acacgtattc cttcggcatt tctttttaat gatatatctt gtttagacaa
    60361 tgataaagtt atcatgtcca tgagagacgc gtctccgtat cgtataaata tttcattaga
    60421 tgttagacgc ttcattaggg gtatacttct ataaggtttc ttgattagcc catcatttgt
    60481 tgcgtcaaga actactatcg gatgttgttg ggtatctcta gtgttacaca tggccttact
    60541 aaagtttggg taaataacta tgatatctct attaattata gatgtatata tttcattcgt
    60601 caaggatatt agtatcgact tgctatcgtc attaatacgt gtaatgtaat catataaatc
    60661 atgcgatagc caaggaaaat tcaaatagat gttcatcata taatcatcgc tataattcat
    60721 attaatacgt tgacattgac taatttgtaa tatagcctcg ccacgaagaa agctctcgta
    60781 ttcagtttca tcaataaagg ataccgttaa atataactgg ttgccgattg tctcatagtc
    60841 tattaagtgg taagtttcgt acaaatacag aatccctaaa atattatcta atgttggatt
    60901 aatctttacc ataactgtat aaaatggaga cggagtcata actattttac cgtttgtact
    60961 tactggaata gatgaaggaa taatctccgg acatgctggt aaagacccaa atgtctggtt
    61021 gaagaaatcc aatgttccgg gtcctaatct cttgacaaaa attacgatat tcgatcccga
    61081 tatcctttgc attctattta ccagcatatc acgaactata ttaagattat ctatcatgtc
    61141 tattctccca ccgttatata aatcgcctcc gctaagaaac gttagtatat ccatacaatg
    61201 gaatacttca tttctaaaat agtattcgtt ttctaattct ttaatgtgaa atcgtatact
    61261 agaaagggaa aaattatctt taagttttcc gttagaaaag aaccacgaaa ctaatgttct
    61321 gattgcgtct gactccgtcg ctgaattaat ggatttacac caaaaactca tataacttct
    61381 agatgtagaa gcattagcta aaaaaatagt agaatcaaag gatataagta gatgttccaa
    61441 caagtgagca attcccaaaa tttcatctat atcattctca aatccgaaat tagaaattcc
    61501 caagtagata tcttttttca tccgatcatt aataaaaata cgaactttat tcggtaagac
    61561 gatcatttac taaggagtaa aataggaagt aatgttcgta tatcgttatc atcgtataaa
    61621 ttaaaggtgt gttttttacc attaagtgac attataattt taccaatatt ggaattataa
    61681 tataggtata tttgcgcact tgcgacagtt gatgcatcgg taaatatagc tgtatctaat
    61741 gttctagtcg gtatttcatc atttcgctgt ataataatag cgttttctct atctgtttcc
    61801 attacagctg cctgaagttt attggtcgga taatatgtaa aataataaga aatacatacg
    61861 aataacaaaa ataaaataaa atataataaa gatgccattt agagatctaa ttttgttcaa
    61921 cttgtccaaa ttcctactta cagaagataa ggaatcgttg gagatagtgt cttccttatg
    61981 tagaggattt gaaatatctt atgatgactt gataacttac tttccagata gaaaatatca
    62041 taaatatatt tataaagtat ttgaacatgt agatttatcg gaggaattaa gtatggaatt
    62101 ccatgataca actctgcgag atttagtcta tcttaaattg tataagtatt ccaagtgtat
    62161 acgaccgtgt tataaattag gagataatct aaaaggcata gttgttataa aggacagaaa
    62221 tatatatatt agagaagcaa atgatgactt gatagaatat ctcctcaagg aatacactcc
    62281 tcagatttat acatattcta atgagcacgt tcccatagct ggttcaaaat taattctttg
    62341 cggattttct caagttacat ttatggcgta tacaacgtct catataacaa caaataaaaa
    62401 ggtagatgtt ctcgtttcca aaaaatgtat agataaacta gtcgatccaa taaattatca
    62461 aatacttcaa aatttatttg ataaaggaag cggaacaata aacaaaatac tcaggaagat
    62521 attttattcg gtaaccggtg gccaaactcc ataatttgct ttttctattt cggattttag
    62581 aatttccaaa ttcaccagcg atttatctgt tttggtgaaa tccaaggatt tattaatgtc
    62641 cacaaatgcc atttgttttg tctgtggatt gtatttgaaa atggaaacga tgtagttaga
    62701 tagatgcgct gcaaagtttc ctattagggt tccgcgcttt acgtcaccta gcatacttga
    62761 atcaccatcc tttaaaaaaa atgataagat atcaacatgg agtatatcat actctgattt
    62821 taattcttct actgcctcac tgacattttc acaaatacta caatacggtt taccgaaaat
    62881 aatcagtacg ttcttcattt atgggtatca aaaacttaaa atcgttactg ctggaaaata
    62941 aatcactgac gatattagat gataatttat acaaagtata caatggaata tttgtggata
    63001 caatgagtat ttatatagcc gtcgccaatt gtgtccgaaa cttagaagag ttaactacgg
    63061 tattcataaa atacgtaaac ggatgggtaa aaaagggagg gcatgtaacc ctttttatcg
    63121 atagaggaag tataaaaatt aaacaaaacg ttagagacaa aagacgtaaa tattctaaat
    63181 caaccaagga cagaaaaatg ttagaattag aaaagtgtac atccaaaata caaaatgtta
    63241 ccggatttat ggaagaagaa ataaaggcag aaatacaatt aaaaatcgat aaactcacat
    63301 ttcaaatata tttatctgat tctgataaca taaaaatatc attgaatgag atactaacac
    63361 atttcaacaa taatgagaat gttacattat tttattgtga tgaacgagat gcagaatttg
    63421 ttatgtgtct agaggctaaa acatatttct ttaccacagg agaatggccg ttgataataa
    63481 gtaccgatca ggatactatg ctatttgcgt ctgttgataa tcatcctaag atgataaaaa
    63541 acttaactca actgtttaaa tttgttccat ctgcagagga taactattta gcaaaattaa
    63601 cggcgttagt gaatggatgt gatttctttc ctggactcta tggggcatct ataacaccca
    63661 ccaacttaaa caaaatacaa ttgtttagtg attttacaat caataatata gtcactagtt
    63721 tggcaattaa aaattattat agaaagacta actctaccgt agacgtgcgt aatattgtta
    63781 cgtttataaa cgattacgct aatttagacg atgtctactc gtatattcct ccttgtcaat
    63841 gcactgttca agaatttata ttttccgcat tagatgaaaa atggaacgat tttaaatcat
    63901 cttatttaga gaccgttccg ttaccctgtc aattaatgta cgcgttagaa ccacgtaagg
    63961 agattgatgt ttcagaagtt aaaactttat catcttatat agatttcgaa aatactaaat
    64021 cagatatcga tgttataaaa tctatatcct cgatctttgg atattctaac gaaaactgta
    64081 acacgatagt gtttggcatc tataaggata atttactact gagtataaat agttcatttt
    64141 actttaacaa tagtctgtta ataaccaata ctaaaagtga taatataata aatataggtt
    64201 actagattaa aaatggtttt ccaagtagtg tgctctacat gcggtaaaga tatttctcac
    64261 gaacgatata aattgattat acgaaaaaaa tcattaaagg atgtactcgt tagtgtaaag
    64321 aacaaatgtt gtaggttaaa attatctaca caaatagaac ctcaacgtaa cttaacagtg
    64381 caacctctat tggatataaa ctaatatgga tccggttaat tttatcaaga catatgcacc
    64441 tagaggttct attattttta ttaattatac tatgtcatta acaagtcatt taaatccatc
    64501 gatagaaaaa catgtgggta tttattatgg tacgttatta tcggaacact tggtagttga
    64561 atcaacatat agaaaaggag ttcaaatagt cccattggat agtttttttg aaggatatct
    64621 tagtgcaaaa gtatacatgt tagagaatat tcaagttatg aaaatagcag ctgatacgtc
    64681 attaacttta ctgggtattc catatggatt tggtcataat agaatgtatt gttttaaatt
    64741 ggtagctgaa tgttataaaa atgccggtat taatacatca tctaaacgaa tattgggcaa
    64801 agatattttt ctaagccaaa acttcacaga tgataataga tggataaaga tatatgattc
    64861 taataattta acattttggc aaattgatta ccttaaaggg tgagttaata tgcataacta
    64921 ctcctccgtt gttttttccc tcgttctttt tcttaacgtt gtttgccatc actctcataa
    64981 tgtaaagata ttctaaaatg gtaaactttt gcatatcgga cgcagaaatt ggtataaatg
    65041 ttgtaattgt attatttccc gtcaatggac tagtcacagc tccatcagtt ttatatcctt
    65101 tagagtattt ctcactagtg tctagcattt tagagcattc catgatctgt ttatcattga
    65161 tattggccgg aaagatagat tttttatttt ttattatatt actattggca attgtagata
    65221 taacttctgg taaatatttt tctacctttt caatctcttc tattttcaag ccggctatat
    65281 attctgctat attattgcta gtatcaatac cttttctggc taagaagtca tatgtggtat
    65341 taactatatc agttttaact ggtagttcca ttagcctttc cacttctgca gaataattag
    65401 aaattggttc tttaccagaa aatccagcta ctataatagg ctcaccgatg atcattggca
    65461 aaatcctata ttgtaccaaa ttaatgagag catatttcat ttccaataat tctgctagtt
    65521 cttgagacat tgatttattt gatgaatcta gttggttctc tagatactct accatttctg
    65581 ccgcatacaa taacttgtta gataaaatca gggttatcaa agtgtttagc gtggctagaa
    65641 tagtgggctt acatgtatta aagaatgcgg tagtatgagt aaaccgtttt aacgaattat
    65701 atagtctcca gaaatctgtg gcgttgcata catgagctga atgacatcga agattgtcca
    65761 atatttttaa tagctgctct ttgtccatta tttctatatt tgactcgcaa caattgtaaa
    65821 taccattaat cactgattcc ttttttgatg ccggacaata gcacaattgt ttagctttgg
    65881 actctatgta ttcagaatta atagatatat ctctcaatac agattgtact atacattttg
    65941 aaactatgtc aaaaattgta gaacgacgct gttctgcagc catttaactt taaataattt
    66001 acaaaaattt aaaatgagta tccgtataaa aatcgataaa ctgcgccaaa ttgtggcata
    66061 tttttcagag ttcagtgaag aagtgtctat aaatgtagac tcaacggatg agttaatgta
    66121 tatttttgcc gccttgggcg gatctgtaaa catttgggcc attatacctc ttagtgcatc
    66181 agtgttctac cgcggagccg aaaatattgt gtttaatctt ccggtgtcca aggtaaaatc
    66241 gtgtttgtgt agttttcaca atgatgccat catagatata gaacctgatc tggaaaataa
    66301 tctagtaaaa ctttctagtt atcatgtagt aagtgtcgat tgtaacaagg aactgatgcc
    66361 tattaggaca gatactacta tttgtctaag tatagatcaa aagaaatctt acgtgtttaa
    66421 ttttcacaag tatgaagaaa aatgttgtgg tagaaccgtc attcatctag aatggttgtt
    66481 gggctttatt aagtgtatta gtcagcatca gcatttgact attatgttta aagatgacaa
    66541 tattattatg aagactcctg gtaatactga tgctttttcc agggaatatt ctatgactga
    66601 atgttctcaa gaactacaaa agttttcttt caaaatagct atctcgtctc tcaacaaact
    66661 acgaggattc aaaaagagag tcaatgtttt tgaaaccaga atcgtaatgg ataatgacga
    66721 taacattcta ggaatgttgt tttcggatag agttcaatcc tttaagatca acatctttat
    66781 ggcgttttta gattaatact ttcaatgaga taaatatggg tggcggagta agtgttgagc
    66841 tccctaaacg ggatccgcct ccgggagtac ccactgatga gatgttatta aatgttgata
    66901 aaatgcatga cgtgatagct cccgctaagc ttttagaata tgtgcatata ggaccactag
    66961 caaaagataa agaggataaa gtaaagaaaa gatatccaga gtttagatta gttaatacag
    67021 gacccggtgg tctttcggca ttattaagac aatcgtataa tggaaccgca cccaactgct
    67081 gtcacacttt taatcgtact cattattgga agaaggatgg aaagatatca gataagtatg
    67141 aagagggtgc agtattagaa tcgtgttggc cagacgttca cgataccgga aaatgcgatg
    67201 ttaatttatt tgactggtgt cagggggata cgttcgatag aaacatatgc catcagtgga
    67261 tcggttcagc atttaatagg agtgatagaa ctgtagaggg tcaacaatcg ttaataaatc
    67321 tgtataataa gatgcaaaca ttatgtagta aagatgctag tgtaccaata tgcgaatcat
    67381 ttttgcatca tttacgcgca cacaatacag aagatagcaa agagatgatc gattatattc
    67441 taagacaaca gtctgcgaac tttaaacaga aatatatgag atgtagttat cccactagag
    67501 ataagttaga agagtcatta aaatatgcgg aacctcgaga atgttgggat ccagagtgtt
    67561 cgaatgccaa tgttaatttc ttactaacac gtaattataa taatttagga ctttgtaata
    67621 ttgtacgatg taataccagc gtgaacaact tacagatgga taaaacttcc tcattaagat
    67681 tgtcatgtgg attaagcaat agtgatagat tttctactgt tcccgtcaat agagcaaaag
    67741 tagttcaaca taatattaaa cactcgttcg atctaaaatt gcatttgatt agtttattat
    67801 ctctcttggt aatatggata ctaattgtag ctatttaaat gggtgccgcg gcaagcatac
    67861 agacgacggt gaatacactc agcgaacgta tctcgtctaa attagaacaa gaagcgaatg
    67921 ctagtgctca aacaaaatgt gatatagaaa tcggaaattt ttatatccga caaaaccatg
    67981 gatgtaacct cactgttaaa aatatgtgct ctgcagatgc ggatgctcag ttggatgctg
    68041 tgttatcagc cgctacagaa acatatagtg gattaacacc ggaacaaaaa gcatacgtac
    68101 cagctatgtt tacggctgcg ttaaacattc agacgagtgt aaacactgtt gttagagatt
    68161 ttgaaaatta tgtgaaacag acttgtaatt ctagcgcggt cgtcgataac aaattaaaga
    68221 tacaaaacgt aattatagat gaatgttacg gagccccagg atctccaaca aatttggaat
    68281 ttattaatac aggatctagc aaaggaaatt gtgccattaa ggcgttgatg caattgacga
    68341 ctaaggccac tactcaaata gcacctagac aagttgctgg tacaggagtt cagttttata
    68401 tgattgttat cggtgttata atattggcag cgttgtttat gtactatgcc aagcgtatgc
    68461 tgttcacgtc caccaatgat aaaatcaaac ttattttagc caataaggaa aacgtccatt
    68521 ggactactta catggacaca ttctttagaa cttctccaat ggttattgct accacggata
    68581 tacaaaactg aaaatatatt gataatattt taatagatta acatggaagt tatcgctgat
    68641 cgtctagatg atatagtgaa acaaaatata gcggatgaaa aatttgtaga ttttgttata
    68701 cacggtctag agcatcaatg tcctgctata cttcggccat taattaggtt gtttattgat
    68761 atactattat ttgttatagt aatttatatt tttacggtac gtctagtaag tagaaattat
    68821 caaatgttgt tggcgttatt ggcgctagtc atctcattaa ctatttttta ttactttata
    68881 ctataatagt actagactga cttctaacaa acatctcacc tgccataaat aaatgcttga
    68941 tattaaagtc ttctatttct aacactattc catctgtgga aaataatact ctgacattat
    69001 cgctaattga cacatcggtg agtgatatgc ctataaagta ataatcttct ttgggcacat
    69061 ataccagtgt accaggttct aacaacctat ttactggtgc tcctgtagca tactttttct
    69121 ttaccttaag aatatccatc gtttgcttgg tcaatagcga caggtgattt tttatcaacc
    69181 attcaaaaaa gtaattggag tgttcatatc ctctacaggc tattgtctca tgaccgtgta
    69241 tgaaatttaa gtaacacgac tgtggtagat ttgttctata gagccggttg ccgcaaatag
    69301 atagaactac caatatgtct gtacaaatgt taaacattaa ttgattaaca gaaaaaacaa
    69361 tgttcgttct gggaatagaa accaaatcaa aacaaaattc attagaatat atgtcacgtt
    69421 tatacatcga atataaaata actacagttt gaaaaataac agtatcattt aaacatttaa
    69481 cttgcggggt taatctcaca actttactgt ttttgaactg ttcaaaatat agcatagatc
    69541 cgtgagaaat acgtttagcc gcctttaata gaggaaatcc caccgccttt ttggatctta
    69601 ccaacgacga tagttctgac cagcaactca tttcttcatc atccacctgt tttaacatat
    69661 aataggcagg agatagatat ccgtcattgc aatattcctt ctcgtaggca cacaatcgaa
    69721 tattgataaa atctccattc tcttctctgc atttattatc ttgtcttggt ggtgggctag
    69781 gctgtagtct tggtctatta ttaccatcgt tgttgaatct atttctgtca ttaaatcttt
    69841 catttcttcc tggtatattt ttattacctc gcttggttgg atttttgtct atattatcgt
    69901 ttgtaacatc ggtacgggta ttcatttatc acaaaaaaaa cttctctaaa tgagtctact
    69961 gctagaaaac ctcatcgaag aagataccat attttttgca ggaagtatat ctgagtatga
    70021 tgatttacaa atggttattg ccggtgcaaa atccaaattt ccaagatcta tgctttctat
    70081 ttttaatata gtacctagaa caatgtcaaa atatgagttg gagttaattc ataacgagaa
    70141 tatcacaggg gcaatgttta ccacaatgta taatataaga aacaatttgg gtttaggtga
    70201 tgataaacta actattgaag ccattgaaaa ctatttcttg gatcctaaca atgaggttat
    70261 gcctcttatt attaataata cggatatgac ggccgtcatt cctaaaaaaa gtggtaggag
    70321 aaagaataag aacatggtta tcttccgtca aggatcatca cctatcttgt gtattttcga
    70381 aactcgtaaa aagattaata tttataaaga aaatatggaa tccgcatcga ctgagtatac
    70441 acctatcgga gacaacaagg ctttaatatc taaatatgcg ggaattaatg tcctgaatgt
    70501 gtattctcct tccacatcca tgagattgaa tgccatttac ggattcacca ataaaaataa
    70561 actagaaaaa cttagtacta ataaggaact agaattgtat agttctagcc ctcttcaaga
    70621 acccattagg ttaaatgatt ttctgggact attggaatgt gttaaaaaga atattcctct
    70681 aacagatatt ccgacaaagg attgattact ataaatggag aatgttccta atgtatactt
    70741 taatcctgtg tttatagagc ccacgtttaa acattcttta ttaagtgttt ataaacacag
    70801 attaatagtt ttatttgaag tatttgttgt attcattcta atatatgtat tttttagatc
    70861 tgaattaaat atgttcttca tgcataaacg aaaaataccc gatcctattg atagattacg
    70921 acgtgctaat ctagcgtgtg aagacgataa attaatgatc tatggattac catggataac
    70981 aactcaaaca tctgcattat caataaatag taaaccgata gtgtataaag attgtgcaaa
    71041 gcttttgcga tcaataaatg gatcacaacc agtatctctt aacgatgttc ttcgcagatg
    71101 atgattcatt ttttaagtat ttggctagtc aagatgatga atcttcatta tctgatatat
    71161 tgcaaatcac tcaatatcta gactttctgt tattattatt gatccaatca aaaaataaat
    71221 tagaagctgt tggtcattgt tatgaatctc tttcagagga atacagacaa ttgacaaaat
    71281 tcacagactc tcaagatttt aaaaaactgt ttaacaaggt ccctattgtt acagatggaa
    71341 gggtcaaact taataaagga tatttgttcg actttgtgat tagtttgatg cgattcaaaa
    71401 aagaatcagc tctagctacc accgcaatag atcctgttag atacatagat cctcgtcgcg
    71461 atatcgcatt ttctaacgtg atggatatat taaagtcaaa taaagcgaaa aataattatt
    71521 ctttattgtc atcatgaacg gcgggcatat tcagttgata attggcccca tgttttcagg
    71581 taaaagtaca gaattaatta gacgagttag acgttatcaa atagctcaat ataaatgcgt
    71641 gactataaaa tattctaacg ataatagata cggaacggga ctatggacgc atgataagaa
    71701 taattttgaa gcattggaag caactaaact atgcgatgtc ttggaagcaa ttacagattt
    71761 ctccgtgata ggtattgatg aaggacagtt ctttccagac attgttgaat tctgtgagcg
    71821 tatggcaaac gaaggaaaaa tagttatagt agccgcactc gatgggacat ttcaacgtaa
    71881 accgtttaat aatatcttgg atcttattcc attatctgaa atggtggtaa aactaactgc
    71941 agtgtgtatg aaatgcttta aggaggcgtc cttttctaaa cgattaggta cagaaaccaa
    72001 gatagaaata ataggaggaa ttgatatgta tcaatcggtg tgtagaaagt gttacatcga
    72061 ctcataatat tatatttttt atctaaaaaa ctaaaaataa acattgatta aattttaata
    72121 taatacttaa aaatggatgt tgtgtcgtta gataaaccgt ttatgtattt tgaggaaatt
    72181 gataatgagt tagattacga accagaaagt gcaaatgagg tagcaaaaaa actgccgtat
    72241 caaggacagt taaaactatt actaggagaa ttattttttc ttagtaagtt acagcgacac
    72301 ggtatattag atggtgccac cgtagtgtat ataggatctg ctcccggtac acatatacgt
    72361 tatttgagag atcatttcta taatttagga gtgatcatca aatggatgct aattgacggc
    72421 cgtcatcatg atcctattct aaatggatta cgtgatgtga ctctagtaac tcggttcgtt
    72481 gatgaggaat atctacgatc catcaaaaaa caactgcatc cttctaagat tattttaatt
    72541 tctgatgtgc gatccaaacg aggaggaaat gaacctagta ctgaggattt actaagtaat
    72601 tacgctctac aaaatgtcat gattagtatt ttaaaccccg tagcgtctag tcttaaatgg
    72661 agatgcccgt ttccagatca atggattaag gacttttata tcccacacgg taataaaatg
    72721 tcacaacctt ttgctccttc atattcagct gaaatgagat tattaagtat ttataccggt
    72781 gagaacatga gacttactcg agttaccaaa tcagatgctg taaattatga aaaaaagatg
    72841 tattacctta ataagatagt tcgcaacaaa gtagttgtta actttgatta tcctaatcag
    72901 gaatatgact attttcacat gtactttatg ttgaggaccg tatactgcaa taaaacattt
    72961 cctactacta aagcaaaggt actatttcta caacaatcta tatttcgttt cttaaatatt
    73021 ccaacaacat caactgaaaa agttagtcat gaaccaatac aatgtaaagt atctagcaaa
    73081 gattctgtgt ataaaaacag aaatagcaag agatccgtac gcggtaataa atagaaatgt
    73141 gctactaaga tatactaccg atatacagta taatgattta gttactttaa taaccgttag
    73201 acataaaatt gattctatga aaactgtgtt tcaggtattt aacgaatcat ccataaatta
    73261 tactccggtc gatgatgatt acggagaacc aatcattata acatcgtatc ttcaaaaagg
    73321 tcataacaag tttcctgtaa attttctata catagatgta gtaatatctg atttatttcc
    73381 tagctttgtt agactaaata ctacagaaac taatatagtt aatagtgtac tacaaacagg
    73441 cgatggtaaa aagactcttc gtcttcccaa aatgttagag acggaaatag ttgtcaagat
    73501 tctctatcgt cctaatatac cattaaaaat tgttagattt ttccgcaata acatgataac
    73561 tggtgtagag atagccgata gatctgttat ttcagtcgct gattaatcaa ttagtagaga
    73621 tgagataaga acataataat atatcttata tctcgtttag aaaaatgcta atattaaaat
    73681 agctaacgct agtaatccaa tcggaagcca tttgatatct ataatagggt atctaatttc
    73741 ctgattcaga tagcggacag ctatattctc tgtagctact cgtttggaat cacaaacatt
    73801 atttacatct aatttactat ctgtaatgga aacgtttccc aatgaaatgg tacaatcaga
    73861 tacattacat cttgatatat ttttttttaa agaggctggt aacaacgcat cgcttcgttt
    73921 acatggctcg taccaacagt aatagggtaa tcttgtatct attcctatcc gtactatgct
    73981 tttatcagga taaatacatt tacatcgtat atcgtctttg ttagcatcac agaatgcata
    74041 aatttgttcg tctgtcatga taaaaattta aagtgtaaat ataactatta tttttatagt
    74101 tgtaataaaa agggaaattt aattgtatac ctttggttct ttaaaagaaa ctgacttgat
    74161 aaaaatggct gtaatctcta aggttacgta tagtctatat gatcaaaaag agattaatgc
    74221 tacagatatt atcattagtc atgttaaaaa tgacgacgat atcggtaccg ttaaagatgg
    74281 tagactaggt gctatggatg gggcattatg taagacttgt gggaaaacgg aattggaatg
    74341 tttcggtcac tggggtaaag taagtatcta taaaactcat atagttaagc ctgaatttat
    74401 ttcagaaatt attcgtttac tgaatcatat atgtattcac tgcggattat tgcgttcacg
    74461 agaaccgtat tccaacgata ttaacctaaa agagttatcg ggacacgctc ttaggagatt
    74521 aaaggataaa atattatcca agaaaaagtc atgttggaat agcgaatgta tgcaaccgta
    74581 tcaaaaaatt tctttttcaa agaaaaaggt ttgtttcgtc aacaagttgg atgatattaa
    74641 cgttcctaat tctctcattt atcaaaagtt aatttctatt catgaaaagt tttggccatt
    74701 attagaaatt tatcaatatc cagctaactt attttataca gactactttc ctatccctcc
    74761 gttgattatt agaccggcta ttagtttttg gatagatagt atacccaaag agaccaatga
    74821 attaacttac ttattaggta tgatcgttaa gaattgtaac ttgaatgctg atgaacaggt
    74881 tatccaaaag gcggtaatag aatacgatga tattaaaatt atttctaata acactaccag
    74941 tatcaattta tcatatatca catccggcaa aaataatatg attagaagtt atatcgtcgc
    75001 ccggcgaaaa gatcagaccg ctagatctgt aattggtccc agtacatcta tcacagttaa
    75061 tgaggtagga atgcccgcat atattagaaa tacacttaca gaaaagatat ttgttaatgc
    75121 ctttacagtg aataaagtta aacaactatt agcgtcaaac caagttaaat tttactttaa
    75181 taaacgatta aaccaattaa caagaatacg tcaaggaaag tttatcaaaa ataaaataca
    75241 tttattgcct ggtgattggg tagaagtagc tgttcaagaa tatacaagta ttatttttgg
    75301 aagacagccg tcgctacata gatacaacgt catcgcttca tctatcagag ctaccgaagg
    75361 agatactatc aaaatatctc ccggaattgc caactctcaa aatgctgatt tcgacggaga
    75421 tgaagaatgg atgatattgg agcaaaatcc taaagccgta gttgaacaga gtattcttat
    75481 gtatccgaca acgttactca aacacgatat tcatggagcc cccgtttatg gatctattca
    75541 agatgaaatc gtagcagcat attcattgtt taggatacaa gatctttgtt tagatgaagt
    75601 attgaacatc ttggggaaat atggaagaga gttcgatcct aaaggtaaat gtaaattcag
    75661 tggtaaagat atctatactt acttaatagg tgaaaagatt aattatccgg gtctcttaaa
    75721 ggatggcgaa attattgcaa acgatgtaga tagtaatttt gttgtggcta tgaggcatct
    75781 gtcattggct ggactcttat ccgatcataa gtcgaacgtg gaaggtatca actttattat
    75841 caagtcatct tatgttttta agagatatct atctatttac ggttttgggg tgacattcaa
    75901 agatttgaga ccaaattcga cgttcactaa taaattggag gccatcaacg tagaaaaaat
    75961 agaacttatc aaagaagcat acgccaaata tctcaaagat gtaagagacg gaaaaatagt
    76021 tccattatct aaagctttag aggcggacta tgtggaatcc atgttatcca acttaacaaa
    76081 tcttaatatc agagagatag aagaacatat gagacaaacg ctgatagata atccagataa
    76141 taacctcctg aaaatggcca aagcgggtta taaagtaaat cccacagaac taatgtatat
    76201 tttaggtact tatggacaac agaggataga tggcgaacca gcagagactc gagtattggg
    76261 tagagtctta ccttactatc ttccagactc taaggatcca gaaggaagag gttatattct
    76321 taattcttta acaaaaggat taacgggttc tcaatattac ttttcaatgc tggttgcaag
    76381 atctcaatct actgatattg tctgtgaaac atcgcgtacc ggaacactgg ctagaaaaat
    76441 cattaaaaag atggaggata tggtggtcga cggatacgga caagtagtta taggtaatac
    76501 gctcatcaag tacgccgcca attataccaa aattctaggc tcagtatgta aacctgtaga
    76561 tcttatctat ccagatgagt ccatgacttg gtatttggaa attagtgctc tgtggaataa
    76621 aataaaacaa ggattcgttt actctcagaa acagaaactt gcaaagaaga cattggcgcc
    76681 gtttaatttc ctagtatttg tcaaacccac cactgaggat aatgctatta aggttaagga
    76741 tctgtacgat atgattcata acgtcattga tgatgtgaga gagaaatact tctttacggt
    76801 atctaatata gattttatgg agtatatatt cttgacgcat cttaatcctt ctagaattag
    76861 aattacaaaa gaaacggcta tcactatctt tgaaaagttc tatgaaaaac tcaattatac
    76921 tctaggtggt ggaactccta ttggaattat ttctgcacag gtattgtctg agaagtttac
    76981 acaacaagcc ctgtccagtt ttcacactac tgaaaaaagc ggtgctgtca aacaaaaact
    77041 tggtttcaat gagtttaata acttgactaa tttgagtaag aataagaccg aaattatcac
    77101 tctggtatcc gatgatatct ctaaacttca atctgttaag attaattttg aatttgtatg
    77161 tttgggagaa ttaaatccaa acatcactct tcgaaaagaa acagatagat atgtagtaga
    77221 cataatagtc aatagattat acatcaagag agcagaaata accgaattag tcgtcgaata
    77281 tatgattgaa cgatttatct cctttagcgt cattgtaaag gaatggggta tggagacatt
    77341 cattgaggac gaggataata ttagatttac tgtttatcta aatttcgttg aaccagagga
    77401 attgaatctt agtaagttta tgatggttct tccgggtgcc gccaacaagg gcaagattag
    77461 taaattcaag attcctatct ctgattatac aggttatgac gatttcaatc aaacaaaaaa
    77521 gctcaataag atgactgtag aactcatgaa tctaaaagaa ttgggttctt tcgatttgga
    77581 gaacgttaac gtgtatcctg gagtatggaa tacatacgat atcttcggta tcgaggccgc
    77641 tcgtggatac ttatgcgaag ccatgttaaa cacctatgga gaaggtttcg attatctgta
    77701 tcagccttgt gatcttctcg ctagtttact atgtgctagt tacgaaccag aatcagttaa
    77761 taaattcaag ttcggcgcag ctagtactct taagagagct acgtttggag acaataaagc
    77821 attgttaaac gcggctcttc ataaaaagtc agaacctatt aacgataata gtagctgcca
    77881 cttttttagc aaggtcccta atataggaac tggatattac aaatacttta tcgacttggg
    77941 tcttctcatg agaatggaaa ggaaactatc tgataagata tcttctcaaa agattaagga
    78001 gatggaagaa acagaagact tttaattctt atcaataaca tatttttcta tgatctgtct
    78061 tttaaacgat ggattttcca caaatgcgcc tctcaagtcc ctcatagaat gatacacgta
    78121 taaaaaatat aacataggtg atgactcctt atttttagac attagatatg ccaaaatcat
    78181 agccccgctt ctatttactc ccgcaacaca atgaaccaac acgggctcgt ttcgttgatc
    78241 acatttagat aagaaggcgg ttacgtcgtc aaaatattta ctaatatcgg tagttgtatc
    78301 atctaccaac ggtatatgaa taatattaat attagagtta ggtaatgtat atttatccat
    78361 cgtcaaattt aaaacatatt tgaacttaac ttcagatgat ggtgcattca tagcattttt
    78421 ataatttccc aaatacacat tattggttac tcttgtcatt atagtgggag atttggctct
    78481 gcgcatatct ccagttgaac gtagtagtaa gtatttatac aaacttttct tatccattta
    78541 taacgtacaa atggataaaa ctactttatc agtaaacgcg tgtaatttag aatacgttag
    78601 agaaaaggct atagtaggcg tacaagcagc caagacatca acacttatat tctttgttat
    78661 tatattggca attagtgcgc tattactctg gtttcagacg tctgataatc cagtctttaa
    78721 tgaattaacg agatatatgc gaattaaaaa tacggttaac gattggaaat cattaacgga
    78781 tagtaaaaca aaattagaaa gtgatagagg tagacttcta gccgctggta aggatgatat
    78841 attcgaattc aaatgtgtgg attttggtgc ctattttata gctatgcgat tggataagaa
    78901 aacatatcta ccgcaagcta ttaggcgagg tactggagac gcgtggatgg ttaaaaaggc
    78961 ggcaaaggtt gatccatctg ctcaacaatt ttgtcagtat ttgataaaac acaagtctaa
    79021 taatgttatt acttgtggta atgagatgtt aaatgaatta ggttatagcg gttattttat
    79081 gtcgccacat tggtgttccg atcttagtaa tatggaatag tgttagataa atgcggtaac
    79141 aaatgttcct gtaaggaacc ataacagctt agatttaacg ttaaagatga gcataaacat
    79201 aataaacaaa attacaatca aacctataac attaatatca aacaatccaa aaaatgaaat
    79261 cagtggagta gtaaatgcgt acataactcc tggataacgt ttaacagctg ccgttcctat
    79321 tctagaccaa aaatttggtt tcatgttttc aaagcggtgt tctgcaacaa gacgaggatc
    79381 gtgttctacg tatttggcag agttatccat tatttgcctg ttaatcttta tttcgttttc
    79441 gattctggct atttcaaaat aaaatcccga tgatagacct ccagacttta taatttcatc
    79501 tacaatgttc agcgccgtag taactctaat aatataggct gacaagctaa catcataccc
    79561 tcctgtatat gtgaatatga catgattttt gtccattact agctcggttt taactttatt
    79621 gcctgtaata atttctctca tctgtaggat atctattttc ttgtcatgca ttgcctttaa
    79681 gactggacga agaaacgtaa tatcctcaat aacgttatca ttttctacaa taactacata
    79741 ttctaccttt ttattttcta actcggtaaa aaatttagaa tcccataggg ctaaatgtct
    79801 agcgatattt cttttcgttt cctctgtaca catggtgtta caaaaccctg aaaagaagtg
    79861 agtatacttg tcatcatttc taatgtttcc tccagtccag tgtataaacg cataatcctt
    79921 gtaatgatct ggatcatcct tgactatcac aacatttctt ttttctggca taacttcgtt
    79981 gtccttcaca tcatcgaact tctgatcatt aatatgctca tgaagattag gaaatgtttc
    80041 tgatggaggt ctatcaataa ctggcacaac aataacagga gttttattca cagtcgccat
    80101 ttagttattg aaattaatca tatacaactc tctaatacga gttatatttt cgtctatcca
    80161 ttgtttcaca ttgacatatt tcgacaaaaa gatataaaat gcgtattcca atgcttctct
    80221 gtttaatgaa ttactaaaat atacaaacac gtcactgtct ggcaataaat gatatcttag
    80281 aatattgtaa caatttattt tgtattgcgc atgttcgtga tctatgagtt cttcttcgaa
    80341 tggcatagga tctccgaatc tgaaaatgta taaataggag ttagaataat aatatttgag
    80401 agtattggta atgtacaaac tctttagcgg tataattagt ttttttctct cgatttctat
    80461 ttttagatgt gatggaaaaa tgactaattt tgtagcatta gtatcatgaa ctctaatcaa
    80521 aatcttaata tcttcgtcac acgttagctc tttgaactgt ttaagagatg catcagttgg
    80581 ttccacggat ggagtaggtg caacaatttt ttgttcgaca tatgtatgta ctggagccat
    80641 tgtcttaact ataatggtgc ttgtatcgaa aaactttaat gtagatagcg gaagctcttc
    80701 gccgcgactt tctacgtcgt aattaggttc taatgccgat ctttgaatgg atactagttt
    80761 tctaagttct aatgtgattc tctgaaaatg taaatccaat tcctccggca ttatagatgt
    80821 gtatacatcg gtaaataaaa ctatagtatc caacgatccc ttctcgcaaa ttctagtctt
    80881 aaccaagaaa tcgtatataa ctacggaaat ggcgtattta agagtggatt cttctaccgt
    80941 tttgttcttg gatttcatat aagaaactat aaagtccgca ctactgttaa gaatgattac
    81001 taacgcaact atatagttta aattaagcat cttggaaaca taaaataact ctgtagacga
    81061 tacttgactt tcgaataagt ttgcagacaa acgaagaaag aacagacctc tcttaatttc
    81121 agaagaaaac tttttttcgt attcctgacg tctagagttt atatcaataa aaaagttaag
    81181 aattagtcgg ttaatgttgt atttcattac ccaagtttga gatttcataa tattatcaaa
    81241 agacatgata atattaaaga taaagcgctg actatgcacg aaatagctat atggttcgct
    81301 caagaatata gtcttgttaa acgtggaaac gataactgta tttttaatta cgtcagctgc
    81361 atctaaatta aatataggta tatttattcc acacactcta caatatgcca caccatcttc
    81421 ataataaata aattcattag caaagttatt aattttagtg aaatagttag cgtcaacttt
    81481 catagcttcc ttcaatctaa tttgatgctc acacggtgcg aattccactt taacatctct
    81541 tttccatgcc tcaggttcat cgatctctat aatatctagt ttcttgcgtt taataaacac
    81601 gggttcgtct ttcgcaatga ggtctgtata gtaactatgt aaatgataac tagatagaaa
    81661 gatgtagcta tatagatgac gatcctttaa gagaggtatg ataactttac cccaatcaga
    81721 taaactattg ttatggtctt cggaaaaaga atttttataa atttttccag tattttccaa
    81781 atatacgtac ttgacatcta aaaaatcctt aatgataata ggaatggata atccgtctat
    81841 tttataaaga aatacatatc gcacattata cttttttttg gaaatgggaa taccgatgtg
    81901 tctacataaa tatgcaaagt ctaaatattt tttagagaat cttaattggt ccaaattctt
    81961 ttccaagtac ggtaatagat ttttcatatt gaacggtatc ttcttgattt ctggttctaa
    82021 ttccgcatta aatgatgaaa ctaagtcgct atttttataa ctaacgatta catcacctct
    82081 aacatcatca tttaccagga tactgatctt cttttgtcgt aaatacatgt ctaatgtgtt
    82141 aaaaaaaaga tcatacaagt tatacgtcat ttcatctgta gtattcttgt cattgagtga
    82201 taaacttgtg ctaatctctt ctttaacagt ctgttcaaat ttatatccta tatacgaaaa
    82261 aatagcaacc aatgtttgat cattcgcgtc aatattctgt tctattgtag tgtataacaa
    82321 tcttatatct tcttccgtga tagctgatac gttataaagg ttgataacga aaatattttt
    82381 atttcgtgag ataaagtcat cgtaggattt tggacttata ttcgcgtcta gtagatatgc
    82441 ttttattttt ggaataatct caattagaat agtctcttta gagtccattt aaagttacaa
    82501 acaactagga aattggttta taatgtataa tttttttagt ttttatagat tctttattct
    82561 atacttaaaa aatgaaaata aatacaaagg ttcttgaggg ttgtgttaaa ttgaaagcga
    82621 gaaataatca taaattattt cattatcgcg atatccgtta agtttgtatt gtaatggcgt
    82681 ggtcaattac gaataaagcg gatactagta gtttcacaaa gatggctgaa attagagctc
    82741 atctaagaaa tagcgctgaa aataaagata aaaacgatga tattttcccg gaagatgtaa
    82801 taattccatc tactaagccc aaaaccaaac gagccactac tcctcgtaaa ccagcggcta
    82861 ctaaacgatc aaccaaaaag gataaagaaa aggaggaagt ggaagaagaa gaagtagtta
    82921 tagaggaata tcatcaaaca actgaagaaa attctccacc tccgtcatca tctcctggag
    82981 tcggcaacat tgtagaaagc gtgaccgctg tagagcttga tgatagcaac ggggatgatg
    83041 ataatgataa tgataatgac gataatgaac ctatggtaca agttgaagct ggtaaagtaa
    83101 atcatagtgc tagaagcgat ctctctgacc taaaggtggc taccgacaat attgttaaag
    83161 atcttaagaa aattattact agaatctctg cagtatcgac tgttctagag gatgttcaag
    83221 cagctggtat ctctagacaa tttacttcta tgactaaatc tattacaaca ctatctgatc
    83281 tagtcaccga gggaaaatct aaagttgttc gtaaaaaagt taaaacttgt aagaagtaaa
    83341 tgcgtgcact tttttataaa gatggtaaac tgtttaccga taataatttt ttaaatcctg
    83401 tatcagacaa taatccagcg tatgaggttt tgcaacatgt taaaattcct actcatttaa
    83461 cagatgtagt agtatatgga caaacgtggg aggaggcgtt aactagatta atttttgtgg
    83521 gaagtgattc aaaaggacgt agacaatact tttacggaaa aatgcatgta cagaatcgca
    83581 acgctaaaag agatcgtatt tttgttagag tatataacgt tatgaaacga attaattgtt
    83641 ttataaacaa aaatataaag aaatcatcca cagattccaa ttatcagttg gcagttttta
    83701 tgttaatgga aactatgttt tttattagat ttggtaaaat gaaatatctt aaggagaatg
    83761 aaacagtagg gttattaaca ctaaaaaata aacacataga aataagtccc gataaaatag
    83821 ttatcaagtt tgtaggaaag gacaaagttt cacatgaatt tgttgttcat aagtctaata
    83881 gactatataa accgctattg aaactgacgg atgattctag tcccgaagaa tttctgttca
    83941 acaaactaag tgaacgaaag gtatacgaat gtatcaaaca gtttggtatt agaatcaagg
    84001 atctccgaac gtatggagtc aattatacgt ttttatataa tttttggaca aatgtaaagt
    84061 ccatatctcc tcttccatca ccaaaaaagt taatagcgtt aactatcaaa caaactgctg
    84121 aagtggtagg tcatactcca tcaatttcaa aaagagctta tatggcaacg actattttag
    84181 aaatggtaaa ggataaaaat tttttagatg tagtatctaa aactacgttc gatgaattcc
    84241 tatctatagt cgtagatcac gttaaatcat ctacggatgg atgatataga tccttacaca
    84301 aataattaca aaaccgataa atggaaatgg ataagcgtat gaaatctctc gcaatgaccg
    84361 ctttctttgg agagctaacc acattagata ttatggcatt aataatgtct atatttaaac
    84421 gccatccaaa caataccatt ttttcagtgg ataaggatgg tcagtttatg attgatttcg
    84481 aatacgatac ttataaggct tctcaatatt tggatttgcc ccttactccg atatctggag
    84541 atgaatgcaa gactcacgca tcgagtatag ccaaacaatt ggcgtgtgtg gacattatta
    84601 aagaggatat tagcgaatat atcaaaacta caccccgtct taaacgattt ataaaaaaat
    84661 accgcaatag atcagatact cgtatcagtc aagatacaga aaagcttaaa atagctctag
    84721 ctaaaggcat agattacgaa tatataaaag acgcttgtta ataagtaaat gaaaaaaaac
    84781 tagtcgttta taataaaaca cgatatggat gccaacgtag tatcatcttc cactatcgcg
    84841 acatatatag acgctttagc aaagaatgct tcggaattag aacagggttc taccgcatac
    84901 gaaataaata atgaattgga actagtattt attaagccgc cattgattac tttgacaaat
    84961 gtagtaaata tctccacgat tcaggaatcg tttatccgat ttaccgttac taataaggaa
    85021 ggcgtcaaaa ttagaactaa gattccatta tctaaggtac atggtctaga tgtaaaaaat
    85081 gtacagttag tagatgctat agataacata gtttgggaaa agaaatcatt agtgacggaa
    85141 aatcgtcttc ataaagcatg cttgttgaga ctatcaacag aggaacgcca tatatttttg
    85201 gattacaaga aatatggatc ctctatccga ctagaattag ttaatcttat tcaagcaaaa
    85261 acaaaaaact ttacgataga ctttaagcta aaatattttc taggatccgg tgcgcagtct
    85321 aaaagttctt tattgcacgc tattaatcat ccaaagtcaa ggcctaatac atctctggaa
    85381 atagaattca cacctagaga caatgaaaca gttccatatg atgaactaat aaaggaattg
    85441 acgactttct cgcgtcatat atttatggct tctccagaga atgtaattct ttctccacct
    85501 attaacgcac ctataaagac ttttatgttg cctaaacaag atatagtagg tatggatctg
    85561 gaaaatctat atgccgtaac taagactgac ggcattccta taactatcag agttacatca
    85621 aaggggttgt attgttattt tacacatctt ggttatatta ttagatatcc agttaagaga
    85681 ataatagatt ctgaagtagt agtctttggt gaggcagtta aggataagaa ctggactgta
    85741 tatctcatta agctaataga gcccgtaaat gcaatcagtg atagactaga agaaagtaag
    85801 tatgtcgaat ctaaactagt ggatatttgt gatcggatag tattcaagtc aaagaaatac
    85861 gaaggtcctt ttactacaac tagtgaagtc gttgatatgt tatctacata tttaccaaag
    85921 caaccagaag gtgttatttt gttttattca aagggaccta aatctaacat tgattttaaa
    85981 atcaaaaagg agaatactat agaccaaact gtaaatgtag tatttaggta catgtccagt
    86041 gaaccaatta tctttggaga atcatctatc tttatagagt ataagaaatt taccaacgat
    86101 aaaggctttc ctaaagaata tggttctggt aaaattgtgt tatacaacgg cgttaattat
    86161 ctaaataata tctattgttt ggaatatatt aatacacata atgaagtggg tattaagtcc
    86221 gtggttgtac ctattaagtt tatagcagaa ttcttagtca atggagaaat acttaaacct
    86281 agaatcgata aaaccatgaa atatattaac tcagaagact attatggaaa tcaacataat
    86341 gtcatagttg aacatttaag agatcaaagc atcaaaatag gagatgtctt taacgaggac
    86401 aaactatctg atgtaggaca tcaatatgcc aataatgata aatttagatt aaatccagaa
    86461 gttagttatt ttacgaataa aagaactaga ggaccgttgg gaattttatc gaactacgtc
    86521 aagactcttc ttatttctat gtattgttcc aaaacatttt tagacgattc caacaaacga
    86581 aaggtattgg cgattgattt tgaaaacggt gctgacctgg aaaaatactt ttatggagag
    86641 attgcgttat tggtagcgac ggatccagat gctgatgcta tagctagagg aaatgaaaga
    86701 tacaacaaat taaattctgg aattaaaacc aagtactaca aatttgacta cattcaggaa
    86761 actattcgat ccaatacatt tgtatctagt gtcagagaag tattttattt tggaaagttt
    86821 aatatcatcg actggcagtt tgctatccat tattctttcc atccgagaca ttatgctacc
    86881 atcatgaata acttatccga actaactgct tctggaggca aggtattaat tactaccatg
    86941 gacggagaca aattatcaaa attaaccgat aaaaagactt ttataattca taagaatcta
    87001 cctagtagcg aaaactatat gtctgtagaa aaaatagctg atgatagaat agtggtatat
    87061 aatccatcaa caatgtctac tccaatgact gaatacatta tcaaaaagaa cgatatagtt
    87121 agagtgttta acgaatacgg atttgttctt gtagataatg ttgatttcgc tacaattata
    87181 gaacgaagta aaaagtttat taatggtgca tctacaatgg aagatagacc gtctacaaga
    87241 aactttttcg aactaaatag aggagccatt aaatgtgaag gtttagatgt cgaagactta
    87301 cttagttact atgttgttta tgtcttttct aagcggtaaa taataatatg gtatgggttc
    87361 tgatatcccc gttttaaatg cattaaataa ttccaataga gcgatttttg ttcctatagg
    87421 accttccaac tgtggatact ctgtattgtt aatagatata ttaatacttt tgtcgggtaa
    87481 caaaggttct acgtcttcta aaaataaaag tttgataaca tctggcctgt tcataaataa
    87541 aaacttggcg attctatata tactcttatt atcaaatcta gccattgtct tatagatgtg
    87601 agctactgta ggtgtaccat ttgattttct ttctaatact atatatttct ctcgaagaag
    87661 ttcttgcaca tcatctggga ataaaatact actgttgagt aaatcagtta ttttttttat
    87721 atcgatattg atggacattt ttatagttaa ggataataag tatcccaaag tagataacga
    87781 cgataacgaa gtatttatac ttttaggaaa tcacaatgac tttatcagat caaaattaac
    87841 aaaattaaag gagcatgtat ttttttctaa atatattgta actccagata catatggatc
    87901 tttatgtgta gaattaaatg gatctagttt tcagcacggt ggtagatata tagaggtgga
    87961 ggaatttata gatgatggaa gacaagttag atggtgttct acatccaatc atatatctga
    88021 agatataccc gaagatatac acactaataa atttattatt tatgatattt atacgtttga
    88081 ttcgttcaaa aataaacgat tggtatttgt acaggtacct acatcattag gagatgatag
    88141 ctatttaact aacccgttat tgtcaccgta ttattgtaat tcagtagcta gacaaatggt
    88201 caatgatatg atttttaatc aagattcatt tttaaaatat ttattagaac atctgattag
    88261 aagccactat agagtttcta aacatataac aatagttaga tacaaagata ccgaagaatt
    88321 aaatctaacg agaatatgtt ataatagaga taagtttaag gcgtttgcat tcgcttggtt
    88381 taacggcgtt ttggaaaatg aaaaagtact agatacgtat aaaaaggtat ctgatttgat
    88441 ataatgaatt cagtgactgt atcacacgca ccatatacta ttacttatca cgatgattgg
    88501 gaaccagtca tgaatcaatt agtagagttt tataacgaag tagccagttg gctgctacga
    88561 gacgagacgt cgcctattcc tgataagttc tttatacagt tgaaacaacc gcttagaaat
    88621 aagcgcgtat gtgtgtgtgg tatagatccg tatccgaaag atggaactgg tgtaccgttc
    88681 gagtcaccaa attttacaaa aaaatcaatt aaggagatag catcttctat atctagatta
    88741 accggagtaa ttgattataa aggttataac cttaatataa tagacggggt tataccctgg
    88801 aattattact taagttgtaa attaggagaa acaaaaagtc acgcgattta ctgggataag
    88861 atttctaagt tactgctgca tcatataact aaacacgtta ggtttcttta ttgtttgggt
    88921 aaaacagatt tctcgaatat acgggccaag ttagaatctc cagtaactac catagtggga
    88981 tatcatccag cagctagaga ccgtcaattc gagaaagata gatcatttga aattatcaac
    89041 gttttactgg aattagacaa caaggcacct ataaattggg ctcaagggtt tatttattaa
    89101 tgctttagtg aaattttaac ttgtgttcta aatggatgcg gttattagag gtaatgatgt
    89161 tatctttgtt cttaagacta taggtgtccc gtcagtatgc agacaaaatg aagatccaag
    89221 atttgtagaa gcatttaaat gcgacgagtt agaaagatat attaagaata atccagaatg
    89281 tacactattc gaaagtctta gggatgagga agcatattct atagtcagaa ttttcatgga
    89341 tgtagattta gacgcgtgtc tagacgaaat agattattta acagctattc aagattttat
    89401 tatcgaggtg tcaaactgtg tagctagatt cgcgtttaca gaatgcggtg ccattcatga
    89461 aaatgtaata aaatccatga gatctaattt ttcattaact aagtctacaa atagagataa
    89521 aacaagtttt catatcatct ttttagatac gtataccact atggatacct tgatagccat
    89581 gaaacgaaca ctattagaat taagtagatc atctgaaaat ccactaacaa gatcgataga
    89641 cactgccgta tataggaaaa aaacaactct tcgggttgta ggtactagga aaaatccaaa
    89701 ttgcgacact attcatgtaa tgcaaccacc gcatgataat atagaagatt acctattcac
    89761 ttacgtggat atgaacaaca atagttatta cttttctcta caacgacgat tggaggattt
    89821 agttcctgat aagttatggg aaccagggtt tatttcattc gaagacgcta taaaaagagt
    89881 ttcaaaaata ttcattaatt ctataataaa ctttaatgat ctcgatgaaa ataattttac
    89941 gacggtacca ctggtcatag attacgtaac accttgtgca ttatgtaaaa aacgatcgca
    90001 taaacatccg catcaactat cgttggaaaa tgatgctatt agaatttaca aaactggtaa
    90061 tccacatagt tgtaaagtta aaattgttcc gttggatggt aataaactgt ttaatatcgc
    90121 acaaagaatt ttagacacta actctgtttt attaaccgaa cgaggagacc atatagtttg
    90181 gattaataat tcatggaaat ttaacagcga agaaccctta ataacaaaac taattctgtc
    90241 aataagacat caactaccta aggaatattc aagcgaatta ctctgtccga ggaaacgaaa
    90301 gactgtagaa gctaacatac gagacatgtt agtagattca gtagagaccg atacctatcc
    90361 ggataaactt ccgtttaaaa atggtgtatt ggacctggta gacggaatgt tttactctgg
    90421 agatgatgct aaaaaatata cgtgtactgt atcaaccgga tttaaatttg acgatacaaa
    90481 gttcgtcgaa gatagtccag aaatggaaga gttaataaat atcattaacg atatccaacc
    90541 attaacggat gaaaataaga aaaatagaga gttgtacgaa aaaactttat ctagttgttt
    90601 atgcggtgct accaaaggat gtttaacatt cttttttgga gaaacggcaa ctggaaagtc
    90661 gacaaccaaa cgtttgttaa agtctgctat cagtgatctg tttgttgaga cgggtcaaac
    90721 aattttaaca gatgtattgg ataaaggacc taatccattt atcgctaaca tgcatttgaa
    90781 aagatctgtg ttctgtagcg aactacctga ttttgcatgt agtgggacaa agaaaatcag
    90841 atctgataat attaaaaagt tgacagaacc ttgtgtcatt ggaagaccgt gtttctccaa
    90901 taaaattaat aatagaaacc atgctacaat cattatcgat actaattaca aacctgtctt
    90961 tgataggata gataacgcat taatgagaag aatcgccgtt gtgcgattca gaacacactt
    91021 ttctcaacct tctggtagag aggctgctga aaataatgac gcgtacgata aagtcaaact
    91081 attagacgag gggttagatg gtaaaataca aaataataga tatagattcg catttctata
    91141 cttgttggtg aaatggtaca gaaaatatca tgttcctatt atgaaactat atcctacacc
    91201 ggaagagatt cctgactttg cattctatct caaaataggt actctgttag tatctagctc
    91261 tgtaaagcat attccattaa tgacggacct ctccaaaaag ggatatatat tgcacgataa
    91321 tgtggttact cttccgttga ctactttcca acagaaaata tccaagtatt ttaattctag
    91381 actatttgga cacgacatag agagcttcat caatagacat aagaaatttg ccaatgttag
    91441 tgatgaatat ctacaatata tattcataga ggatatttca tctccgtaaa tatatgctca
    91501 tatatttata gaagatatta catatctaaa tgaataccgg aatcatagat ttatttgata
    91561 atcatgttga tagtatacca actatattac ctcatcagtt agctactcta gattatctag
    91621 tcagaactat catagatgag aacagaagcg tgttattgtt ccatattatg ggatcaggta
    91681 aaacaataat cgctttgttg ttcgccttga tagcttccag atttaaaaag gttcacattc
    91741 tagtgccgaa cattaacatt ttgaaaattt ttaattataa tatgggtgta gctatgaact
    91801 tgtttaatga tgaattcata gctgagaata tctttattca ttcaacaaca agtttttatt
    91861 ctcttaatta taacgataac gtcattaatt ataacggatt atctcgctac aataactcta
    91921 tttttatcgt tgatgaggca cataatatct ttgggaataa tactggagaa cttatgaccg
    91981 taataaaaaa taaaaacaag attccttttc tactattgtc tggatctccc attactaaca
    92041 cacctaatac tctgggtcat attatagatt taatgtccga agagacgata gattttggtg
    92101 agattattag tcgtggtaag aaagtaattc agacacttct taacgaacgc ggtgtgaatg
    92161 tactcaagga tttgcttaaa ggaagaatat catattacga aatgcctgat aaagatttac
    92221 caacgataag atatcacgga cgtaagtttc tagatactag agtagtatat tgtcacatgt
    92281 ctaaacttca agagagagat tatatgatta ctagacgaca gctatgttat catgaaatgt
    92341 ttgataaaaa tatgtataac gtgtcaatgg cagtattggg acaacttaat ctgatgaata
    92401 atttagatac tttatttcag gaacaggata aggaattgta cccaaatctg aaaataaata
    92461 atggtgtgtt atacggagaa gaattggtaa cgttaaacat tagttccaaa tttaaatact
    92521 ttatcaatcg gatacagaca ctcaacggaa aacattttat atacttttct aattctacat
    92581 atggtggatt agtaattaaa tatatcatgc tcagtaatgg atattctgaa tataatggtt
    92641 ctcagggaac taatccacat atgataaacg gcaaaccaaa aacatttgct atcgttacta
    92701 gtaaaatgaa atcgtcttta gaggatctat tagatgtgta taattctcct gaaaacgatg
    92761 atggtagtca attgatgttt ttgttttcgt caaacattat gtccgaatcc tatactctga
    92821 aagaggtaag gcatatttgg tttatgacta tcccggatac tttttctcaa tacaaccaaa
    92881 ttcttggacg atctattaga aaattctctt acgtcgatat ttctgaaccc gttaatgtat
    92941 atcttttagc agccgtatat tccgatttca atgacgaagt gacgtcatta aacgattaca
    93001 cgcaggatga attgattaat gttttaccct ttgacattaa aaagctgttg tatctaaaat
    93061 ttaagactaa agaaacgaat agaatatact ctattcttca agagatgtct gaaacgtatt
    93121 ctcttccacc acatccatca attgtaaaag ttttattggg agaattggtc agacaatttt
    93181 tttataataa ttctcgtatt aagtataacg atgccaagtt acttaaaatg gttacatcag
    93241 ttataaaaaa taaagaagac gctaggaatt acatagatga tattgtaaac ggtcacttct
    93301 ttgtatcgaa taaagtattt gataaatctc ttttatacaa atacgaaaac gatattatta
    93361 cagtaccgtt tagactttcc tacgaaccgt ttgtttgggg agttaacttt cgtaaggaat
    93421 ataacgtggt atcttctcca taaaactgat aaaatatata aagaaataaa tgtcgagctt
    93481 tgttaccaat ggataccttc cagttacatt ggaaccacat gagctgacgt tagacataaa
    93541 aactaatatt aggaatgccg tatataagac gtatctccat aaagaaatta gtggtaaaat
    93601 ggccaagaaa atagaaattt gtaaagacgt ggaattacct ctcggcgaaa tagttaataa
    93661 ttctgtagtt ataaacgttc cgtgtgtaat aacctacgcg tattatcacg ttggggatat
    93721 agttagagga acattaaaca tcgaagatga atcaaatgta actattcaat gcggagattt
    93781 aatctgtaaa ctaagtagag attcgggtac tgtatcattt agcgattcaa agtactgctt
    93841 ttttcgaaat ggtaatgcgt atgataacgg cagcgaagtc tccgccgttc taatggaggc
    93901 tcaacaaggt accgaatcta gttttgtttt tctcgcgaat atcgtcgact cataagaaag
    93961 agaatagcgg taagtatata tacgaatact atggcaataa ttgcgaatgt tttattccct
    94021 tcgatatatt tttgataata tgaaaaacat gtctctctca aatcagacaa ccatctcata
    94081 aaatagttct cgcgtgctgg agaggtagtt gctgctcgta taatctcccc agaataatat
    94141 acttctgtgt catcgttcaa tttatacgga tttctatagt tctctgttat ataatgcggt
    94201 ttgccctcat gattagacaa cgacaatagt gttctgaatt tagatagttg atcagaatga
    94261 atgtttattg gcgttggaaa aattatccat acagcgtctg cagagtggtt gatagttgtt
    94321 cctagatatt taaaataatc caacttacta ggcagcaaat tgtctagata aaatactgaa
    94381 tcaaacggtg cagacgtatt ggcggttcta atggaatcca attgattgac tatcttttga
    94441 aaatatacat ttttatgatc cgatacttgt aagaatatag aaataatgat aagtccatca
    94501 tcgtgttttt ttgcctcttc ataagaacta tattttttct tattccaatg aacaagatta
    94561 atctctccag agtatttgta cacatctatc aagtgattgg atccataatc gtcttccttt
    94621 ccccaatata tatgtagtga tgataacaca tattcattgg gaagaaaccc tccacttaaa
    94681 tatcctcctt taaaattaat ccttactagt tttccagtat tctggatagt ggttggtttc
    94741 gactcattat aatgtatgtt taacggcttt aatcgcgcgt tagaaattgc ttttttagtt
    94801 tctatattaa taggagatag ttgttgtgac atagtaaaaa tgaaatgata actgtttaga
    94861 aatagctctt agtatgggaa ttacaatgga tgaggaagtg atatttgaaa ctcctagaga
    94921 attaatatct attaaacgaa taaaagatat tccaagatca aaagacacgc acgtgtttgc
    94981 tgcgtgtata acaagtgacg gatatccgct aataggagct agaagaactt cattcgcatt
    95041 ccaggcgata ttatctcaac aaaattcaga ttctatcttt agagtatcca ctaaactatt
    95101 acggtttatg tattacaatg aactaagaga aatctttaga cggttgagaa aaggttctat
    95161 caacaatatc gatcctcact tcgaagagtt aatattattg ggtggtaaac tagataaaaa
    95221 ggaatctatt aaagattgtt taagaagaga attaaaagag gaaagtgatg aacgtataac
    95281 agtaaaagaa ttcggaaatg taattctaaa acttacaaca caggataaat tatttaataa
    95341 agtgtatata ggttattgca tgtcgtgttt tattaatcaa tcattagagg atttatcaca
    95401 tactagtatt tacaatgtag aaattagaaa gattaaatca ttaaatgatt gtattaacga
    95461 tgataaatac gaatatctgt cttatattta taatatgcta gttaatagta aatgaacttt
    95521 tacagatcta gtataattag tcagattatt aagtataata gacgactagc taagtctatt
    95581 atttgcgagg atgactctca aattattaca cttacggcat tcgttaacca atgcctatgg
    95641 tgtcataaac gagtatccgt gtccgctatt ttattaacta cggataacaa aatattagta
    95701 tgtaacagac gagatagttt tctctattct gaaataatta gaactagaaa catgtctaga
    95761 aagaaacgat tatttctaaa ttattccaat tatttgaaca aacaggaaag aagtatacta
    95821 tcgtcatttt tttctctaga tccagctacg attgataatg atagaataga cgctatttat
    95881 ccgggcggta tactcaaaag gggtgagaac gttccagagt gtctatccag ggaaatcaaa
    95941 gaagaagtta atatagacaa ttcttttgta ttcatagaca ctcggttttt tattcatggt
    96001 atcatagaag ataccattat taacaaattt tttgaagtaa ttttctttgt tggaagaata
    96061 tctctaacga gtgatcaaat tattgatacc tttaaaagta atcatgaaat taaggatcta
    96121 atatttttag atccgaattc aggtaatgga ctccaatacg aaattgcaaa atatgctcta
    96181 gatactgcaa aacttaaatg ttatggccat agaggatgtt attatgaatc attaaaaaaa
    96241 ttaactgagg atgattgatt agaaaatata aattaattta ccatcgtgta tttttataac
    96301 gggattgtcc ggcatatcat gtagatagtt accatctaca tcgtatactc gaccatctac
    96361 gcctttaaat cctctattta ttgacattaa tctattagaa ttggaatacc aaatattagt
    96421 accctcaatt agtttattgg taatattttt tttagacgat agatcgatgg ctcttgaaac
    96481 caaggttttc caaccggact cgttatcgat cggtgaaaag tctttttcat tagcatgaat
    96541 ccattctaat gatgtatgtt taaacactct aaacaattgg acaaattctt ttgatttgct
    96601 ttgaataatt tcaaataggt cttcgtctac agtaggcata ccattagata atctagccat
    96661 tataaagtgc acgtttacat atctacgttc tggaggagta agaacgtgac tattaagacg
    96721 aatggctctt cctactattt gacgaagaga tgcctcgttc caagtcatat ctagaatgaa
    96781 gatatcatta attgagaaaa aactaatacc ctcgcctcca ctagaagaga atacacatgt
    96841 tttaatgcat tctccgttag tgtttgattc ttggttaaac tcagccaccg ccttgattct
    96901 agtatctttt gttctagatg agaactctat attagagata ccaaagactt tgaaatatag
    96961 taataaaatt tctattcctg actgattaac aaatggttca aagactagac atttaccatg
    97021 tgatgctaat attcccaaac atacatctat gaatttggcg cttttctctt ttaattcagt
    97081 aaatagagag atatcagccg cactagcgtc ccctcccaat agttctccct ttttaaaggt
    97141 atctaatgcg gatttagaaa actctctatc tcttaatgag cgtttaaagt cattatatag
    97201 ggttgctatc tcttgcgcgt attcacccgg atcacgattt tgtctttcag gaaagctatc
    97261 gaacgtaaac gtagtagcca tacgtcgcag aattctaaat gatgatatac ctgtttttat
    97321 ttcagtaagt ttagcctttt gataaatctc ttcttgcttt tttgacatat taacgtatcg
    97381 cattaatact gttttcttag cgaatgatgc agacccttct acgtcatcaa aaatagaaaa
    97441 ctcgttatta actatgtacg aacataggcc tcctagtttg gagactaatt ctttttcatt
    97501 aactagacgt ttattctcaa atagcgattg gtgttgtaag gatcctggtc gtagtaagtt
    97561 aaccaacatg gtgaattctt gcacactatt gacgataggt gtagccgata aacaaatcat
    97621 cttatggttt tttaacgcaa tggtcttaga taaaaaatta tatactgaac gagtaggacg
    97681 gatcttacca tcttctttga ttaatgattt agaaatgaag ttatgacatt catcaatgat
    97741 gacgcatatt ctactcttgg aattaatagt tttgatatta gtaaaaaatt tatttctaaa
    97801 attttgatca tcgtaattaa taaaaataca atccttcgtt atctctggag cgtatctgag
    97861 tatagtgttc atccaaggat cttctatcaa agcttttttc actaataaga taatagccca
    97921 attcgtataa atatccttaa gatgtttgag aatatataca gtagtcattg ttttaccgac
    97981 acctgtttca tggaacaata aaagagaatg catactgtct aatcctaaga aaactcttgc
    98041 tacaaaatgt tgataatcct tgaggcgtac tacgtctgtt cccatcattt caacaggcat
    98101 attagtagtt ctgcgcaagg cataatcgat ataggccgca tgtgatttac tcatttatag
    98161 tgataagtaa taactatgtt ttaaaaatca taacagtagt ttaactagtc ttctctgatg
    98221 tttgttttcg atacttttcg aatcagaagt catactagaa taaagcaacg agtgaacgta
    98281 atagagagct tcgtatactc tattcgaaaa ctctaagaac ttattaatga attccgtatc
    98341 cactggatcg tttagaatac taaattgaac actgttcaca tccttccaag aagaagactt
    98401 agtaacggac ttaacatgag acataaataa atccaaattt tttttacaaa cattactagc
    98461 caccataatg gcgctatctt ttaaccagct atcgcttaca catttcagca atctaacatt
    98521 tttaaagaga ctacaatata ttctcatggt atcgattaca cctctaccga atagagtagg
    98581 aagtttaata atacaatatt tttcgtttac aaaatcaaat aatggtcgaa acacgtcaaa
    98641 ggttaacatc ttataatcgc taatgtatag attgttttca gtaagatgat tattagattt
    98701 aatagcatct cgttcgcgtt taaacagttt attgcgtgcg ctaagatcgg caactactgc
    98761 gtccgcttta gtacttctcc cataatactt tacgctatta atctttaaaa tttcatagac
    98821 tttatctaga tcgctttctg gtaacatgat atcatgtgta aaaagtttta acatgtcggt
    98881 tggcattcta tttagatcat taactctaga aatctgaaga aagtaattag ctccgtattc
    98941 caaactaggt aatgggcttt tacctagaga cagattaagt tctggcaatg tttcataaaa
    99001 tggaagaagg acatgcgtcc cctcccggat attttttaca atttcatcca tttacaactc
    99061 tatagtttgt tttcattatt attagttatt atctcccatt atcttggtaa tacttacccc
    99121 ttgatcgtaa gataccttat acaggtcatt acatacaact accaattgtt tttgtacata
    99181 atagattgga tggttgacat ccatggtgga ataaactact cgaacagata gtttatcttt
    99241 ccccctagat acattggccg taatagttgt cggtctaaag aatatctttg gtgtaaagtt
    99301 aaaagttagg gttcttgttc cattattgct ttttgtcagt agttcattat aaattctcga
    99361 gatgggcccg ttctctgaat atagaacatc atttccaaat ctaacttcta gtctagaaat
    99421 aatatcggtc ttattcttaa aatctattcc cttgatgaag ggatcgttaa tgaacaaatc
    99481 cttggccttt gattcggctg atctattatc tccgttatag acgttacgtt gactagtcca
    99541 aagacttaca ggaatagatg tatcgatgat gttgatacta tgtgatatgt gtgcaaagac
    99601 tgttctcttg gtggcgtcgc tatatgttcc agtaatggcg gaaaactttt tagaaatgtt
    99661 atatataaaa gaattttttc gggttccaaa cattaacaga ttagtatgaa gataaacact
    99721 catattatca ggaacattat caatttttac atacacatca gcatcttgaa tagaaacgat
    99781 accatcttct ggaacctcaa caatctcggc agactccgga taaccagttg gtgggccatc
    99841 actaacaata actagatcat ccaacaatct actcacatat gcatctatat aatctttttc
    99901 atcttgtgag taccctggat acgaaataaa tttattatcc gtatttccat aataaggttt
    99961 agtataaaca gagagcgatg ttgccgcatg aacttcagtt acagtcgccg ttggttggtt
   100021 tatttgacct attactctcc taggtttctc tataaacgat ggtttaattt gtacattctt
   100081 aaccatatat ccaataaagc tcaattcagg aacataaaca aattctttgt tgaacgtttc
   100141 aaagtcgaac gaagagtcgc gaataacgat atcggatact ggattgaagg tcaccgttac
   100201 ggtaattttt gaatcggata gtttaagact gctaaatgta tcttccacat caaacggagt
   100261 tttaatataa acgtatactg tagatggttc tttaatagtg tcattaggag ttaagccaat
   100321 agaaatatca ttaagttcac tagaatatcc agaatgtttc aaagcaattg tattattgat
   100381 acaattatta tataattctt cgccctcaat ttcccaaata acaccattac acgaagagac
   100441 cgatacatga ttaatacatt tatatccaac atatggtacg taaccgaatc ttcccatacc
   100501 tttaacttct ggaagttcca aacttagaac caaatgatta agcgcagtaa tatactgatc
   100561 cctaatttcg aagctagcga tagtctgatt gtcgggacca ttgtttgtca taactccgga
   100621 tagagaaata tattgcggca tatataaagt tggaatttga ctatcgactg cgaagacatt
   100681 agaccgttta atagagtcat ccccaccaat caacgaatta atgatagtat tattcatttt
   100741 ctatttaaaa tggaaaaagc ttacaataaa ctccgtagag aaatatctat aatttgtgag
   100801 ttttccttaa agtaacaact tccgtaaacg ccgtctttat ctcttagtaa gtttattgta
   100861 tttatgacct tttccttatc ttcataaaat actaaaggca acaaagaaat ttttggttct
   100921 tctctaagag ctacgtgaga cttaaccata gacgccaacg aatccctaca tattttagaa
   100981 cagaaatacc caacttcgcc acccttgaat gtctcaatac taataggtct aaaaaccaaa
   101041 tcttgattac aaaaccaaca cttatcaatt acactatttg tcttaataga catatctgcc
   101101 atagatttat aatactttgg tagtatacaa gcgagtgctt cttctttagc gggcttaaag
   101161 actgctttag gtgctgaaat aaccacatct ggaaggctta ctcgcttagc catttaatta
   101221 cggaactatt tttttatact tctaatgagc aagtagaaaa cctctcatct acaaaaacat
   101281 actcgtgtcc ataatcctct accatagtaa cacgtttttt agatctcata tgtgctaaaa
   101341 agttttccca tactaactga ttactattat ttttcgtata atttttaact gtttgaggtt
   101401 ttagattttt agttacagaa gtaatatcga atattttatc caaaaagaat gagtaattaa
   101461 ttgttttaga aggagtgttt tcttggcaaa agaataccaa gtgcttaaat atttctacta
   101521 cttcattaat cttttcggta ctcagattca gtttctcatc ttttacttga ttgattattt
   101581 caaagactaa cttataatcc tttttattta tcctctcgtt agccttaaga aaactagata
   101641 caaaatttgc atctacatca tccgtggata tttgattttt ttccatgata tccaaaagtt
   101701 ccgagataat ttctccagaa cattgatgag acaataatct ccgcaataca tttctcaaat
   101761 gaataagttt attagacacg tggaagtttg actttttttg tacctttgta catttttgaa
   101821 atacagactc gcaaaaaata caatattcat atccttgttc agatactata ccgttgtgtc
   101881 tacaaccgct acataatcgt agattcatgt taacactcta cgtatctcgt cgtccaatat
   101941 tttatataaa aacattttat ttctagacgt tgccaaaaaa tcctgtaata cttttagttt
   102001 ttggggttgt gaataaagta tcgccctaat attattacca tcttccgcca atatagtagt
   102061 tagattatca gcacatgaag aaaaacacct cttaggtgga ttcagtacaa tgttatattt
   102121 ttcgtaccaa ctcatttaaa tatcataatc taaaatagtt ctgtaatatg tctagcgcta
   102181 atatattgat cataatcctg tgcataaatt aaaatacaac aatgtctcga aatcattgac
   102241 atggcttctt ccatagttag aagatcgtcg tcaaagttag caacgtgatt catcaacatt
   102301 tgctgttttg aggcagcaaa tactgaaccg tcaccattca accattcata aaaaccatcg
   102361 tctgaatcca ttgataattt cttgtactgg tttttgagag ctcgcatcaa tctagcattt
   102421 ctagctcccg gattgaaaac agaaagagga tcgtacatcc agggtccatt ttctgtaaat
   102481 agaatagtat aatgtccctt taagaagata tcagacgatc cacaatcaaa aaattggtct
   102541 ccgagtttgt aacagactgc ggactttaac ctatacatga taccgtttag catgatttct
   102601 ggtgatacgt caattggagt atcatctatt agagatctaa agccggtgta acattctcca
   102661 ccaaacatat tcttattctg acgtcgttct acataaaaca tcattgctcc attaacgata
   102721 acaggggaat gaacagcact acccatcaca ttagttccca atgaatcaat gtgtgtaact
   102781 ccagaacatc ttccatagcc tatgttagga ggagcgaaca ctactcttcc actattgcca
   102841 tcgaatgcca tagaataaat atccttggaa ttgatagaaa tcggactgtc ggatgttgtg
   102901 atcatcttca taggattaac aacaatgtat ggtgccgcct gaagtttcat atcgtaactg
   102961 atgccgttta taggtctagc cacagaaacc aatgtaggtc taaatccaac tatagacaaa
   103021 atagaagcca atatctgttc ctcatctgtc ataacttgag agcatccagt atgaataatc
   103081 ttcattagat ggggatctac cgcatcatca tcgttacaat aaaaaattcc cattctaatg
   103141 ttcataattg cttttctaat catggtatgc atgtttgccc tttgaatctc tgtggaaatt
   103201 agatctgata cacctgtaat cactatcgga ttatcctccg taagacgatt aaccaacaac
   103261 atataattat aagactttac tcttctaaat tcataaagtt gctggattag actatatgtg
   103321 tctccatgta catacgcgtt ctcaagcgcg ggaagtttaa tgccaaatag tgccatcaga
   103381 ataggatgaa tgtagtaatt agtttctggt tttctataaa taaaagacaa atcttgcgag
   103441 ctagacatat cggtaaaatg catggattgg aatcgtgtag tcgacagaag aatatgatga
   103501 ttagacggag agtatatttt atctaactct ttgagttggt caccaattct aggactagct
   103561 cgagaatgaa taagtactaa aggatgagta catttcacag aaacactggc gttgttcaat
   103621 gtgctcttta catgggtaag gagttgaaat agctcgtttc tatttgttct gacaatattt
   103681 agtttattca taatgttaag catatcctga atagtaaaat tagatgtgtc atacttgtta
   103741 gtagttagat atttagcaat tgcattccca tcatttctca atctcgtact ccaatcatgt
   103801 gtggatgcta cttcatctat agaaaccata caatcctttt tggtagtctg ttgagcttga
   103861 tcatttcctg cacgtttagg tttggtacgt tgatttctag cccctgcgga tataaagtca
   103921 tcgtctacaa tttgggacaa tgaattgcat acactacatg acaaagattt atcagaagtg
   103981 tgaatatgat cttcatctac caaagaaaga gtttgattag tataactaga ttttagtcct
   104041 gtgttagatg ttaaaaaaac atcgctattg accacggctt ccattattta tattcgtagt
   104101 ttttactcga aagcgtgatt ttaatatcca atcttattac ttttggaatc gttcaaaacc
   104161 tttgactagt tgtagaattt gatctattgc cctacgcgta tactcccttg catcatatac
   104221 gttcgtcacc agatcgtttg tttcggcctg aagttggcgc atatcttttt caacactcga
   104281 catgagatcc ttaagggcca tattgtctag attttgttga gatgttgctc ctggatttgg
   104341 attttgttgt gctgttgtac atactgtacc accagtaggt gtaggagtac atacagtggc
   104401 cacaatagga ggttgaggag gtgtaactgt cggagtagta caagaaatac ttccatccga
   104461 ttgttgtgta catgtagttg ttggtaacgt ctgagaaggt tgggtagatg gcgtcgtcgt
   104521 cgtcttttga tctttattaa atttagagat aatatcctga acagcattga tcggcgtcaa
   104581 cgctggaagg agtgaactcg gttgtgtatt atcatctgcc gacaaccaat caaaaagatt
   104641 agacatatcc gatgatgtat tagtttgttg ttgtcgtggt tttggtgtag gagccggtgt
   104701 aggtacctgc agtggagtta tatgaatagt tggttgtagc ggttggatag gctgtctgct
   104761 ggcggccatc atattatctc tagctagttg ttctcgcaac tgtctttgat aatacgactc
   104821 ttgagacttt agtcctattt caatcgcttc atcctttttt atatccagat ccttttcttc
   104881 agaataatag attgacgact ttggtgtaga ggattctgcc aacccctgtg agaacttgtt
   104941 aaagaagtcc atttaaggct ttaaaattga attgcgatta taagattaaa tggcagacac
   105001 agacgatatt atcgactatg aatccgatga tctcactgaa tacgaggatg atgatgaaga
   105061 ggaagaagat ggagagtcac tagaaactag tgatatagat cccaaatctt cttataagat
   105121 tgtagaatca gcatccactc atatagaaga tgcacattcc aatcttaaac atatagggaa
   105181 tcatatatct gctcttaaac gacgctatac tagacgtata agtctatttg aaatagcggg
   105241 tataatagca gaaagctata acttgcttca acgaggaaga ttacctctag tttcagaatt
   105301 ttctaacgaa acgatgaagc aaaatatgct acatgtaatt atacaagaga tagaggaggg
   105361 ttcttgtcct atagtcatcg aaaagaacgg agaattgttg tcggtaaacg attttgacaa
   105421 agatggtctg aaattccatc tagactatat tatcaaaatt tggaaacttc aaaaacgata
   105481 ttagaattta tacgaatatc gttctctaaa tgtcacaatc aagtctctca tatttagcag
   105541 gttattgtcg tactttatat cgtgttcatt aacgatattt tgcaaaatag taatgattct
   105601 atcttccttc gatagatatt cttcagagat tattgtctta tattctttct tgttatccga
   105661 tataaattta ataagacttt gaacattatt aatacccgtt tgtttaaatt tttctacaga
   105721 tattttagtt ttggtagatt ctattgtgtc tgttaataga cacccaacat cgacattcga
   105781 cgttaattgt ctataaatta gagtataaat tttagaaata acattagcaa attgttgtgc
   105841 gttgatgtcg ttattctgaa acagtatgat tttaggtagc attttcttaa caaagagaac
   105901 gtatttattg ttactcagtt gaacagatga tatatccaga ttactaacgc atctgattcc
   105961 atataccaaa ctttcagaag aaatggtgta caattgtttg tattcattca atgtctcctt
   106021 ttcagaaatt agtttagagt caaatactgc aataattttc aaaagatagt tttcatcaga
   106081 taagatttta tttagtgtag atatgataaa actattgttt tgttggagaa cttgatacgc
   106141 cgcattctct gtagtcgacg ctctcaaatg ggaaacaatc tccattattt ttttggaatc
   106201 ggatactata tcttcggtat cttgacgcag tctagtatac atagagttaa gagaaattag
   106261 agtttgtaca ttaagcaaca tgtctttaaa tgtggctaca aacttttcct tttccgcatc
   106321 atctagttta ttatataccg attttacaac ggcgccagat ttaagaaacc agaatgaaaa
   106381 actctgataa ctacaatatt tcatcatagt tacaatttta tcatcttcta tagttggtgt
   106441 gataacacat acctttttct ccaagactgg aaccaacgtc ataaaaatgt ttaaatcaaa
   106501 atccatatca acatctgatg cgctaagacc agtctcgcgt tcaagattat ctttactaat
   106561 ggtgacgaac tcatcgtata gaactctaag tttgtccatt atttatttac agatttagtt
   106621 gtttaattta tttgtactct tccaaagttg ggatagtatt tttctaacgt tggtattata
   106681 ttattaggat ctacgttcat atgtatcata atattaatca tccacgtttt gataaatcta
   106741 tctttagctt ctgaaataac gtatttaaac aaaggagaaa aatatttagc tacggcatca
   106801 gacgtaataa cattttttgt aaatgtaacg tatttagacg agagatcttc gttaaaaagt
   106861 tttccatcta tgtagaatcc atcggttgtt aacaccattc ccgcgtcaga ttgaatagga
   106921 gtttgaatag tttgttttgg aaatagatcc ttcaataact tatagttggg tgggaaaaaa
   106981 tcgattttat cactagactc tttctttttt actatcatta cctcatgaac tatttcttga
   107041 atgagtatat gtattttctt tcctatatcg gacgcgttca ttggaaaata taccatgtcg
   107101 ttaactataa gaatattttt atcctcgttt acaaactgaa taatattaga cgtagttcgt
   107161 aaacgaacta tatcattacc agtacaacat ctaactatat gatatccact agtttccttt
   107221 agccgtttat tatcttgttc catattagca gtcattccat catttaagaa ggcgtcaaag
   107281 ataataggga gaaatgacat tttggattct gttactactt taccaaaatt aaggatatac
   107341 ggacttacta tctttttctc aacgtcgatt tgatgaacac acgatgaaaa tgtgcttcta
   107401 tgagattgat catgtagaaa acaacaaggg atacaatatt tccgcatatc atgaaatata
   107461 ttaagaaatc ccaccttatt atatttcccc aaaggatcca tgcacgtaaa cattatatcg
   107521 ttatcattaa taaagacttc tttctcatcg gatctgtaaa agttgttact gatttttttc
   107581 attccaggat ctagataatt aataatgacg ggttttctat ttttattctt tgtattttgg
   107641 catatcctag accagtaaac agtttccact ttggtaaaat cagcagactt ttgaacgcta
   107701 ttaaacatgg cattaatggc aataactaaa aatgtaaaat atttttctat gttaggaata
   107761 tggtttttca ctttaataga tatatggttt ttggccaaaa tgatagatat ttttttatcc
   107821 gaggatagta aaatattatt agtcgccgtc tctataaaaa tgaagctagt ctcgatatcc
   107881 aattttattc tagaattgat aggagtcgcc aaatgtacct tatacgttat atctcccttg
   107941 atgcgttcca tttgtgtatc tatatctgac acaagatcgg taaatagttt tacgttatta
   108001 atcatcacgg tatcaccgtc gctagataat gctaatgttc catccaagtc ccaaatggag
   108061 agatttaact gttcatcgtt tagaataaaa tgattaccgg tcatattaat aaagtgttca
   108121 tcgtatctag ataacaacga cttataatta atgtccaagt cttgaactcg ctgaatgatc
   108181 ttttttaacc cagttagttt tagattggta cgaaatatat tgttaaactt tgattctaca
   108241 gtaatgtcca aatctagttg tggaaatacg tccatcagca ttgtttcaaa cttgataata
   108301 ttattatcca catcttcata tgatccaaat tctggaatag atgtatcaca cgctctggct
   108361 acccagataa ccaaaaagtc gcacgctcca ggatatacat tgtataaaaa gctatcgttt
   108421 ttaagtagtg tttttttttg cgtatatacg aagggattga aaatagtatt atcgacgtaa
   108481 ctatattcca aattattctt atgcgaatag ataataatat cgtccttaat atctaacaaa
   108541 tttcctaaat atccctttaa ttgagtcatt cgaagcgtca atagaatatg tctcttaact
   108601 atttccggct gttgtatatt taaatgactt cgtaagaaat aatatatggg cgacttttca
   108661 tctatgtaat catatggagt gagatatagg gctcgttcta cctcctgccc tttacccacc
   108721 tgtaatacca attgtggact cactatatat cgcatattta tatcgtgggg taaagtgaaa
   108781 atctactacc gatgatgtaa gtcttacaat gtttgaacca gtaccagatc ttaatttgga
   108841 ggcctccgta gaactagggg aggtaaatat agatcaaaca acacctatga taaaggagaa
   108901 tatcggtttt atatcccgca gtagacgtct attcgcccat agatctaagg atgatgagag
   108961 aaaactagca ctacgattct ttttacaaag actttatttt ttagatcata gagagattca
   109021 ttatttgttc agatgcgttg acgctgtaaa agacgtcact attaccaaaa aaaataacat
   109081 tattgtggcg ccttatatag cacttttaac tattgcatca aaaggatgca aacttacaga
   109141 aacaatgatt gaagcattct ttccagaact atataatgaa catagtaaga aattcaaatt
   109201 caactctcaa gtatccatca tccaagaaaa acttggatat cagtctggaa actatcacgt
   109261 ttatgatttt gaaccgtatt actctacagt agctttggct attcgagatg aacattcatc
   109321 tggcattttt aatatccgtc aagagagtta tctggtaagt tcattatctg aaataacata
   109381 tagattttat ctaattaatc taaaatctga tcttgttcaa tggagtgcta gtacgggcgc
   109441 tgtaattaat caaatggtaa atactgtatt gattacagtg tatgaaaagt tacaactggt
   109501 catagaaaat gattcacaat ttatatgttc attggctgtg gaatcagaac ttccaataaa
   109561 attacttaaa gatagaaatg aattatttac aaaattcatc aacgagttaa aaaagaccag
   109621 ttcattcaag ataagcaaac gtgataagga tacgttacta aaatatttta cttaggagtt
   109681 agaatttata gacgactcat ttagtttatt actattacta gcattattgg tattcttctt
   109741 gtcatcttgt tcagaaatat ataacaatgc tatacctaat actaaataca ttatcatgct
   109801 tgcaatggct ctaacaacga cgaaccaaaa tgaatttggt cgtagctttt gttcacaaaa
   109861 atacataaag aaatgtctac ataaatctat ggcgccattg gcatcttgaa atagcgccag
   109921 tcctcctaca gattttaata tagctgtata acatgacatt tattcatcat caaaagagac
   109981 agagtcacca tctgtcatat ttagattttt tttcatgtgt tcaaagtatc ctctactcat
   110041 ttcattataa tagtttatca tacttagaat tttaggacgg atcaatgagt aagacttgac
   110101 taaatcgtca gtagtaattt gcgcatcgtc tattctacat ccgcttcgtc gaataatgta
   110161 tagcattgct ttgagattct ccatagctat caagtcttta tacaatgaca tggaaatatc
   110221 tgtgaacact ttatacttct ccaacatcga tgccttaaca tcatcaccta ctttagcatt
   110281 gaaaatacgt tctattgtgt agatggatgt agcaagattt ttaaacaaca atgccatctt
   110341 acatgatgat tgccttaagt ctccaatctt ttgtttagaa tgattagcta cagagtccaa
   110401 cgcttggctg actagcatat tattatcttt agaaattgta ttcttcaatg aggcgtttat
   110461 catatctgta atttcgttag tcatattaca gtctgactgg gttgtaatgt tatccaacat
   110521 atcacctatg gatacggtac acgtaccagc atttgtaata atcctatcta agatgttgta
   110581 tggcattgcg cagaaaatat cttctcctgt aatatctcca ctctcgataa atctacttag
   110641 attattctta aatgccttat tctctggaga aaagatatca gtgtccatca tttcattaat
   110701 agtatacgca gaaaagatac cacgagtatc aattctatcc aagatactta ttggttccga
   110761 gtcacaaata atggtttcct ctccttcagg agatcctgca tagaaatatc taggacaata
   110821 gtttctatac tgtctgtaac tctgataatc tctaaagtca ctaactgata ccatgaaatt
   110881 gagaagatca aacgctgaag taatcaattt ttctgcctcg tttttactac aactagtttt
   110941 catcaatgta gtgacgatgt attgtttagt tactcttggt ctaatactga tgatagagat
   111001 attattactt cccataatgg atcttctagt agtcacctta aagcccattg atgcgaatag
   111061 cagatagata aagtcttggt atgactcctt tctaatatag tacggactac ctttgtcacc
   111121 caactttata cccacataag ccataacaac ctctttaata gccgtttcat gaggtttatc
   111181 agccatgagc ctaagtagtt ggaagaatct catgaatccc gtctcagaaa gtcctatatg
   111241 catgatagaa gatttatctt tcttgggaaa ctctcgtata gtcatagatg aaatactctt
   111301 taaagtttct gaaataagat cagtaacagt cttacctccg actactctgg gtaacaaaca
   111361 tactctaata ggtgttttct ctgcggagat aatatcagaa aggatagagc aataagtagt
   111421 attattgtga ttataaagac cgaatacata acaggtagaa tttataaaca tcatgtcctg
   111481 aaggttttta gacttgtatt cctcgtaatc cataccgtcc caaaacatgg atttggtaac
   111541 tttgatagcc gtagatcttt gttccttcgc caacaggtta aagaaattaa taaagaattt
   111601 gttgtttcta tttatgtcca caaattgcat atttggaagt cccaccgtta cgttcactgc
   111661 agcattttga ggatctcgag tatgaagtac gatgttattg tttactggta tatctggaaa
   111721 gaattctacc agtctaggaa taagagattg atatcgcata gaaatacaaa agttaataat
   111781 ctcatcatcg aagattactc ggttaccatt gtaataaatt ggtactctat cataatcgtc
   111841 gacaaagtac tgttcataca tgatgagatg tttatatgtt ggcatagtag tgagatcgac
   111901 gtttggtaat ggcaatgtat taagattaac tccataatgt ctagcagcat ccgcgatggc
   111961 ataagtgttg tcaaagcggg gttgatcttg tgctgttata tattgtctaa cacctataag
   112021 attatcaaaa tcttgtctgc ttaatacacc gttaacaatt ttcgccttga attcttttat
   112081 tggtgcatta ataacatcct tatagaggat gttaaacaaa taagtattat caaagttaag
   112141 atctgggtat ttcttttctg ctagaacatc cattgagtcg gagccatctg gtttaatata
   112201 accaccgata aatctagctc tgtattctgt atccgtcaat ctaatattaa gaaggtgttg
   112261 agtgaaaggt ggaagatcgt aaaagctgtg agtattaatg atagggttag tttccgaact
   112321 aatgttaatt ggggtattaa taatatcgat atttccagcg ttaagtgtaa cattaaacag
   112381 ttttaattca cgtgacgtgg tatcaattaa ataattaatg cccaatttgg atatagcagc
   112441 ctgaagctca tcttgtttag ttacggatcc taatgagtta ttaagaaata catcaaacgg
   112501 atgaacgaag gttgttttaa gttggtcaca tactttgtaa tctagacata gatgcggaag
   112561 aacggtagaa actatacgaa atagatattc agagtcctct aattgatcaa gagtaactat
   112621 tgacttaata ggcatcattt atttagtatt aaatgacgac cgtaccagtg acagatatac
   112681 aaaacgactt aattacagag ttttcagaag ataattatcc atctaacaaa aattatgaaa
   112741 taactcttcg tcaaatgtct attctaactc acgttaataa cgtggtagat agagaacata
   112801 atgccgccgt agtgtcatct ccagaggaaa tatcatcaca acttaatgaa gatttatttc
   112861 cagacgatga ttctccggcc actattattg aaagagtaca acaaccgcat actactatta
   112921 ttgacgatac gccacctcct acgtttcgta gagagttatt gatatcggaa caacgtcagc
   112981 aacgagaaaa aagatttaat attacggtat caaaaaatgc cgaagcgata atggaatcta
   113041 gatcgatgat aacttctatg ccaacacaaa caccatcctt gggagtagtt tatgataaag
   113101 ataaaagaat tcagatgcta gaggatgaag tggttaatct tagaaatcaa caatctaata
   113161 caaaatcatc taataatttg gataatttta ccagaatact atttggtaag actccgtata
   113221 aatcaacaga agttaataag cgtatagcca tcgttaatta tgcaaatttg aatgggtccc
   113281 ccttatcagt agaggacttg gatgtttgtt cagaggatga aatagataga atctataaaa
   113341 cgattaaaca atatcacgaa agtagaaaac gaaaaattat cgttactaac gtgattatta
   113401 ttgtcataaa cattattgaa caggcattgc taaaacttgg atttgacgaa atcaaaggac
   113461 tgagtaccga catcacttca gaaattatcg atgtggagat cggagacgac tgtgatgctg
   113521 tagcatcaaa actaggaatc ggcaacagtc cggttcttaa tattgtattg tttatactca
   113581 agatatttgt taaacgaatt aaaattattt aatttaatac attcccatat ccagacaaca
   113641 atcgtttgga ttaatctgtt cctgtcgtct cataccggac gacatattaa tctttttatt
   113701 agtgggcatc tttttagatg gtttcttttt cccagcatta actgattcga tacctagaag
   113761 atcgtgattg atctctccga ccattccacg aacttctaat tgaccgtctc taacggtacc
   113821 ataaactatt ttaccagcat tagtaacagc ttggacaatc tgaccatcca ttgcgttgaa
   113881 tgatgtagtt gctgttgttc tacgtctagg agcaccagaa gtatttttag agctcttgga
   113941 tgttgatgta gaagaagacg aggattttga tttacatgtg atacattttg aactctttga
   114001 ttttgtgtca catgcgccgg cagtcacatc tgtttgagaa ttaagattat tgttgcctcc
   114061 tttgacggct gcatctccac cgatctgtgc tagtagattt ttaagctgtg gtgtaatctt
   114121 attaactgtt tcgatataat catcgtaact gcttctaacg gctaaatttt ttttatccgc
   114181 catttagaag ctaaaaatat ttttatttat acagaagatt taactagatt atacaatgaa
   114241 ctaatatgat ccttttccag attatttaca aacctggtat ttcttgtttc tggaggaggc
   114301 aagtttacat tcggacttgg attttgtgag ttcttgatct tattatacat cgcgtatagg
   114361 atggcgacgg taactgctac acaaatacca atcaaaagaa gaataccaat catttattga
   114421 taataacttc actattgatc aagtatacaa tatatcatct tttcactaaa taagtagtaa
   114481 taatgattca acaatgtcga gatatatgaa cgataataac ttagtttacg gaaatatcgc
   114541 tatgattggt atgaatgact ccactaactc tgtggggtgc gcagtgcttt ccccacatag
   114601 aataaattag cattccgact gtgataataa taccaagtat aaacgacata atactcaata
   114661 ctttccatgt acgagtggga ctggtagact tactaaagtc aataaaggca aagatacacg
   114721 aaagaatcaa aagaatgatt ccagcaatta acactccgga aaaataattt ccaatcataa
   114781 gcatcatgtc catttaacta ataaaaattt taaatcgccg aatgaacaaa gtggaatata
   114841 aaccatataa aaacaatagt ttgtactgca aaaataatat ctatttttgt tttcgaagat
   114901 atggtaaaat taaatagtag tacacaacat gttataacta acagcagcaa cggttcgtaa
   114961 ttacttatca tttactagac gaaaaggtgg cgggatattt tcttgctcaa ataatacgaa
   115021 tatattaccc atccatttta tgcgatgttt atatactcta atctttaata gatctataga
   115081 cgacgggttt accaacaata tagattttat cgattcatct aatttaaacc cttccttaaa
   115141 cgtgaatgat ctattatctg gcataacgat gaccctacct gatgaatcag acaatgtact
   115201 gggccatgta gaataaatta tcaacgaatc atcgtctacg aacatttata tcatttgttt
   115261 taattttagg acgcgaataa atagatataa aatagaaaat aacagatatt acaaccagtg
   115321 ttatggccgc acccaaccag gtaggcagtt ttattttatc ttttactaca ggttctcctg
   115381 gatgtatgtc accaactgta gacgtagttc tagtacaatt agacgtaagt tccgcttggg
   115441 aattttttaa cgctaaagag ttaacgttaa tcgtacaccc aacgtattta catctagttc
   115501 tttgaacatc ttgattataa tataaccatt ttctatctct agattcgtca gtgcactcat
   115561 gtaaccaaca taccctaggt cctaaatatt tatctccgga attagatttt ggataattcg
   115621 cacaccaaca atttctattt cctttatgat cgttacaaaa gacgtataat gccgtatccc
   115681 caaaagtaaa ataatcagga cgaataattc taataaactc agaacaatat ctcgcatcca
   115741 tatgtttgga gcaaatatcg gaataagtag acatagccgg tttccgtttt acacgtaacc
   115801 attctaaaca attggggttt ccaggatcgt ttctacaaaa tccagtcata aaatcgtcac
   115861 aatgttctgt cttgtaatta ttattaaata tttttggaca gtgtttggta tttgtctttg
   115921 aacaacattt tgctacgcta tcactatctc ccaggagata atcctttttt ataaaatgac
   115981 atcgttgccc ggatgctata taatcagtag cgtgttttaa atccttaata tattcaggag
   116041 ttacctcgtt ctgataatag attaatgttc caggacgaaa tttgaaagaa ctacatggtt
   116101 ctccatgaat taatacatat tgtttagcaa actcaggaac tataaaacta ctacaatgat
   116161 ctatcgacat accatctatc aaacaaaatt tgggtttaat ttctcctgga gacgtttcat
   116221 aataatacat ataactttct tcggcaaact taacagttct attatattta ggataattaa
   116281 aacctaattc catatatttg tctcgtatat ctgctattcc tgatgctatg ttgattctat
   116341 taagagtaac ggctgccccc attcttaata atcgtcagta tttaaactgt taaatgttgg
   116401 tatatcaaca tctaccttat ttcccgcagt ataaggtttg ttgcaggtat actgttcagg
   116461 aatggttaca tttatacttc ttctatagtc ctgtctttcg atgttcatca catatgcaaa
   116521 gaacaaaata aacaaaataa tgtaagaaat aatattaaat atctgtgaat tcgtaaatac
   116581 attaattgcc ataataatta cagcagctac aatacacaca atagacattc ccacagtgtt
   116641 gccattacct ccacgataca tttgagttac taagcaatag gtaataacta agctagtaag
   116701 aggcaataga aaagatgaga taaatatcat caatatagag attagaggag ggctatatag
   116761 agccaagacg aacaaaatca aaccgagtaa cgttctaaca tcattatttt tgaagattcc
   116821 caaataatca ttcattcctc cataatcgtt ttgcatcata cctccatctt taggcataaa
   116881 cgattgctgc tgttcctctg taaataaatc tttatcaagc actccagcac ccgcagagaa
   116941 gtcgtcaagc atattgtaat atcttaaata actcatttat atattaaaaa atgtcactat
   117001 taaagatgga gtataatctt tatgccgaac taaaaaaaat aacttgtggt caatccctaa
   117061 gtctttttaa cgaagacggg gatttcgtag aagttgaacc gggatcatta tttaagtttt
   117121 tgatacctaa gggattttac tcctctcctt ccgtaaagac gagtttagta ttcgagacat
   117181 taacaacgac cgataataaa attactagta tcaatccaac aaatgcacca aagttatatc
   117241 ctcttcaaca caaagtcgta tctgaagtag tttctaatat gaggaaaatg attaaattaa
   117301 aacgtcctct atacatcact cttcacttgg cgtgtggatt tggtaagact attaccacgt
   117361 gttatcttat ggctacacac ggaagaaaaa ccgtcatttg tgtacccaat aaaatgttaa
   117421 tacatcaatg gaagacacag gtagaggcag tcggattgga acataagata tctatagatg
   117481 gagtaagtag tttattaaag gaactaaaga ctcaaagtcc ggatgtatta atagtagtta
   117541 gtagacatct gacaaacgat gccttttgta aatatatcaa taagcattat gatttgttca
   117601 tcttggatga atcacatacg tataatctga tgaacaatac agcagttaca agatttttag
   117661 cgtattatcc tccgatgatg tgttattttt taactgctac acctagacca tctaacagaa
   117721 tttattgtaa cagtattatt aatattgcca agttatccga tctaaaaaaa actatctatg
   117781 ctgtagatag tttttttgag ccatattcca cagataatat tagacatatg ataaaacgac
   117841 tagatggacc atctaataaa tatcatatat atactgaaaa gttattatct gtagacgagc
   117901 ctagaaatca acttattctt aataccctgg tagaagaatt caagtcagga actattaatc
   117961 gcgttttagt tattactaaa ctacgtgaac atatggtatt attctacaaa cgattattag
   118021 atcttttcgg accagaggtt gtatttatag gagacgctca aaatagacgt actccagata
   118081 tggttaaatc aatcaaggaa ctaaatagat ttatattcgt atccacctta ttttattccg
   118141 gtactggttt agatattcct agtttggatt cgttgttcat ttgctcggca gtaatcaaca
   118201 atatgcaaat agagcaatta ctagggaggg tatgtcgaga aacagaacta ttagatagga
   118261 cggtatatgt atttcctaac acatccgtca aagaaataaa gtacatgata ggaaattttg
   118321 tgcaacgaat tattagtctg tctgtagata aactaggatt taaacaagaa agttatcgga
   118381 aacatcaaga atccgatccc acttctgtat gtacagcatc ctccagagaa gaacgtgtat
   118441 taaatagaat atttaactcg caaaatcgtt aagaagttta agcgacgatc cacatgctgt
   118501 acaggccagt gtattacccc tcatagtatt aatataatcc aatgatactt ttgtgatgtc
   118561 ggaaatctta accaatttag actgacagac agaacacgtc atgcaatcat cctcatcgat
   118621 aactgtagtc ttaggcttct ttttgcgact cttcattccg gaacgcgcat tggtgctatc
   118681 catttaggta gtaaaaaata agtcagaata tgccctatag cacgatcgtg taaaacctgg
   118741 tatatcgtct ctatctttat cacagtatag tgtatcgaca tctttattat tattgacctc
   118801 gtttatctcg gaacatggaa tgggaacatt tttgttatca acggccacct ttgccttaat
   118861 tccagatgtt gtaaaattat aactaaacag tctatcatcg acacaaatga aatttttgtt
   118921 taaacgtttg tagtttacgt atgcggctcg ttctcgtctc attttttcag atattgcagg
   118981 tactataata ttaaaaataa gaatgaaata acataggatt aaaaataaag ttatcatgac
   119041 ttctagcgct gatttaacta acttaaaaga attacttagt ctgtacaaaa gtttgagatt
   119101 ttcagattct gcggctatag agaagtataa ttctttggta gaatggggaa catctactta
   119161 ctggaaaata ggcgtacaaa aggtagctaa tgtcgagacg tccatatctg attattatga
   119221 tgaggtaaaa aataaaccgt ttaatattga tccagggtat tatattttct taccggtata
   119281 ttttggaagc gtctttattt attcgaaggg taaaaatatg gtagaacttg gatctggaaa
   119341 ctcttttcaa ataccagatg atatgcgaag tgtgtgtaac aaagtattag acggcgataa
   119401 cggaatagac tttctgagat ttgttttgtt aaacaataga tggataatgg aagacgctat
   119461 atcaaaatat cagtcaccag ttaatatatt taaactagcg agtgagtacg gattaaacat
   119521 acccaactat ttagaaattg aaatagagga agacacatta tttgacgacg agttatactc
   119581 tattatagaa cgctctttcg atgataattt tccaaaaata tccatatcgt atattaagtt
   119641 gggagaactt aggcggcaag ttgtagactt tttcaaattc tcattcatgt atattgagtc
   119701 catcaaggta gatcgtatag gggataatat ttttattcct agcgttataa caaaatcagg
   119761 aaaaaagata ttagtaaaag atgtagacca tttaatacga tccaaggtta gagaacatac
   119821 atttgtaaaa gtaaaaaaga aaaacacatt ttccatttta tacgactatg atgggaacgg
   119881 aacagaaact agaggagaag taataaaacg aattatagac actataggac gagactatta
   119941 tgttaacgga aagtatttct ctaaggttgg tagtgcgggc ttaaagcaat tgactaataa
   120001 attaaatatt aatgagtgca caactgtcga tgagttagtt gatgagatta ataaatccgg
   120061 aactgtaaaa cgaaaaataa aaacccaatc agcatttgat ttaagtagag aatgtttggg
   120121 atatccagaa gcggatttta taacgttagt taataacatg cggttcaaaa tagaaaattg
   120181 taaggttgta aattttaata ttgaaaatac taattgttta aataacccaa gtattgaaac
   120241 tatatatgga aactttaacc agttcgtctc aatctttaat atcgtcaccg atgtcaaaaa
   120301 aagattattc gagtgaaata atatgtgcct ttgatatagg tgcaaaaaat cctgccagaa
   120361 ctgttttaga agtcaaggat aactccgtta gggtattgga tatatcaaaa ttagactgga
   120421 gttctgattg ggaaaggcgc atagctaaag atttgtcaca atatgaatac actacagttc
   120481 ttctagaacg tcagcctaga aggtcgccat acgtcaaatt tatctatttt attaaaggct
   120541 ttttatatca tacatcggct accaaagtta tttgtgtctc gcctgtcatg tctggtaatt
   120601 catatagaga tcgaaaaaag agatctgtcg aagcattttt tgattggatg gacatattcg
   120661 gattgcgaga ctccgttcca gatagacgca aattagacga tgtagcggat agtttcaatt
   120721 tggctatgag atacgtatta gataaatgga atactaatta tacacattat aataggtgta
   120781 aatctagaaa ttacataaaa aaaatgtaat aacgttagta acgccattat ggataatcta
   120841 tttacctttc tacatgaaat agaagataga tataccagaa ctatttttaa ctttcatcta
   120901 ataagttgcg atgaaatagg agatatatat ggtcttatga aagaacgcat ttcctcagag
   120961 gatatgtttg ataatatagt atataataaa gatatacatc ctgccattaa gaaactagtt
   121021 tattgtgaca ttcaacttac taaacacatt attaatcaga atacgtatcc ggtatttaac
   121081 gattcttcac aagtgaaatg ttgtcattat ttcgatataa actcagataa tagcaatatt
   121141 agctctcgta cagtagagat atttgagagg gaaaagtcat ctcttgtatc atatattaaa
   121201 actaccaata agaagagaaa agtcaattat ggggaaataa agaaaactgt acatggaggc
   121261 actaatgcaa attacttttc cggtaaaaaa tctgatgagt atctgagcac tacagtcagg
   121321 tccaatatta atcaaccttg gatcaaaacc atctctaaga ggatgagagt caatatcatt
   121381 aatcactcta tagtaacgcg tggaaaaagc tccatattac aaactataga aattattttt
   121441 actaatagaa catgtgtgaa aatattcaag gattctacta tgcacattat tctatccaag
   121501 gacaaggatg aaaaggggtg tatacacatg attgacaaat tattctatgt ctattataat
   121561 ttatttctgt tgttcgagga tatcatccaa aacgagtact ttaaagaagt agctaatgtt
   121621 gtgaaccatg tactcacggc tacggcatta gatgagaaat tattcctaat taagaaaatg
   121681 gctaaacacg atgtttatgg agttagcaat ttcaaaatag ggatgtttaa cttgacattt
   121741 attaagtcat tggatcatac cgttttcccc tctctgttag atgaggatag taaaataaag
   121801 ttttttaagg ggaaaaagct caatattgta gcattacgct ctctggagga ttgtataaat
   121861 tacgtgacta aatccgagaa tatgatagaa atgatgaagg aaagatcgac tattttaaat
   121921 agcatagata tagaaacgga atcggtagat cgtctaaaag atttgcttct aaaatgaaaa
   121981 aaaacactga ttcagaaatg gatcaacgac tcgggtataa gtttttggta cctgatccta
   122041 aagccggagt tttttataga ccgttacatt tccaatatgt atcgtattct aattttatat
   122101 tgcatcgatt gcatggaatc ttgaccgtca agcggccact tttatcgttt aagaataata
   122161 cagaacgaat tatgatagaa attagcaatg ttaaagtgac tcctccagat tactcaccta
   122221 taatcgcgag tattaaaggt aagagttatg acgcattagc cacgttcact gtaaatatct
   122281 ttaaagaggt aatggccaaa gagggtatat ccatcactaa aataagtagc tatgagggaa
   122341 aagattctca tttgataaaa attccgctac taataggata cgggaataaa aatccacttg
   122401 atacagccaa gtatcttgtc cctaacgtca taggtggggt atttatcaat aaacaatctg
   122461 tcgaaaaagt aggaattaat ctagtagaaa agattacaac atggccaaaa tttagggttg
   122521 ttaagccaaa ctcattcacg ttctcgtttt cctccgtatc ccctcctaat atattaccga
   122581 caagatatcg ccattacaag atatctctgg atatatcaca attggaagcg tcgaatatat
   122641 catcgacaaa gacatttata acggtcaata ttgttttact gtctcaatat ttatctagag
   122701 tgagtttagg attcattaga cgtagtttat catacgatat gcctccagaa gttgtctatt
   122761 tagtaaacgc gataatagat agtgctaaac gacttaccga atctattact gactttaata
   122821 ttgatacgta tattaatgac ctggtggaag ctgaacacgt taaacaaaaa tctcagttaa
   122881 cgattaacga gttcaaatat gaaatgctac ataacttttt acctcatatg aactatacac
   122941 ccgatcaact aaagggattt tatatgatat ctttactaag aaagtttctt tactgtatct
   123001 actacacttc tagatatcca gatagagatt caatggtttg tcatcgcatc ctaacatacg
   123061 gcaaatattt tgagacgttg gcacatgatg aattagagaa ttacataggc aacatcagaa
   123121 acgacatcat gaacaatcac aagaatagag gcacttacgc ggtaaacatt catgtactaa
   123181 caactcccgg acttaatcac gcgttttcta gcttattgag tggaaagttc aaaaagtcag
   123241 acggtagtta tcgaacacat cctcactatt catggatgca gaatatttct attcctagaa
   123301 gtgttgggtt ttatccggat caagtaaaga tttcaaagat gttttctgtc agaaaatacc
   123361 atccaagtca atatctttac ttttgttcat cagatgttcc ggaaagaggt cctcaggtag
   123421 gtttagtatc tcaattgtct gtcttaagtt ccattacaaa tatactaacg tctgagtatt
   123481 tggatttgga aaagaaaatt tgtgagtata tcagatcata ttataaagat gatataagtt
   123541 actttgaaac aggatttcca atcactatag aaaatgctct agtcgcatct cttaatccaa
   123601 atatgatatg tgattttgta actgacttta gacgtagaaa acggatggga ttcttcggta
   123661 acttggaggt aggtattact ttagttaggg atcacatgaa tgaaattcgt attaatattg
   123721 gagcaggaag attagtcaga ccattcttgg tggtggataa cggagagctc atgatggatg
   123781 tgtgtccgga gttagaaagc agattagatg acatgacatt ctctgacatt cagaaagagt
   123841 tcccacatgt catcgaaatg gtagatatag aacaatttac ttttagtaac gtatgtgaat
   123901 ctgttcaaaa atttagaatg atgtcaaagg atgaaagaaa gcaatacgat ttatgtgact
   123961 ttcctgccga atttagagat ggatatgtag catcttcact agtgggaatc aatcacaatt
   124021 ctggtccaag agctattctt ggatgtgctc aagctaaaca agctatctct tgtctgagtt
   124081 cggatatacg aaataaaata gacaatggaa ttcatttgat gtatccagag aggccaattg
   124141 tcattagtaa ggctttagaa acttcaaaga ttgcggctaa ttgcttcgga caacatgtta
   124201 ctatagcatt aatgtcgtac aaaggtatca atcaagagga tggaattatc atcaaaaaac
   124261 aatttattca gagaggcggt cttgatattg ttacagccaa gaaacaccaa gtagaaattc
   124321 cattggaaaa ctttaataac aaagaaagag ataggtctaa cgcctattcg aaattagaaa
   124381 gtaatggatt agttagactg aatgctttct tggaatccgg agacgctatg gcacgaaata
   124441 tctcatcaag aactcttgaa gatgattttg ctagagataa tcagattagc tttgatgttt
   124501 ccgagaaata taccgatatg tacaaatctc gcgttgaacg agtgcaagta gaacttactg
   124561 acaaagttaa ggtgcgagta ttaaccatga aagaaagaag acccattcta ggagataaat
   124621 ttaccactag aacgagtcaa aagggaacag tcgcgtatat cgcagatgaa acggaacttc
   124681 catacgacga aaatggtatc acaccagatg tcattattaa ttctacatcc atcttctcta
   124741 gaaaaactat atctatgttg atagaagtta ttttaacagc cgcatattcc gctaagccgt
   124801 acaacaataa gggagaaaac cgacctgtct gttttcctag tagtaacgaa acatccatcg
   124861 atacatatat gcaattcgct aaacaatgtt atgagcattt aaatccgaaa ttgaccgaga
   124921 aagaattatc ggataaaatc ttttgtgaaa agattcttta tgatcctgaa acggataagc
   124981 cttatgcatc caaagtattt tttggaccaa tttattactt gcgtctgaga catttaactc
   125041 aggacaaggc aaccgttaga tgtagaggta aaaagacgaa gctaattaga caagcgaatg
   125101 agggacgaaa acgtggagga ggtatcaagt ttggagaaat ggagagagac tgtttaatag
   125161 cgcatggcgc agccaatact attacagaag ttttaaaaga ctcagaagag gattatcaag
   125221 atgtgtatat ttgtgaaaat tgtggagaca tagcagcaca aatcaaaagt attaatacat
   125281 gtcttagatg ttcaaaactt aatctctctc ctctcttaac aaaaattgat accacgcacg
   125341 tatctaaagt atttcttact caaatgaacg ccagaggcgt aaaagtcaaa ttagatttcg
   125401 aacgaagacc tccttcgttt tataaaccat tagataaagt tgatctcaag ccgtcttttc
   125461 tgaagtaggt ttcttattta gtagttgttg tagataatcg ttaatattat caagataatc
   125521 caaatttaat tcttcaaatg aagtaggatc ttctataact actttatcat agtctaaaga
   125581 tgactgatat tcaggttttg ttggcggttg aggtgtaaca gctacttgag ataccaaagt
   125641 ctgatattca gaaagctgtg gatgtttggg ttcaacatcc actgatggtg ttacaccaat
   125701 cggttcagtg acgtctgtgg atggaggtgc tacttttaca gaacctgtag ccttagttgt
   125761 cgacggagat acatcttcaa tgcgaggaaa tgtataattt ggtaatgttt cttatgtgga
   125821 tctgaagaag aggtaagata tctactagaa agataccgat cacgttctag ttctcttttg
   125881 tagaacttaa ctttttcttt ctcagcatct agttgatatt ccaacctctt cacgttacta
   125941 cgttcatatt ccaattcacg ttcgcatggg ttaccttcgc agtttttacg agcgatttca
   126001 cgttccagat tacgtttagc cttcatgtgt ctctcactct ctctatcgag tttatcagag
   126061 cagtctttct aaaggcgatc gaactccata aatttctcca acgatttgat tgtttccata
   126121 gatttccgaa gttcagcttc taggacggcg attctttttc tttcgaattc acagctggat
   126181 gtacaaccgt ttcctccgtt tccattacca tctctaagtt tctttcctag atcggcaatc
   126241 tttctcaaca tttcatcccc atacatttta cattcctcga gtctaccgtc gtcgaaatat
   126301 ctttccaact ccttttcgac ctcaataact ttaacacgtt gtctttcaag ctctcgtttg
   126361 tagcaactat cattttatct gattccctgg cgcgtttaag atcttcatgc aattgagtca
   126421 gctcttaacg caatctcttg cttcttcgtc atagtactca caatcactgt gagatccatt
   126481 gctaccacgt ctacacttgg tgagctcgcg tttaagagat tcaatttccc gtttgtattg
   126541 gtccatgtct ccattgccgc aaccattaga tttacaggct gttagctgtc gttcaagatc
   126601 agaaatacgg tttttcttgg aattgatttc gtcaatgtac ttaacatgat taacatcgaa
   126661 acacttatta agttcttttt ccaattctac gattttattt ctttcgcgag tcaattccct
   126721 cctgtagtag ctatcggttt tgtcagattc acgctctcta cgtagacttt cttgcaagtt
   126781 actaatttgt tccctgacac gtccaagttc agttttatat gccgaataga gttctgattt
   126841 atcctttaag cagatctcta gcgattgttt aagatcacta attctagtct ttagcctatt
   126901 tacctcctca gaagatgttc cgttaccgtt gcgtttacac tcgttaagct gtctatcaag
   126961 atccatgatt ctatctctaa gacgttgtat ctctttttcc atatcagcat tgctttcatt
   127021 attacgtctg tagtcactta actatctttc aagatttgaa attctatctc taagacgtct
   127081 catttctatc tgtttcggta ttggtcttat tattatgtct acagtcgttc aactgtcttt
   127141 caagatctaa tattctagat tggagtctac taatctctgt aagatttcct cctccgctct
   127201 caatgcagtc ggtcaactta ttctctagtt cgctaatacg cgaacgcagt gcatcaactt
   127261 cttgcgtgtc tttctggttg tgtgtacatt catcgagtct agattcgaga tctctaacgc
   127321 gtcgtcgttc ttcctcaagt tctccgcgta ctgcagaaag cgtgtcccta tcttgttgat
   127381 atttagcaat ttctgattct agagtactga ttctgctcac gtagttacta atagttgtct
   127441 tagccttatc aagttcctcc ttgtatttgt cgcattcctt gatatcccta cgaagtttgg
   127501 acagttccca ttcgacatta cgacgtttat cgatttcagc tcggagatcg tcatcgcgtt
   127561 gttttagcca catacgacta agttcaagtc ttccttgaca agatccatct acttttccat
   127621 ccctaatagt atccagttcc ttttctagtt ctgaacgcat ttctcgttcc ctatcaagcg
   127681 attctttcaa ttctcggata gtcttcttat caatttctga tgaatctgaa ccatcatctg
   127741 tcccattttg aatatcccta agttctttga tctcttttgt aagtcggtcg attctttcgg
   127801 ttttataaac agaatccctt tccaaagtcc taatcttact gagtttatca ctaagttctg
   127861 cattcaattc ggtgagtttt ctcttggctt cttccaactc tgttttaaac tctccaccat
   127921 ttccgcattc ttcctcgcat ttatctaacc attcaattag tttattaata actagttggt
   127981 aatcagcgat tcctatagcc gttcttgtaa ttgtgggaac ataattagga tcttctaatg
   128041 gattgtatga cttaatagca tcatctttat cattattagg gggatggaca accttaattg
   128101 gttggtcctc cttatctcct ccagtagcat gtggttcttc aataccagtg ttagtaatag
   128161 gcttaggcaa atgcttgtcg tacgcgggca cttcctcatc cattaagtat ttataatcgg
   128221 gttctgcttc agaatattct tttctaagag acgcgacttc aggagttagt agaagaactc
   128281 tgtttctgta tctatcaacg ctggaatcaa tactcaagtt aaggatagcg aatacctcat
   128341 cgtcatcatc cgtatcttct gaaacaccat catatgacat ttcatgaagt ctaacgtatt
   128401 gataaataga atcagattta gtattaaaca gatccttaac ctttttagta aatgcatata
   128461 tatatattag atctccagat ttcataatat gatcacatgc cttaaatgtc agtgcttcca
   128521 taatatagtc tggaacacta atgggtgacg aaaaagatac cgcaccatat gctacgttaa
   128581 taaataaatc tgaaccacta agtagataat gattaatatt aaggaagagg aaatattcag
   128641 tatatagata tgccttagca tcatatcttg tactaaacac actaaacagt ttattgatgt
   128701 gatcaatttc caacaaaaca attagagcag caggaatacc aacaaacata ttaccacagc
   128761 cgtatttttt atgaatatca catatcatgt taaaaaatct tgatagaaga gcaaatatct
   128821 catctgactt aatgagacgt agttcagcag cagcataagt cataactgta aatagaacat
   128881 actttcctgt agtattgatt ctagactccg catcaacacc attattaaaa atagttttat
   128941 atacatcttt aatctgctca ccgttaatcg tcgaacgttc tagtatacgg aaacactttg
   129001 atttcttatc tgtagttaat gacttagtga tatcacgaag aatattacga attacatttc
   129061 ttgtttttct tgagagacat gattcagaac tcaactcatc gttccatagt ttttctacct
   129121 cagtggcgaa atctttggag tgcttggtac atttttcaat aaggttcgtg acctccattt
   129181 attataaaaa attttattca aaacttaact acaatcgggt aattataaga tcgtagatct
   129241 cccatgtggt ggaatactac catctatcgc atgtggatgg acagtgggta atagccatgg
   129301 gaacagtaat gattgcatat ttatctttct tgctagtatt actgcatatt gtcccaatgt
   129361 ttcgatgtgg tgttctaacc tatcaactgc cgctgtatca caacaatagt gtccgatgga
   129421 attaagatta tgatccaatg tgtttaatat atgattatca agtcttatac gatccgcgtc
   129481 ttttttgaca ggatcaggtt cttctacatg aagaagtttc ggcctcttat aatattcatg
   129541 tctgggaaac ggtggtctag ggtaaggctc cggtatcgga gtgggttttg gattataatc
   129601 atcatcgtct acatcatcat ctttgatatt tattttgcta tcttgatgat gtcctgtatc
   129661 agttgcattt tcaacactcg actgaatatt agcacattca ttgtctatta ttaccatatt
   129721 tctaaaccca aaatgtatgt gttgaacatc agtactattg ttgatgagtc ttatagcatg
   129781 aattcgctta tcgttatcgg gtttagtttc tgtaacctta acaattcctt ttttattaaa
   129841 ctctacataa tcataaccat ttctattgtt tgttttaata taaacgagta tagcatcatt
   129901 gctaaatttt tcaatagtat cgaaaacaga atatcccaaa ccatataata tatattcagg
   129961 gacactcaaa ctaaatgtcc aggattctcc taaatacgta aactttaata gtgcgaaatc
   130021 attcaaaaat ctatcactta tagatagata gtacatgaat gcgtatagta gtctaccgat
   130081 ctctttatta tgaaaaccga cattaccatc atatatttcg tgatatacat gtgatccgtt
   130141 tacgttaaac cataaataca tgggtgaccc tataaacatg aatttatttc taattctcag
   130201 agccatagtt aattgaccgt gtaatatttg cttacatgca tacttgatac gatcattaat
   130261 aagattttta ttattgctcg ttatttcaga atcgtatata taaggagtac cattgtgatt
   130321 cttaccagat attatacaaa atactatata taaaatatat tgacccacgt tagtaatcat
   130381 gtaaatgttt aatgttttaa attttgtatt taatgattca ttatcatacg ctagcatggt
   130441 cttgtaatat tcattcttta aaatataata ttgtgttagc cattgcattg gagctcctaa
   130501 tggagatttt ctattctcgt ccattttagg atatgctttc ataaagtccc taataacttc
   130561 gtgaataatg tttctatgtt ttctactgat gcatgtattt gcttcgattt ttttatccca
   130621 tgtttcatct atcatagatt taaacgcagt aatgcttgca acattaacat cttgaaccat
   130681 tggtacaatt ccgttccata aatttataat gttcaccatt tatataactc attttttgaa
   130741 tatactttta attgaacaaa agagttaagt tactcatatg ggcgccgacc agtctgaaca
   130801 tcaatctttt tagccagaga tatcatagcc gctcttagag tttcagcgtg attttccaac
   130861 ctaaatagaa cgtcatcatt gcgtttacaa cacttttcta tttgttcaaa ctttgttgtt
   130921 acattagtaa tttttttttc caaattagtt agccgttgtt tgagagtttc ctcattattg
   130981 tctccatcgg ctttaacaat tgcttcgcgt ttagcctctg gctttttagc agcctttgta
   131041 gagaaaaatt cagttgctgg aattgcaaga tcatcatctc cagggaaaag agttccgtcc
   131101 atttaaagta cagattttaa aaactgacac tctacgttat ttatatttgg tgcaacacat
   131161 ggattataaa tatcgatgtt aataacatca gaaaatgtaa agtctataca ttgcgccatc
   131221 gtgttaaatt ttctaatgga tctagtatta ttgggtccaa cttcagcctg aaatccaaat
   131281 atggaagcgg atacaaaacc gtttcctgga taagccacac atctccactt ttgctttaca
   131341 tcagaaattg tgtcattgac atcttgaact ctcctatcta atgctggtgt accacctata
   131401 gattttgaat attcgaatgc tgcatgagta gcattaaatt ccttaatatt gccataattc
   131461 tcatatattg agtaaccctg gataaaaagt aaacacactg cagccgtcgc taccacaata
   131521 aaaaaaattg atagagagtt catttataat ctattagaag ctaacaaaat ttttttacac
   131581 gcatcagaca atgctttaat aaatagttca acatctactt ttgttatatc gaaccgatga
   131641 tatgattcta acctagaatt acatccgaaa aagttgacta tgttcattgt cattaagtca
   131701 ttaacgaaca atatgccaga ctctggatta taagacgata ctgtttcatc acaatcacct
   131761 accttaatca tgtgattatg aatattggct attagagcac cttctaagaa atctataata
   131821 tctttgaaac acgatttaaa atcaaaccac gaatatactt ctacgaagaa agttagttta
   131881 cccataggag agataactat aaatggagat ctagatacaa aatccggatt catgatagtt
   131941 ttaacattat tatattctct attaaatacc tccacatcta aaaatgttaa ttttgaaact
   132001 atgtcttcgt ttattaccgt acctgaacta aacgctataa gctctattgt ttgtgaactc
   132061 tttaaacgat attcttgaaa tacatgtaac aaagtttcct ttaactcggt cggtttatct
   132121 accatagtta cagaatttgt atccttatct ataatataat aatcaaaatc gtataaagtt
   132181 atataattat cgcgttcaga ttgtgatctt ttcaaataga ctaaaaaccc catttctcta
   132241 gtaagtatct tatgtatatg tttgtaaaat atcttcatgg tgggaatatg ctctaccaca
   132301 gttagccatt cctcattgat agcggtagat gtattagaca aaactattcc aatgtttaac
   132361 aagggccatt ttacaagatt attaaatcct tgtttgataa atgtagctaa tgagggttcg
   132421 agttcaacga cgattgaatt ctcttcccgc ggatgccgca tgatgaacga ctggatgttg
   132481 ttcgattgat ttggaattct ttttcgactt tttgtttata ttaaatattt taaaatttat
   132541 agctgatagc aattcatgta ctacggataa tgtagacgcg tattgtgcat cgatatcttt
   132601 attattagat aaatttatca ataaatgtga gaagtttgcc tcgttaaggt cttccattta
   132661 aatattatat aaacatttgt gtttgtatct tattcgtctt ttatggaata gtttttaact
   132721 agtaaagctg taattacata ctttgtccgt aaaacataaa tataaacacc cgcttttatc
   132781 aaacgttcca aaaagtcgtt agtagacatt tttaacatgg tatctatttt aaatacactt
   132841 aggtttttag aaaaaacatc attttataat tgtaacgatt caataactaa agaaaagatt
   132901 aagattaaac ataagggaat gtcatttgta ttttataagc caaagcattc taccgttgtt
   132961 aaatacttat ctggaggatg tatatatcat gatgatttgg ttgtattggg gaaggtaaca
   133021 attaatgatc taaagatgat gctattttac atggatttat catatcatgg agtgacaagt
   133081 agtggagtaa tttacaaatt gggatcatcc atagatagac tttctctaaa taggactatt
   133141 gttacaaaag ttaataacaa ttataacaat tataacaatt ataacaatta ttataattgt
   133201 tataattatg atgatacatt ttttgacgat gatgattgat cgctattaca caattttgtt
   133261 tttgtacttt ctaatatagt gtttaggttc tttttcatat gagaatattg atttactaaa
   133321 atatctatgt ttaacttttg ttctataacg tccttatcgg cggtatcggt acatatacgt
   133381 aattcacctt cacaaaatac ggagtcttcg ataataatag ccaatcgatt attggatcta
   133441 accgtctgta tcatattcaa catgtttaat atatcctttc gtttaccctt tacaggcatc
   133501 gatcgtagca tattttccgc gtctgagatg gaaatgttaa aactacaaaa atgcgtaatg
   133561 ttagcccgtc ctaatattgg tacatgccta taagtttggc atagtagaat aatagacgtg
   133621 ttcaaatgcc ttccaaagtt taagaattct attagagtat tgcattttga tagtttatca
   133681 cctacatcat caaaaataag taaaaagtgt gctgattttt tatgattttg tgcgacagta
   133741 atacattttt ctatgttact tttagttcgt attagattat attctagaga ttcctgacta
   133801 ctaacgaaat taatatgatt tggccaaatg tacccatcat aatctgggtt ataaacgggt
   133861 gtaaacaaga atatatgttt atatttttta actagtgtag aaaacagaga tagtaaatag
   133921 atagtttttc cagatccaga tcctcccgtt aaaaccattc taaacggcat ttttaataaa
   133981 ttttctctta aaaattgttt ttcttggaaa caattcataa ttatatttac agttactaaa
   134041 ttaatttgat aataaatcaa aatatggaaa actaaggtcg ttagtaggga ggagaacaaa
   134101 gaaggcacat cgtgatataa ataatatttg ttatcatgat gacaccagaa aacgacgaag
   134161 agcaaacatc tgtgttctcc gccactgttt acggagacaa aattcaggga aaaaataaac
   134221 gcaaacgcgt aattggtata tgtattagaa tatctatggt tatttcacta ctatctatga
   134281 ttaccatgtc cgcgtttctc atagtgcgtc taaatcaatg catgtctgct aacgaggctg
   134341 ctattactga cgccactgca gttgctgctg cattatctac tcatagaaag gttgcgtcta
   134401 gcactacaca atataaacac caagaaagct gtaatggttt atattaccag ggttcttgtt
   134461 atatattcca ttcagactac cagttattct cggatgctaa agcaaattgc gccacagaat
   134521 catcaacact acccaataaa tctgatgtct tgactacctg gctcattgat tatgttgagg
   134581 atacatgggg atctgatggt aatccaatta caaaaactac aaccgattat caagattccg
   134641 atgtatcaca agaagttaga aagtattttt gtgttaaaac aatgaactaa tatttatttt
   134701 tgtacattaa taaatgaaat cgcttaatag acaaactgta agtaggttta agaagttgtc
   134761 ggtgccggcc gctataatga tgatactctc aaccattatt agcggcatag gaacatttct
   134821 gcattacaaa gaagaactga tgcctagtgc ttgcgccaat ggatggatac aatacgataa
   134881 acattgttat ttagatacta acattaaaat gtctacagat aatacggttt atcagtgtcg
   134941 taaattacga gccagattgc ctagaccgga tactagacat ctaagagtat tgtttagtat
   135001 tttttataaa gattattggg taagtttaaa aaagaccaat aataaatggt tagatattaa
   135061 taatgataaa gatatagata ttagtaaatt aacaaatttt aaacaactaa acagtacaac
   135121 ggatgctgaa gcgtgttata tatacaagtc tggaaaactg gttaaaacag tatgtaaaag
   135181 tactcaatct gtactatgtg ttaaaagatt ctacaagtaa caacaaaaaa taaaataata
   135241 ataagtcctt aacgaacgtt gatggacacc acgtttgtta ttactccaat gggtatgctg
   135301 actataacag atacattata tgatgatctc gatatctcaa taatggactt tataggacca
   135361 tacattatag gtaacataaa aactgtccaa atagatgtac gggatataaa atattccgac
   135421 atgcaaaaat gctactttag ctaagggtaa aatagttcct taggattcta atgatttggt
   135481 tagattcaac atttatagca tttgtaccgc atacagatca aaaataccat catcatagca
   135541 tgcgactatg ataccatgtt agatatagaa ggtaaacatc agccatttta tctatttaca
   135601 tctattgatg tttttaacgc tacaatcata gaagcgtata acctgtatac agctggagat
   135661 tatcatctga tcatcaatcc ttcagataat ctgaaaatga aattgtagtt taattcttca
   135721 ttctgcatat caaacggcaa tggatggatc ataattgatg ggaaatgcaa tagtaatttt
   135781 ttatcataaa agttgtaaag taaataataa aacaataaat attgaactag tagtacgtat
   135841 attgagcaat cagaaatgat actggtacct cttatcacag tgaccgtagt tgcgggaaca
   135901 atattagtat gttatatatt atatatttgt aggaaaaaga tacgtactgt ctataatgac
   135961 aataaaatta ttatgacaaa attaaaaaag ataaagagtt ctaattccag caaatctagt
   136021 aaatcaactg ataacgaatc agactgggag gatcactgta gtgctatgga acaaaataat
   136081 gacgtggata atatttctag gaatgagata ttggatgatg atagcttcgc tggtagttta
   136141 atatgggata acgaatccaa tgtcatagcg cctagcacag aacacattta cgatagtgtt
   136201 gctggaagca cgcggctaat aaataatgat tgtaatgaac aaactattta tcagaacact
   136261 acagtaatta atgagacaga gactattgaa gtacttaatg aagataccaa acagaatcct
   136321 agctattcgt ccaatccttt cgtaaattat aataaaacca gtatttgtag caagtcaaat
   136381 ccgttcatta cagaactcaa caataaattt agtgagaata atccgtttag gagagcacat
   136441 agcgatgatt acctaaataa gcaagaacat gatgatatag aatcatctgt tgtatcatta
   136501 gtctgattag tttccttttt ataaaattga agtaatattt agtattaatt gctaccgtta
   136561 cattgtacaa atggagatat tccctgtatt tggcatttct aaaattagca attttattgc
   136621 taataatgac tgtagatatt atatagatac agaacatcat taaaaaatta tacctaatga
   136681 gatcaataga cagatggatg aaatggtact tcttaccaac atcttaagcg tagaagttgt
   136741 aaataacaat gagatgtatc atcttattcc ccatagacta tcgatgatta tactctgtat
   136801 tagttctatt ggaagatgtg ttatctctat agataatgac gttaataaca aaaatattct
   136861 aacctttccc attgatcatg ctgtaatcat atcccactaa gtaaatgtgt cgtagttagt
   136921 aagggtccta caaccatatt ggttgttaaa gcggatatac ccagcaaacg acatactata
   136981 tgtaaataat ctgtcactga ttaattattt gccgttgtct gtattcatta ttagacgagt
   137041 tacaaactat ttggatagac acatatgcga tcagatattt gctaataata agtggtattc
   137101 cattataacc atcgacgata agcagtttcc tattccatca aactgtatag gtatgtcctc
   137161 taccaagtac ataaattcta gcatcgagca agatacttta atccatgttt gtaacctcga
   137221 gcatccattc gactcagtat acaaaaatgc agtcgtacaa attctgtacc tatcaaggaa
   137281 caaatattgt acggtagaat tgataatata aatatgagca ttagtatttc tgtggattaa
   137341 tagatttcta gtatgggatc attaatcatt tctaatctct aaatacctca taaaacaaaa
   137401 aagctattat caaatactgt acggaatgga ttcattctct tctcttttta tgaaactctg
   137461 ttgtatatct actgataaaa ctggaagcaa aaaatctgat agaaagaata agaataagat
   137521 caaggattat atggaacacg attattataa aataacaata gttcctggtt cctcttccac
   137581 gtctactagc tcgtggtatt atacgcatgc ctagtaatag tctctttgcg ttgatggaaa
   137641 gcagactaga aataacaggc taaaatgttc agacaccata atagttccca acccagataa
   137701 taacagagtt ccatcaacac attcctttag actcaatccc aatcccaaaa ccgttaaaat
   137761 gtatccggcc aattgatagt aaataatgag gtgtacagca catgataatt tacacagtaa
   137821 ccaaaatgaa aacactttag taattataag aaatatagac ggtaatgtca tcattaacaa
   137881 tccaataata tgcctgagag taaacattga cggataaaac aaaaatgccc cgcataactc
   137941 tatcatggca ataatacaac caaacacttg taaaattcct aaattagtag aaaatacaac
   138001 tgatatcgat gtataagcga tttcgaggaa taataagaac aaagtaatgc ctgtaaaaat
   138061 aaacatcaac attgtatgat ggtcattaaa ccaattagta tgacgttgaa ctaatttcac
   138121 agtagatttt attccggtgt tatcctcgca tgtataagta ccgggtaata tatctttata
   138181 ctttataatt aatgaaacat cgttatcaga taacgaatgg agtttggcac tagtatgcca
   138241 tttacttaat atgatcgtct tggaagtttt attataagtt aaaatattat ggttgtccaa
   138301 tttccatcta atatactttg ttggattatc tatagtacac ggaataatga tggtatcatt
   138361 gcacgccgta tactctatag tctttgtaga tgttataacc acaaaagtgc agaggtatat
   138421 caacaatatt ctaactctta acatttttat ttatttaaaa tgataccttt gttatttatt
   138481 ttattctatt ttgcgaacgg tatcgaatgg cataagtttg aaacgagtga aaaaataatt
   138541 tctacttact taatagatga cgtattatac acgggtgtta atggggcagt atatacattt
   138601 tcaaataata aactaaacaa aactggttta gctaatacta attatatcac aacatctata
   138661 aaagtagagg atgtgataca ttagtatgcg gaaccaataa cggaaatccc aaatgttgga
   138721 aaatagacgg ttccaaagat ccaaaacata gaggtagagg atacgctcct tatcaaaata
   138781 gtaaagtaac gataatcagt cataacaaat gtatactatc taacataaac atatcaaaag
   138841 aaggaattaa acgatggaga agatttgacg gaccatgtgg ttatgattta tttatacacg
   138901 gcggataacg taattccaaa agatggttta caaggagcat ttgtcgataa agacggtact
   138961 tatgacaaag tttacattct tttcactgtt actatcggct caaagagaat tgttaaaatt
   139021 ccgtatatag cacaaatgtg cttaaacgac gaatgtggtc catcatcatt gtctagtcat
   139081 agatggtcga cgttgctcaa agtcgaatta gaatgtgaca tcgacggaag aagttatagt
   139141 caaattaatc attctaaaac tataaaacag ataatgatac gatactatat gtattctttg
   139201 atagtccttt tccaagtccg cattatgtac ctattctatg aataccatta aacaatcttt
   139261 ttctacgtca aattgggagg atatacaaag caattactgt ctccagcttt tggtatatgt
   139321 ctaccagctg gaaaaagttg ttccacataa cacgtttgac gttatagaac aatataatgt
   139381 actagataat attataaagc ctttatttaa ccaacctatc ttcaaaggac cgtctgatgt
   139441 taaatggttc gatataaagg agaaggaaaa tgaacatcgg aaatatagaa tatacttcat
   139501 aaaagaaaat actatatatt cgttcaatac aaaatctaaa caaactcgta gctcgcaagt
   139561 cgatgcgcaa ctattttcag taatggtaac ttcgaaaccg ttatttatag cagatatagg
   139621 gatagaagta ggaatgccac gaataaaaaa tacttaaaat gtaatcttaa tcgagtacgc
   139681 catatgacaa tgaacaaacc taagacaaat tatgctggtt atgcttgctg cgtaatatgc
   139741 ggtctaattg ttggaattat ttttacagcg acactattaa aagctgtaga acgtaaatta
   139801 attcatacac cattaataga taaaacgata aaagatgcat atattagaga agattgtcct
   139861 actgactgaa taagctatat aataaatgta tacatttatc gactaatcaa aaaacctggg
   139921 aggaaggacg taatgcatgc aaagctctaa atccaaattc ggatctaatt aatatagaga
   139981 ctctaaacga gttaagtttt ttaagaagcc ttagaagagg ctattgggta ggagaattca
   140041 aaatattaaa ccagacaacc acgtataatt ttatagctaa aaatgtcacg aagaatggaa
   140101 ctaaaaaacg aaatatattt gtagtacaac gaatactccc aaactgcatt catgttacac
   140161 tatataacaa ttacactaca tttttatcat aacactactt tggttagatg ttttagaaaa
   140221 aaaatatcgc cgtaccgttc ttgtttttat aaaaataaca attaacaatt atcaaatttt
   140281 ttctttaata ttttacgtgg ttgaccattc gtggtggtaa aataatctct tagtgttgga
   140341 atggaatgct gtttaatgtt tccacactca tcgtatattt tgacgtatgc agttacatcg
   140401 tttacgcaat agtcagactg tagttctatt atgcttccta cattaggagg aacagtttta
   140461 aagtctcttg gttttaatct attaccgtta gtttttatga aatcctttgt tttatccact
   140521 tcacatttta aataaatgtc cactatacat tcttctgtta attttactag atcgtcatat
   140581 gtcatagaat ttataggttc catagtccat ggatccaaac tagtaaactt cgcgtataca
   140641 gtatcgcgat tagtgtatac accaactgta tgaaaattaa gaaaacagtt taatagatca
   140701 acagaaatat ttaatcctcc gtttgataca gatgcaccat atttatggat ttcggattca
   140761 cacgttgttt gtctgagggg ttcgtctagc gttgcttcta cataaacttc tattcccata
   140821 tattctttat tatcagaatc gcataccgat ttatcatcat acactgtttg aaaactaaat
   140881 ggtatacaca tcaaaataac aaatactaac gagtacattc tgcaatattg ttatcgtaat
   140941 tggaaaatta gtgttcgggt gagttggatt atgtgagtac tggattgcat attatatttt
   141001 atattttata ttttatattt tgtaataaga atagaatgct aatgtcaagt ttattccaat
   141061 aaatgactta ttaaaaaaca tatataataa ataacaatgg ctgaatggca taaaattatc
   141121 gaggatattt caaaaaataa taatttcgag gatgccgcca tcgttgatta caagactaca
   141181 aagaatgttc tagcggctat tcctaacaga acatttgcaa agattaatcc gggcgaagtt
   141241 attccgctca tcactaatca taatattcta aaacctctta ttggtcagaa gttttgtatt
   141301 gtatatacta actctctaat ggatgagaac acgtatgcta tggagttgct tactgggtac
   141361 gcccctgtat ctccgatcgt tatagcgaga actcataccg cacttatatt tttgatgggt
   141421 aagccaacaa catctagacg tgatgtgtat agaacgtgta gagatcacgc tacccgtgta
   141481 cgtgcaactg gtaattaaaa taaaaagtaa tattcatatg tagtgttaat tttaaatgat
   141541 gataaaatgg ataatatcca tattgacgat gtcaataatg ccggtattgg tatacagctc
   141601 atcgattttt agatttcgtt cagaggatgt ggaattatgt tatgggaatt tgtattttga
   141661 taggatctat aataatgtag taaatataaa atatattcct gagcatattc catataaata
   141721 taattttatt aatcgtacgt tctccgtaga tgaactagac aataatgtct tttttacaca
   141781 tggttatttt ttaaaacaca aatatggttc acttaatcct agtttgattg tctcattatc
   141841 aggaaactta aaatataatg atatacaatg ctcagtaaat gtatcgtgcc tcattaaaaa
   141901 tttggcaacg agtatatcta ctatattaac atctaaacat aagacgtatt ctctacatcg
   141961 gtccaagtgt attactataa taggatatga ttctattata tggtataaag atataaatga
   142021 caagtataat gatatctatg attttaccgc aatatgtatg ctaatagcgt ctacattgat
   142081 agtgaccata tacgtgttta aaaaaataaa aatgaactct taattatgct attagaaatg
   142141 gataaaatca aaattacggt tgattcaaaa attggtaatg ttgttaccat atcgtataac
   142201 ttggaaaaaa taactattaa cgacacacca aaaaagaaaa ggatgtatta ttagcgcaat
   142261 cagttgctgt tgaagaggca aaagatgtca aggtggaaga aaaaaatatc gatattgaaa
   142321 atgacaatga cgatgatatg gatgtagaaa gcgtgtaata cgatctataa aaaataagta
   142381 tataaatact ttttatttac ggtactcttg tagtggtaat acccctactc gattattttt
   142441 tttaaaaaaa aatacttatt ctgattattc tagccatttc cgtgttcgtt caaatgccac
   142501 atcaaagata tgggagtagt tgaaatctag ttctgcattg ttggcgcgcc tcaaatgtag
   142561 tgttggatat cttcaacgta tagttgttga gtagtgatgg ttttctaaat agaattctct
   142621 tcatatcatt cttgcacgtg tacattttta gcatccatct tggaatccta gatccttgtt
   142681 ctattcccaa tggtttcatc aatagaagat taaacatatc gtacgaacac gatggagagt
   142741 aaccgtagca aaagtaagca tttcctttaa tctcagatcc cggatactgg atatatttta
   142801 cagccaacac atgcatccat gcaacatttc ctacatatac ccggctatgt accgcgtcat
   142861 catcgactgt acgatacata atgttaccgt gttgcgtaca ttgctcgtaa aagactttcg
   142921 ttaatttgtc tcctcctccg taaattccag tgggtcttag gcaacaagta tacaattttg
   142981 caccattcat aattacagaa ttattggctt tcgtgaccag ttgctcgacc atacgtttac
   143041 tttttgcgta tacatgtccg ggtgatatat cgtacagggt atgctcatga ccaatgaatg
   143101 gattaccgtg tttatttggt cctattgctt ccatgctacc taatataaat caaatacttg
   143161 attcctaggt ctacagaagc tgccaatata gtctgtgtta cataatagtt tactttcatg
   143221 atttcattat cggtgtattt tccaaataca tccactagag caaccgtatg aataatcaga
   143281 tttaccccat ctagtgcttc tttcacctta ttaagtcgtt tatatcacat tgtatatagt
   143341 ttataacttt aaccttcgat acgagaggtt gtggatcttc tacgacattg ataactctga
   143401 tttcttgaac atcatctgcg ctaattaaaa gttttactat atacctgcct agaaattcgg
   143461 caccaccagt aaccgcgtac acggtcattg ctgctgtcac tcataaatat cggactactt
   143521 attctatttt acaaataatg gctgtttgta taatagacca cgataatatc agaggagtta
   143581 tttactttga accagtccat ggaaaagata aagttttagg atcagttatt ggattaaaat
   143641 ccggaacgta taatttgata attcatcgtt acggggatat tagtcgagga tgtaattcca
   143701 taggcagtcc agaaatattt atcggtaaca tctttgtaaa cagatatggt gtagcatatg
   143761 tttatttaga tacagatgta aatatatcta caattattgg aaaggcgtta tctatttcaa
   143821 aaaatgatca gagattagcg tgtggagtta ttggtatttc ttacataaat gaaaagataa
   143881 tacattttct tacaattaac gagaatggcg tttgatatat cagttaatgc atctaaaaca
   143941 ataaatgcat tagtttactt ttctactcag caaaataaat tagtcatacg taatgaagtt
   144001 aatgatacac actatactgt cgaatttgat agggacaaag tagttgacac gtttatttcg
   144061 tataatagac ataatgactc catagagata agaggggtgc ttccagagga aactaatatc
   144121 ggttgcacgg ttaatacgcc ggttagtatg acttacttgt ataataagta tagttttaaa
   144181 ctaattttag cagaatatat aagacacaga aatactgtat ccggcaatat ttattcggca
   144241 ttgatgacac tagatgattt ggttattaaa cagtatggcg acattgatct attatttaat
   144301 gagaaactta aagtggactc cgattcggga ttatttgact ttgtcaactt tgtaaaggat
   144361 attatatgtt gtgattctag aatagtagta gctctatcta gtctagtatc taaacattgg
   144421 gaattgacaa ataaaaagta taggtgtatg gcattagccg aacatatagc tgatagtatt
   144481 ccaatatctg agctatctag accacgatac aatctatgta agtatttacg aggacacact
   144541 gagagcatag aggatgaatt tgattatttt gaagacgatg attcgtcgac atgttctgtc
   144601 gtaaccgaca gggaaacgga tgtataattt tttatagtgt gcaggatatg ataaaaatat
   144661 aattgttgta tccattccca ttctaatcac attatatgat tctgtaaaaa attatactgt
   144721 aacacaatga agtagttgca tagatgtata taggtcagat actggtttga taaacttttt
   144781 attccacatg agtatgtttg actttatggt tagacccgca tactttaaca aatcactgaa
   144841 aattggagtt aggtattgac atctcagaat cagttgccgt tctggaacat taaatgtatt
   144901 ttttatgata tattccaacg catttatgtg ggtatacaac aagtcattac taatagagta
   144961 ttccaagagt tttaattggc tagtatttaa caagagaaga gatttcaaca gactgtttat
   145021 gaactcgaat gccgccttat tgtcgcttat attgatgatg tcgaattctc ccaatatcat
   145081 cactgatgag tagctcatct tgttatcagg atccaagctt tctaaagacg tcattaaacc
   145141 ctcgatcatg aatggattta tcatcatcgt ttttatgttg gacataagct tagtccgttt
   145201 gtccacatct atagacgatg atttctgaat tattgcatat atctctctct ttaactccag
   145261 gaacttgtca ggatggtcca ctttaacatg ttctcgccta agagataaaa atctttggat
   145321 ggttgcatgt gacttttctc taaatgatga tgttgcccaa gatcctctct taaatgaatc
   145381 catcctatcc ttgtacaaga tggacagtct attttcctta gatggtttaa tatttttgtt
   145441 acccatgatc tataaaggta gacctaatcg tcttggatga ccatatattt atttccagtt
   145501 ttattatacg cataaattgt aaaaatatgt taggtttact aaaatgtctc gcggggcatt
   145561 aatcgttttt gaaggattgg acaaatctgg aaaaacaaca caatgtatga acatcatgga
   145621 atctataccg acaaacacga taaaatatct taactttccg cagagatcca ctgtcactgg
   145681 aaagatgata gatgactatc taactcgtaa aaaaacctat aatgatcata tagttaatct
   145741 attattttgt gcaaatagat gggagtttgc atcttttata caagaacaat tagaacaggg
   145801 aattacttta atagttgata gatacgcgtt ctctggagta gcatatgcca ccgctaaagg
   145861 cgcgtcaatg actctcagta agagttatga atctggattg cctaaacccg acttagttat
   145921 attcttggaa tctggtagca aagaaattaa tagaaacgtc ggcgaggaaa tttatgaaga
   145981 tgtagcattc caacaaaagg tattacaaga atataaaaaa atgattgaag aaggagaaga
   146041 tattcattgg caaattattt cttctgaatt cgaggaagat gtaaagaagg agttgattaa
   146101 gaatatagtt atagaggcta tacatacggt tactggacca gtggggcaac tgtggatgta
   146161 ataaagtgaa attacatttt tataaataga tgttagtgca gtgttaaaaa atggatgaag
   146221 gatattactc tggcaacttg gaatcagttc tcggatacgt atctgatatg catactaaac
   146281 tcgcatcaat aactcaatta gttattgcca agatagaaac tatagataat gatatattaa
   146341 acaacgacat tgtaaatttc attatgtgta gatcaaactt aaataatcca tttatctctt
   146401 tcctagatac tgtatatact attatagatc aagagatcta tcagaacgag ttgattaatt
   146461 cattagacga caataaaatt atcgattgta tagttaataa gtttatgagc ttttataagg
   146521 ataacctaga aaatatagta gatgctatca ttactctaaa atatataatg aataatccag
   146581 attttaaaac tacgtatgca gaagtactcg gttccagaat agcggatata gatattaaac
   146641 aagtaatacg tgagaatata ctacaattgt ctaatgatat ccgcgaacga tatttgtgaa
   146701 aatattaaaa aaaaatactt tttttattaa atgacgtctc ttcgtgaatt tagaaaatta
   146761 tgctgtgcta tatatcacgc atcaggatat aaagaaaaat ctaaattaat tagagacttt
   146821 ataacagata gggatgataa atatttaatc attaagctat tgcttcccgg attagacgat
   146881 agaatttata acatgaacga taaacaaatt ataaaaatat atagtataat atttaaacaa
   146941 tctcagaaag atatgctaca agatttagga tacggatata taggagacac tattagtaca
   147001 ttcttcaaag agaacacaga aatccgtcca agaaataaaa gcattttaac tttagaagac
   147061 gtggatagtt tcttaactac attatcatcc ataactaaag aatcgcatca aataaaatta
   147121 ttgactgaca tcgcatccgt ttgtacatgt aatgatttaa aatgtgtagt catgcttatt
   147181 gataaagatc taaaaattaa agcgggtcct cggtacgtac ttaacgctat cagtcctcat
   147241 gcctatgatg tttttagaaa atctaataac ttgaaagaga taatagaaaa tgaatctaaa
   147301 caaaatctag actctatatc tgtttctgtt atgactccaa ttaatcccat gttagcggaa
   147361 tcgtgtgatt ctgtcaataa ggcatttaaa aaatttccat caggaatgtt tgctgaagtc
   147421 aaatacgatg gcgagagagt acaagttcat aaaaataata acgagtttgc cttttttagt
   147481 agaaacatga aaccagtact ctcttataaa gtggattatc tcaaagaata cataccgaaa
   147541 gcatttaaaa aagctacgtc tatcgtattg gattctgaaa ttgttcttgt agacgaacat
   147601 aatgtacagc tcccgtttgg aagtttaggt atacacaaaa agaaagaata taaaaactct
   147661 aacatgtgtt tgtttgtgtt tgactgtttg tactttgatg gattcgatat gacggacatt
   147721 ccattgtaca aacgaagatc ttttctcaaa gatgttatgg tcgagatacc caatagaata
   147781 gtattctcag agttgacgaa tattagtaac gagtctcagt taactgacgt attggatgat
   147841 gcactaacaa gaaaattaga aggattggtc ttaaaagata ttaatggagt atacgagccg
   147901 ggaaaaagaa gatggttaaa aataaagcga gactatttga acgagggttc catggcagat
   147961 tctgccgatt tagtagtact aggtgcttac tatggtaaag gagcaaaggg tggtattatg
   148021 gcagtctttc taatgggttg ttacgatgat gaatccggta aatggaagac ggtaactaaa
   148081 tgttcaggac atgatgataa tacgttaagg gttttgcaag accaattaac gatggttaaa
   148141 attaacaagg atcccaaaaa aattccagag tggttggtag ttaataaaat ctatattccc
   148201 gattttgtag tagaggatcc gaaacaatct caaatatggg aaatttcagg agcagagttt
   148261 acatcttcca agtcacatac agcgaatgga atatcgatta gatttcctag atttactagg
   148321 attagagaag ataaaacgtg gaaagaatct actcatctaa acgatttagt aaatttgact
   148381 aaatcttaat agttacatac aaactgaaaa ttaaaataac actatttagt tggtgatcgc
   148441 catggatggt gttattgtat actgtctaaa cgcgttagta aaacatggtg aggaaataaa
   148501 tcatataaaa aatgatttca tgattaaacc atgttgtgaa agagtttgtg aaaaagtcaa
   148561 gaacgtacac atcgacggac aatctaaaaa caatacagtg attgcagatt tgccatatct
   148621 ggataatgct gtattggatg tatgcaaatc agtatataaa aagaatgtat caagaatatc
   148681 cagatttgct aatttgataa agatagatga tgatgacaag actcctaccg gtgtatataa
   148741 ttattttaaa cctaaagatg ctatttctgt tattatatcc ataggaaagg ataaagatgt
   148801 ctgtgaacta ttaatcgcat ccgataaagc gtgtgcgtgt atagagttaa attcatataa
   148861 agtagccatt cttcccatga atgtttcctt ctttaccaaa ggaaatgcgt cattgattat
   148921 tctcctgttt gacttctcta tcaatgcggc acctctctta agaagtgtaa ccgataataa
   148981 tgttgttata tctagacaca aacgtcttca tggcgagatt ccgagttcca attggttcaa
   149041 gttttatata agtataaagt ccaactattg ttctatatta tatatggtag ttgatggatc
   149101 tgtgatgtat gcaatagctg ataataaaac tcacacaatt attagcaaaa atatattaga
   149161 caatactaca attaacgatg agtgcagatg ctgttatttt gaaccacaga ttaagattct
   149221 cgatagagat gagatgctta atggatcatc gtgtgatatg aacagacatt gtattatgat
   149281 gaatttacca gatataggag aattcggttc cagtatattg gggaaatatg aacctgacat
   149341 gattaagatt gctctttcag tggctggtaa tttaataaga aatcaagact acattcccgg
   149401 gagacgcggc tatagctact acgtttacgg tatagcctct agataatttt ttaagcacaa
   149461 aataaaaaac ataattttaa actagtctat ttcatactat tttgtgtgat caccatggac
   149521 ataaagatag atattagtat ttttggtgat aaatttacgg tgactactag gagggaaaat
   149581 gaagaaagaa aaaatatcta cctctccaaa aagaaaaatt tactactgat gttatcaaac
   149641 ctaattatct tgagcacgat aacttattag atagagatga gatgtctact attctagagg
   149701 aatattttat gtacagaggt ctattaggcc tcagaataaa atatggacga ctttttaacg
   149761 aaattagaaa attcgacaat gatgcggaag aacaattcgg tactatagaa gaactcaaac
   149821 agaaacttag attaaatgct gaagagggag ccgataactt tatagattat ataaaggtac
   149881 aaacaggata tctatgatag gattgtgtgc gtgtgtggta gatgtttgga gaaaggagaa
   149941 actgttttct agatggaaat attgtttacg agctattaaa ctgtttattg atgatcccat
   150001 acttgataag ataaaatcta tactgcagaa tagactagtg tatgtggaaa tgttatagaa
   150061 aattaaaagt taatgagagc aaaatataat gttgtattct aatcccatat ttattatttt
   150121 cacggagata taggtgtagt tttgcagtga ccgtcctgat aatattatct atatgatggg
   150181 tggatatgat cagtacccgt atagaagttc aaaggttata gtgtacaata catgtacaaa
   150241 ttcttggata tatgatatac cagagctaaa atatcctcgt tctaattgtg gaggagttgc
   150301 tgatgatgaa tacatttatt gcataggcga tcaggattca tcgttgatat ctagtattga
   150361 tagatggaag ccatcaaaac catattgata aacgtatgct aaaatgcgag agacaaaatg
   150421 tgatattggt gtagcgatgt taaacggatt aatatatgtc ataggcggag ttgttaaagg
   150481 tgacacatgt accgacacac ttgagagttt atcagaagat ggatggatga tgcatcaacg
   150541 tcttccaata aatgtccaat atgtcgacga ttgttcatac cggcaaaatt tatatatcag
   150601 gaggctacac aatagtagtg tagttaatgg aatatcaaat ctagtcctta gctataatcc
   150661 gatatatgat gaatggacca aattatcatc attaaatatt cctagaatta atcctgctct
   150721 atggtcagtg cataataaag tatatgtagg aggaatatct gatgatattc aaactaatac
   150781 atctgaaaca tacaacaaag aaaaagatcg ttggacattg gataatagtc acgtgttacc
   150841 acgcaattat ataatgtata aatgcgaacc gattaaacat aaatatccat tggaaaaaca
   150901 cagtacacga atgattttct aaagtacttg gaaagtttta tatgtagttg atagaacaaa
   150961 atacatattt tttgtaaaaa taaatcactt tttatactaa tatgacacga ttgtcaatac
   151021 ttttgttact aatatcatta gtatactcta caccttatcc tcagacacag atatctaaaa
   151081 aaataggtga tgatgcaact ctatcatgta gtagaaataa tataaatgat tatgttgtta
   151141 tgagtgcttg gtataaggag cccaattcca ttattctttt agctgccaaa agtgacgtct
   151201 tgtattttga taattatacc aaggataaaa tatcatacga ttctccatac gatgatctag
   151261 ttacaactat tacaattaaa tcattgactg ctaaagatgc cggtacttat gtatgtgcat
   151321 tctttatgac atcaactaca aatgatactg ataaagtaga ttatgaagaa tactctacag
   151381 agttgattgt aaacacagat agtgaatcga ctatagacat aatactatct ggatcttcac
   151441 attcaccgga aactagttct gagaaacctg attatataaa taattttaat tgctcgttgg
   151501 tatttgaaat cgcgactccg ggaccaatta ctgataatgt agaaaatcat acagacactg
   151561 tcacatacac tagtgatatc attaatacag taagtacatc atctagagaa tccacaacag
   151621 tcaagacgtc gggaccaatt actaataaag aagatcatac agtcacagac actgtctcat
   151681 acactacagt aagtacatca tctgaaattg tcactactaa atcaaccgcc aatgatgcgc
   151741 acaatgataa tgaaccatct actgtgtcac caacaactgt aaaaaacatc acgaaatcta
   151801 taggtaagta tagtactaaa gactatgtca aagtatttgg tattgcagca ttaattatat
   151861 tgtcggccgt ggcaattttc tgtattacgt attatatatg taataaacgt tcacgtaaat
   151921 acaaaacaga aaacaaagtc tagattttga cttacataaa tgtctggaat agtaaaatct
   151981 atcattttga gcgggtcatc tggtttagga aagacagcca tagccaaaag actatgggaa
   152041 tatatttgga tttgtggtgt cccataccac tagatttcct cgtcctatgg aacgagaagg
   152101 tgttgattac cattacgtta acagagaggc aatctggaag ggaatagcca ccggaaactt
   152161 tctagaacat actgagtttt taggaaatat ttacggaact tctaaaacag ctgtgaatac
   152221 agcggctatt aataatcgta tttgtgtgat ggatttaaac atcgacggtg ttagaagtct
   152281 taaaaatact tacctaatgc cttactcggt gtatataaaa cctacctctc ttaaaatggt
   152341 tgagaccaag cttcgtcgta gaaacactga agcggacgat aagattcatc gtcgcgcgat
   152401 gttggcaaaa acggatatgg atgaggccaa cgaagcaggt ctattcaaca ctactattat
   152461 tgaagataat gtgaatttag catatagtaa gttaattcag atactacagg accgtattag
   152521 aatgtatttt aacactaatt aagatataat acttgactga cttaaaactt gataattaat
   152581 aatataattc gtttttatat gtgactattt taacgtctaa atgtattagt taaatattaa
   152641 acttaccacg taaaacttaa aatttaaaat ggtatttcat tgacggatga tcatacatta
   152701 tgaactttca aggacttgtc ttaactgaca attgcaaaaa tcaatgggtc gttggaccat
   152761 taataggaaa aggtggattc ggtagtattt atactactaa tgacaataat tatgtagtaa
   152821 aaatagagcc caaagctaac ggatcattat ttactgaaca ggcattttat actagagtac
   152881 ttaaaccatc cgttatcgaa gaatggaaaa aatctcacca tataagccac gtaggagtta
   152941 tcacatgcaa ggcatttggt ctatacaaat ccattaatac ggaatataga ttcttggtaa
   153001 ttaatagatt gggtgtagat ctagatgcgg tgatcagggc taacaataat agactaccga
   153061 aaagatcggt gatgttagta ggaatagaaa tcttgaatac catacaattt atgcacgagc
   153121 aaggatattc tcatggaaat attaaagcga gcaatatagt tttggatcaa atggataaga
   153181 ataaattata tctagtggat tacggattgg tttctaaatt catgtctaac ggcgaacatg
   153241 ttccatttat aagaaatcca aataaaatgg ataatggtac tctagaattt acacctatag
   153301 attcacataa aggatacgtt gtatcgagac gtggagatct agaaacactt ggatattgta
   153361 tgattagatg gttgggaggt atcttgccat ggactaagat agctgaaaca aagaattgcg
   153421 cattagtaag tgctacaaaa cagaaatatg tgaacaatac tacgactttg ttaatgacca
   153481 gtttgcaata tgcgcctaga gaattgctgc aatatattac catggtaaac tctttgacat
   153541 attttgagga acccaattac gataagtttc ggcacatatt aatgcagggt gcatattatt
   153601 aagtgtgagg ttttggtttg atgtaaaatt tttgttgata aaaattaaaa aataacttaa
   153661 tttattattg atctcgtgtg tacaaccgaa atcatggcga tttttacaca cacgtcttgg
   153721 cgggtacgac gagaatcttt atacctttcc tggaatatca ttaactgttg ccaatgatgt
   153781 taggaaatat tctgttgtgt cagtttataa taacaagtat gacattgtaa aagaaatata
   153841 tgtggtgtta cagttaggtg aacaagagat atattggagc attgctgcat atgtttgagt
   153901 gcaatgaata tctacaaatt ggagatccaa tccatgatca agaaggaaat caaatctcta
   153961 tcgtcacata tcgctacaaa actactatgc tctaagcgga atcgggtaca aaagtctaga
   154021 cttgtgtttg gaaggagtag ggattcatca tcacgtactt gaaacaggaa acgctgtata
   154081 tggaaaagtt caacatgatt attctactat caaagagaag gccaaagaaa tgagtgcact
   154141 tagtccagga cctataattg attaccacgt ctggatagga gattgtattg gtaaagttac
   154201 tgctgtagac gtacatggaa aggaaattat gagaatgtga ttcaaaaagg gtgcggtact
   154261 acagatacca aatctggtaa aagttaaact tggggataat gatacagaaa atctttccac
   154321 taccatatca gctctcctga attccggcgg cggtaccatc aaggtaacct cttaggaaga
   154381 tcgcgttaat catgtactca taaaacgatt ggaatctata cgccatatgt ggtctgtcta
   154441 tgatcgtttt aatattgtga atggtaaaga atgctgttat atacatcttc attcatctaa
   154501 tcagaatctt atgcctagta ctgtaaaaac caatttgtat atgtgatcta tgacatcatg
   154561 catccaaatg gatctcataa ctgctctaga ttatcttagt gaacttaagg aatcaagtgg
   154621 ataaagtccc aaaccagaat tgcccaaatt cgattaccca gatggagtgc aagacaatgg
   154681 atcaattgag agatttgcag aagagttctt caatagatca gaacttcagg cgggtgaatc
   154741 agtcaaattc ggtaattccg ttaatattaa aaatacatct gtttcagcta agcaactaag
   154801 aacacgtata cggcaacagc ttccctctat actctcatct tttgccaaca cagagggtgg
   154861 atatttgttc attggattgg ataataatac acacaaagta attggattca tggcgggaca
   154921 cgactgcatt aaactgatag agaatgagat agaaaagtgt attagacgac tcatgttgta
   154981 catttctgtg agaaaaagag gatatcaaat acgcatatag attcatcaag gtatataaac
   155041 ctggggagga gactacctcg acatacgtgt gcgctatcaa agtggaaaga tgttgctgtg
   155101 ctgtgtttac agattggcca gaatcatggt atatggatac tagtggtatc aagaagtatt
   155161 ctccagatga atgggtgtca tctataaaat tttaattaag aactatagag aacaaataat
   155221 aggttgtaat acatatagac aataactaac aattaattag taactgttat ctctttttaa
   155281 ctaactctta tatacctatt aatacatcgt attatagttc ttaatcattg attcacttat
   155341 tgttttaata aactaacatt gttaattgaa aagggataac atgttataga atataaatta
   155401 tatatggatt tttttaaaaa ggaaatactt gactggagta tatatttatc tcttcattat
   155461 atagcacatg cgtgttccaa ttcttccaca tcccatataa tacaggaata taatcttatt
   155521 cgaacataca aaaaagtgga taaaacaata gttgattttt tatctaggtg gccaaattta
   155581 ttccatattt tagaatatgg ggaaaatatt ctacatattt attctatgga tgatgctaat
   155641 acgaatatta taattttttt tctagataac gtattaaata ttaataagaa cgggtcattt
   155701 atacacaatc tcgggttatc atcatccatt aatataaaag aatatgtata tcaattagtt
   155761 aataatgatc atctagataa tgggataaga ctaatgcttg aaaatggacg tagaacaaga
   155821 cattttttat cctatatatt agatacagtt aatatctata tatgtatttt aataaatcat
   155881 ggattttaca tagatgctgt ggacagttac ggttgtacat tattacatag atgtatatat
   155941 cactataaga aatcagaatc agaatcatac aatgaattaa ttaaaatatt gttaaataat
   156001 ggatcagatg tagataaaaa agatacgcat ggaaacacgc catttatcct attatgtaaa
   156061 cacgatatag acaacgtaga attgtttgag atatgtttag agaatgctaa tatagactct
   156121 gtagacttta atggatatac acctcttcat tatgtctcat gtcgcaataa atatgatttt
   156181 gtaaagtcat taatttctaa aggagcaaat gttaatacgc gtaatagatt cggaactact
   156241 ccattttatt gtggaattat acacggtatc tcgcttataa aactatattt ggaatcagac
   156301 acagagttag aaatagataa tgaacatata gttcgtcatt taataatttt tgatgccgtt
   156361 gaatctttag attatctatt atttagagga gttattgata ttaactatcg tactatatac
   156421 aacgaaacat ctatttacga cgctgttagt tataatgcgt ataatatgtt ggtctatcta
   156481 ttaaacagaa atggtgattt tgagacgatt actactagtg gatgtacatg tatttcgaaa
   156541 gcagttgcga acaacaacaa aataataatg gaagtactat tgtctaaaca accatctttg
   156601 aaaattatga tactgtctat aatagcaatt actaaacata aacaacataa tacaaattta
   156661 ttaaaaatgt gtataaaata tactgcgtgt atgacagatt atgatactct tatagatgta
   156721 cagtcgttac agcaatataa atggtatatt ttaaaatgtt tcgatgaaat agatatcatg
   156781 aagagatgtt atataaaaaa taaaactgta ttccaattag ttttttgtac taaagacatt
   156841 aatactttaa tgagatacgg cagacatcct tctttcgtta aatatactag tctcgacgta
   156901 tacggaagtc gtgtacgtaa tatcatagca tctattagat atcgtcagag attaattagt
   156961 ctattatcca agaagctgga tgtgggagat aaatgggcat gttttcctaa cgaaataaaa
   157021 tataaaatat tggaaaactt taacgataac gaactatcga catatctaaa aatcttataa
   157081 acactattaa aatataaaac ctaagtagga taaaacacat tacatcattg tttcctttta
   157141 ttgcttaaca gtgtatacta tttttaacac tcataaataa aaatgaaaac gatttccgtt
   157201 gttacgttgt tatgcgtact acctgcggtt gtttattcaa catgtactgt acccactatg
   157261 aataacgcta aattaacgtc taccgaaaca tcgtttaatg ataaacaaaa agttacattt
   157321 acatgtgatt cgggatatta ttctttggat ccaaatgctg tctgtgaaac agataaatgg
   157381 aaatacgaaa atccatgtaa aaaaatgtgt acagtttctg attatgtctc tgaactatat
   157441 aataaaccgc tatacgaagt aaatgccatc ataacactaa tttgtaaaga cgaaacaaaa
   157501 tattttcgtt gtgaagaaaa aaatggaaat acttcttgga atgatactgt tacgtgtcct
   157561 aatgcggaat gtcaatctct tcaattagat cacggatcgt gtcaaccagt taaagaaaaa
   157621 tactcatttg gggaacatat aactatcaac tgtgatgttg gatatgaggt tattggtgct
   157681 tcgtacataa cttgtacagc taattcttgg aatgttattc catcatgtca acaaaaatgt
   157741 gatataccgt ctctatctaa tggattaatt tccggatcta cattttctat cggtggcgtt
   157801 atacatctta gttgtaaaag tggttttata ctaacgggat ctccatcatc cacatgtatc
   157861 gacggtaaat ggaatcccgt actcccaata tgtatacgat ctaacgaaga atttgatcca
   157921 gtggaggatg gtcccgatga tgagacagat ctgagcaaac tctcaaaaga cgttgtacaa
   157981 tatgaacaag aaatagaatc gttagaagca acttatcata taatcatagt agcgttgaca
   158041 attatgggcg tcatattttt aatctccgtt atagtattag tttgttcctg taacaaaaat
   158101 aatgaccaat ataagttcca taaattgttg ctgtgaatat aaatccgtta aaataataaa
   158161 taattaataa cgaacaagta tcaaaagatt aaagaattat agctagaatt aattgagatg
   158221 tcttcttcag tggatgttga tatctacgat gctgccagag tatttttact taggcactat
   158281 tataacaaga gatttattgt gtatggaaga agtaaccata ttacataata tatacaggct
   158341 atttacaaga tgcgccgtac cgttcgatga tatagtacgt actatgccaa atgaatcacg
   158401 tgtttaacaa tgggtgatag atacacttaa tggcataatg atgaatgaac acaatgttgc
   158461 tgtgtaggta ccggactact gttcatggaa atgtttttcg attataataa aaataattcc
   158521 aaaaatagca tcatcaacta atgtatgaca taattaatag cgtatccata attctagcta
   158581 atgagagata tagaagcgcg tttaacgaca atggaatata catccgtaga actatgattg
   158641 acaagttgta cggatacgca tctctaacta ctattgcacg atcgctggag gtgtttgtta
   158701 ttatctgttg atgcatctag ttagtttgta taaataatta tttcaatata ctagttaaaa
   158761 ttttaagatt ttaaatgtat aaaaactaat aacgttttta tttgtaatag gtgcaatagc
   158821 attctattcg aataatgagt atactccgtt taataaactt agtgtaaaac tatatataga
   158881 tggagtagat aatatagaaa attcatatac tgataataat gaattagtgt taatttttaa
   158941 agagtacaca gtttctatta ttacagagtc atacgacgtc ggatttgatt ccatagatat
   159001 agatgttata aacgactata aaattattga tatgtatact attgactcgt ctactattta
   159061 atgcaaagga cacacatgta gaatatctac caaattatca tgccattatg ataaacaccc
   159121 ttatattcac aaatataagg gtgataagcg acaatattct attactacaa agggaaaatg
   159181 ctataaagga ataaaatatg aaataagtac aatgaacgat aatattctat tgagacaaca
   159241 tactcttaaa attggatcta ctaatatatt cgatagttat ggacatagta atacatatta
   159301 ttcaaaatat ggtctttaaa aatttaaaat atattatcac ttcaacgaca atagtcaaat
   159361 aacagccaat atgagatctg taatgctaac agttttgcta attaatagca taaatgctac
   159421 gataactagc tataaattcg aatccgtcaa ttttgattcc aaaattgaat ggactggcga
   159481 tggtctatac aatatatccc ttaaaaatta tgggataaag acgtggcaaa caatgtatac
   159541 aaatgtacca gaaggaacat acgacatatc cggatttcca aagaatgatt tcgtatcttt
   159601 ctgggttaaa tttgaacaag gtgactataa agtggaagag tattgtacag gactatgcat
   159661 cgaagtaaaa atcggaccac caactgtaac attgactgaa tacgacggcc atatcaattt
   159721 gtacatcgag catccgtatg ccactagagg tagcaagaag attcctattt acaaacgtaa
   159781 tgacatgtgt gatatctact tgttgtatac ggctaacttc acattcggag attctgaaga
   159841 accagtaaca tataatattg atgactacga ttgtacgtct acaggttgca gcatagactt
   159901 tgccacaaca gaaaaagtgt gcgtgacggc gcagggagcc acagaaggat ttctagaaaa
   159961 aattactcca tggagttcgg aagtatgtct gacacctaag aagaatgtat ttacatgcgc
   160021 tattagatcc aaggaagatg tatccaattt caaggacaaa atgaccagag ttatcaagag
   160081 aaaatttaat aaacagtctc aaaattatat gaccaaattt ctcggtacta cggctaatga
   160141 tgttactacc gtgattagca tgctagatta aatattttgg gcaaatctaa atatttttta
   160201 taaaaattaa aaaatcactt tcgttatcga taactcgaga acatgggtta catatcaaca
   160261 tattaatgtt ggtggcattg tctaaaacag tcacgatatc tcttaaatgc tacagaaagg
   160321 taggatttta taatctttat ggatctaatg atagcgagca ggaaaattat tctcctgtat
   160381 ctgttaaaac tacgattatc tattaaagac agagatacta aatatagaca ataacatacc
   160441 atggaaaaat attacagatt ttattaaact cttttataga gaaatgtaat aattgctcaa
   160501 ataatactat atacaatatc actataaagt cttggactaa ttatactttg gtaaatgtta
   160561 caactgacaa tagtgtctac ttaaatgtat ctagtgatat cgtgatcaat aaaacaggaa
   160621 atattactac attcattaat aatacagtta atggtaattt atcgattagt cttaatgata
   160681 cactaagtat atacacagaa tcagaacctg tgtttatagt ggatccattc attactcttg
   160741 ataaattgta caactgttcg ttctccaaac caatcaatta tgtaaatatc tttaatacag
   160801 agtttaatac taatactaat actaatacta atactaatac taatactaat actactactt
   160861 gtaagaatga gactgactac acaccaatgg acatttctta tgttattaat gacaatataa
   160921 cattcattag taatatcaca tcaagtacaa aatatatcaa ctcatgtgta aattcgtcac
   160981 tgagtttaca gatagcggtt gtcagaatac cagtattgtt taataaaaca atggaacaat
   161041 taggtattac tctaggatct gatttggaag cgtatttcat gtgtaagtta caggaactta
   161101 attgtgacgc gagtattctc ttgaacaagg catcaaaaaa tgtaatggat agacaattat
   161161 caaaaactcc aacgagataa aagagatcca ctgagatgac tggaaatcac ttctgtctac
   161221 ataagaatca agctaggctg gaaactattt acgaaactat caaaatgcag ggtacaacaa
   161281 acaataatga cggaagtaaa cgaacgtctc caatatatga taacgttggc aatactaagg
   161341 attcattgac atatgtaaat attaataaag tatatatgag atacacgttt tgatagtcat
   161401 cctaatcgta tcggagtacg gagatcatca agttcatcat ccgatattat tgtaaccaca
   161461 atgcattggc atcaaaagaa gatagatgaa ctgacatata gcgaatataa ggagatccaa
   161521 cactattagg agaaagcagg tcatatggaa gatgttcaag ctgttaatat caatctcgat
   161581 aaacgtgaac aggctgtcgg agccacagtt tcgagacgag gagatttaga aatgttggga
   161641 ttattgcatg atagaatggt tcagtggcaa acttccatgg aaaaacaaaa gtagtatagc
   161701 aatacaacag aaaagagaat ataaaaaatt tatagctact ttctttgagg actgttttcc
   161761 ggaaggaaat aaacctttgg aattagtata cacgttagat tattctcaaa ctcctaatta
   161821 tgaaagacta cgtagactag actgtttata caagattgaa attatattct tttttataga
   161881 gcgtgtgatg ttacggatat ctaataatat tagactatct ctgacactac acgaccaaat
   161941 cgattactat ggatatcttc agggaaatcg catcttctac gaaaggagag aatgtattca
   162001 tttctccagc gacaatctcg tcagtattga caatactgta ttatggagct aatggatcca
   162061 ctgctgaaca gttatcaaaa tatgtagaaa aggaggagac catggataaa gttagcgctc
   162121 agaatatctc attcaaatcc atgaataaag tatatgggcg atattctgcc gtgtttaaaa
   162181 attccttttt gggaaaaatt ggcgataatt tccaaactgt tgacttcact gattgtcgca
   162241 ctatagatgc tatcaataag tgtgttgatg tctttactga ggggaaaatc aatccactat
   162301 tgactgaaca attgtctccc aatacctgtc tcctagcaat tagtgccgta tactttaaag
   162361 caaaatggtt gataccattc aaaaaggaat ttaccagtga ttatccattt tacgtatcac
   162421 caacggaaat ggtagacgta agtatgatgt ctatgtatgg tgagtcattt aattacgcat
   162481 ctgtaaaaga atcattcggt aacttttcaa tcatagaact gccatatgtt ggaaatacta
   162541 gtatgatggt cattcttcca gacaagattg atggattaga atccataaaa caaaatctaa
   162601 cagatacaaa ttttaagaaa tggtgtaact ctctggaagc tacgtttatc gatgtacaca
   162661 ttcccaagtt taaggtaaca ggttcgtata atctggtgga tactctagta aagttgggac
   162721 tgacagatgt gttctattca actggcgatt atagcaatat gtgtaattca gatgtgagtg
   162781 ttgacgctat gattcacaaa acgtatatag atgtcaatga agagtacaca gaagcagctg
   162841 cagcaacttc tgtactagtg gcagactgtg catcaacagt tacaaatgag ttctgtgcag
   162901 atcatccgtt catctatgtg attaggcatg tcgatggcaa aattcttttc gttggtagat
   162961 attgctctcc aacaactaat taagcatatt cttaatatta gaatattata tagttaagat
   163021 ttttttaaaa aatagaaaaa acatgtggta ttagtgcagg tcgttatttc tcccattgca
   163081 attggtaaga tgacggccaa ctttagtacc cacgtctttt caccacagca ctgtggatgt
   163141 gacagactga ccagtattga tgacgtcaga caatgtttga ctgaatatat ttattggtcg
   163201 tcctatgcat accgcaacag gcaatgcgct ggacagttgt attccacact cctctctttt
   163261 agagatgatg cggaatcagt gttcatcgat gttcgcgagc tggtgaaaaa tatgccgtgg
   163321 gatgatgtca aagattgtgt agaaatcatc cgttgttata taccggatga gcaaaaaacc
   163381 atcagagaga tttcggccat catcggactt tgtgcatatg ctgctactta ctggggaggc
   163441 gaagaccatc ccactagtaa cagtctgaac gcattgtttg tgatgcttaa aatgctcaat
   163501 tacgtggatt ataacatcat attccggcgt atgaattgac atttctccct ttcccagaaa
   163561 taaacttttt tacccactat aaaataaaag agtatactac ctattatatt tcttcctata
   163621 ttttttattc ttcattagtt acgactttta acacacctaa atgtgtcgac aaagggcaat
   163681 agtttgcgtc attcatggag ttagaaaacg agccagtaat cttaccatgt cctcaaataa
   163741 atactctatc gtttggatat aatatattag atattttatg ggaaaacgag aagcggataa
   163801 tgatagaatt ataccaatag ataattgtaa caatatgcta attctgaacc cgacacaatc
   163861 agactctggt atttatatgt gcattaccaa gaacgagacc tacagtgata tgatgtcgtt
   163921 aaatttgaca attgtgtctg tctcagaatc aaatatagat cttatttagt atccacaaat
   163981 agtaaatgag agatctactg gtgaaatgtg acccagtaat gcatttattg ctagtaacat
   164041 aaacacagat attatatgga gcggacatca acgccttaga aataagagac ttaaacaacg
   164101 gacacctgga attattacca tagaagatgt tagaaaaatg atgctggtta ttacacatgt
   164161 gttttaatat atatatatat atatatatat atatatggga gtaaagcata taacgtaacc
   164221 agaattgtaa aattagaggt atgggataaa ataatacctt ctactatgca attaccaaaa
   164281 ggccttgtaa cttcactagg tagtaatttg actattgtgt gtaaagtatc gttgagacct
   164341 cccacaacgg atgcagatgt cttttggata agtaatggta tgtattacga agaagacaat
   164401 gaggacggag acggtagaat aagtatagca aataaaatct atacgaccga taagagacgt
   164461 gttattacat tgtgattaaa cattaatcct gtcaaggaaa aagatgctac agcgtttact
   164521 attcctagca tcagcaaaac agttactatt agtataatgt gattgtatgt tgttacattt
   164581 ccatgtcaaa tagagtttat aaaaattttt tatacattat cttccaacaa gcaattgacg
   164641 aacgtattac tatgattaac tcccacgata ctatgcatat tattaatcat taacttgcag
   164701 actataccta gtgctatttt gacatacttg tgttcttgtg taattgcggt atctatatta
   164761 ttaaagtacg taaatctagc tatagtttta ttatttaatt ttagataata taccatctcc
   164821 ttatttttaa aaattaccac atcctttatt aaatcatgga tgggaatttc tatgtcatcg
   164881 ttagtatatt gtgaacaaca agagcagata tctataggaa agggtggaat gcgatacatt
   164941 gatctatgta gttttaaaac acacgagaac tttgaagaat ttatataaat tattccatcg
   165001 atacatcctt ctatgttaat atgtatatat ccaggaattc ttttatgaat atcaggaaat
   165061 gtataaacta aaacattgcc cggatacggt gcttctattg gcattatatc cgttcttaac
   165121 ttgcaaaatg taaccaatac ctttgcatgg cttgttttgt tcggtaacgt tagtttaaac
   165181 ttgacgaatg gattaattac aatagcatga tctgcgcatc tattaagttt ttttacttta
   165241 acgcccttgt atgtttttac agagacttta tctaaatttc tagtgcttgt atgtgttata
   165301 aatataactg gatatagaac tgaatcacct accttagata cccaattaca ttttatcaga
   165361 tccagataat aaacaaattt tgtcgcccta actaattcta tattgttata tattttacaa
   165421 ttggttatga tatcatgtaa taacttggaa tctaacgcgc atcgtcgtac gtttacacaa
   165481 ttgtgattta gtatagtata tctacacata tatttttccg cgctatagta ttctggacta
   165541 gcgataaaac tatcgttata tctgtcttcg atgaactcat caagatattg ctctctgtca
   165601 tattcataca cctgcataaa ctttctagac attgtacaat atgtgttatt ttaggatcat
   165661 atttacatat ttacggtata tcaaagatgt tagatatagt taataggaca catataataa
   165721 tgaatattaa acactagtat agcagaagtt tatactcaca aaacatcata aaatgagtcg
   165781 tcgtctgatt tatgttttaa atatcaaccg caaatcaact cataaaatac aagagaatga
   165841 aatatataca tattttagtt attgcaatat agaccatact tctacagaac ttgattttgt
   165901 agttaaaaac tatgatctaa acagacgaca gcctgtaact gggtataccg cactacactg
   165961 ctatttgtat aataattact ttacaaacga tgtactgaag gtattattaa atcatggagt
   166021 ggatgtaacg ataaaaccca gtagcggaca tatgcctatt tatatattgc ttactagatg
   166081 ttgcaatatt tcacacaatg tagtgataga tatgataaac aaagataaaa cccacttatc
   166141 gcataaagac tattccaacc tactactaga gtatataaaa tctcgttaca tgctattgaa
   166201 ggaagaggat atcgatgaga acatagtatc aactttatta gataagggaa tcgatcctaa
   166261 ctttaaacaa gacggatata cagcattaca ttattattat ttgtgtcttg cacacgttta
   166321 taaaccaggc gagtgtagaa aaccgataac gataaaaaag gccaagcgaa ttatttcttt
   166381 gtttatacaa catggagcta atctaaacgc gttagataat tgtggtaata caccattcca
   166441 tttgtatctt agtattgaaa tgtgtaataa tatccatatg actaaaatgc tgttgacttt
   166501 taatccgaat ttcgaaatat gtaataatca tggattaacg cctatactat gttatataac
   166561 ttccgactac atacaacacg atattcttgt catgttgata catcactatg aaacaaatgt
   166621 tggagaaatg cctatagatg agcgtcgtat gatcgtattc gagtttatca aaacatattc
   166681 tacacgtccg ttagattcga taacttattt gatgaatagg tttaaaaata tagatattca
   166741 tacccgctat gaaggaaaga cattattaca catagcatgt gaatataata atacacacgt
   166801 aatagattat cttatacgta ttaacggaga tataaatgcg ttaaccgaca ataacaaaca
   166861 cgctatccaa ctcattatag ataacaaaga aaattcccag tataccatcg attgtttatt
   166921 gtatatactt agatatattg tagataagaa tgtgataaga tcgttggtgg atcaacttcc
   166981 atatctacct atcttcgata taaaatcatt tgagaaattc atatcatact gtatactttt
   167041 agatgacaca ttttacgata gacacgttca gaatcgcgat tctaaaactt atcgatacac
   167101 gttttcaaaa tacatatcat tcgataaata cgatagtata ataactaaat gctatgaaga
   167161 aacaatattg ctcaaactat ccactgttct agacacaaca ctatattctg ttttaagatg
   167221 tcataattcg agaaagttaa aaagatacct cagcgtgtta aaaaaatata ataatgataa
   167281 gtccttcaaa atatattcta atattatgaa tgagagatac cttaatgtct attataaaga
   167341 tatgtatgtg tcaaaagtat acgataaact atttcctgtt ttcacagata aaaaatgtct
   167401 actaacatta ctaccttcag aaattatata tgaaatatta tacatgttaa caatttacga
   167461 tctttataat atatcgtatc cacctaccaa agtatagttg tatttgtaat ttttctcata
   167521 cgatgtgtgt aaaaactgat attataaatt atcttagtgt cgtatgatga agatgacgat
   167581 gaaaatgatg gtacatatat attttgtatc attattgtta ttgctattcc acagttacgc
   167641 catagacatt gaaaatgaaa tcacagattt cttcaataaa atgaaagata ctctaccagc
   167701 taaagactct aaatggttga atccaacatg tatatttgga ggcacaatga ataatatggc
   167761 tgctatagga gagccattca gtgcaaagtg tcctcctatt gaagacagtc ttttatcgcg
   167821 tagatatata aataaagaca acgtagttaa ctgggagaaa ataggaaaaa ctagacgacc
   167881 tcttaataga cgtgttaaaa acggtgactt atggatagcc aactatacat ctaacgacag
   167941 tcatcgtatg tatttgtgta cagtgattac aaagaatggc gactgtattc aaggtatagt
   168001 tagatcccat gtacggaaac cttcttcatg cattccagaa atctatgaac taggtactca
   168061 tgataagtat ggaatagact tatactgtgg aattatttac gcaaaacatt ataataatat
   168121 aacttggtat aaagataata aggaaattaa tatcgatgat attaagtatt cacaaacggg
   168181 aaaggaatta attattcata atccagcatt agaagatagc ggaagatatg actgttatgt
   168241 tcattacgac gacgttagaa tcaagaatga tatcgtagta tcaagatgta aaatacttac
   168301 ggttataccg tcacaagacc acaggtttaa actaatacta gattcgaaaa tcaacgtaat
   168361 tataggagaa cctgccaata taacatgcac tgctgtatca acgtcattat tgttcgatga
   168421 tgtactgatt gaatgggaaa atccatccgg atggcttata ggattcgatt ttgatgtata
   168481 ctctgtttta actagtagag gcggtattac tgaggcgacc ttgtatttta aaaatgttac
   168541 tgaagaatat ataggtaata catataaatg tcgtggacac aactattatt ttgaaaaaac
   168601 ccttacaact acagtagtat tggagtaaat acacaatgca tttttatata cattactgaa
   168661 ttattattat taattatatc gtatttgtgc tatagaatgg atgaagatac gaaactatct
   168721 aggtatttgt atctcaccga tagagaacat ataaatgtag actctattaa acagttgtgt
   168781 aaaatatcaa atcctaattc atgttataga tgtggatgta cggctttaca tgagtacttt
   168841 tataattata gatcagtcaa cggaaaatac aagtatagat acaacggtta ctatcaatat
   168901 tattcattta gcgattatga aaattataat gaatattatt atgatgatta tgatagaact
   168961 ggtatgaata gcgagagtga gagtgataat atatcaatca aaacagaata tgagaatgaa
   169021 tacgaattct atgatgaaac acaagatcaa agtacacaac tagtaggtta cgacattaaa
   169081 ctcaaaacca atgaggatga ttttgtggat gaattctatg gctatgatag atcagtgggt
   169141 gtccatgatt atatagataa atcaattaat aaagtagtat atggaagaga gtcttacgta
   169201 agatggcggg atatatggca agaacataat gatggtgtat acagtatagg aaaggagtgc
   169261 atagataata tatacgaaga cagacataca gtagacgaat tctacaagat agacagcgta
   169321 tcaaatgtaa atgacgcgga acacatatct cagataacta atgatgtatc tacacaaaca
   169381 tgggaaaaga aatcagagtt agatagatac atggaaatgt atcctcgtca tagatatagt
   169441 aagcattcta tctttaaggg attttctgac aaagttagaa aaaatgattt agacatgaat
   169501 gtggtaaaag aattactttc taacggcgca tctctaacaa tcaaggatag cagtaataag
   169561 gatccaattg ctgtttattt tagaagaacg ataatgaatt tagaaatgat tgatatcatt
   169621 aacaaacata caactatcta tgaacgccgg tatatagtac actcctatct aaaaaattat
   169681 agaaattttg attatccatt tttcaggaag ttagttttga ctaataaaca ttgtctcgat
   169741 aattattata atacaggtga ccgcagacat ggaacgccgc tacatatatt ggcgactaat
   169801 aaaaaattaa taacacctaa ttacatgaag ttattagtgt ataacggaaa tgatataaac
   169861 gcacgcggcg aaaatacaca aatgcaaact ccattacaca aatatttgtg taaatttgta
   169921 tatcataata ttgaatatgg tatccgatac tataatgaaa agattataga cgcatttata
   169981 gagttaggag ccgatctaac tattccaaat gatgatgaaa tgataccagt aatttactgc
   170041 atacacgtaa atgctgaata tggttataac aatattacta acataaggat aatacgtaaa
   170101 ctacttaatc ttagcagaca tgctccacat aatctattta gagatcgagt catgcacgat
   170161 tatataagta atacatatat tgatatagag tgtttagata ttattagatc actggatggg
   170221 ttcgatatta attgttactt tgaaggacgt acacctcttc attgcgctat acagtataac
   170281 ttcactcata ttgcggaata cttattagat cgaggagctg atatatcatt aaagacaggc
   170341 gatggaaaat ctgtattcga tttatcgtta tgtagctaca tacctcttaa atggactagt
   170401 tttttgatta gtcgtctacc gcctaaaagt gtcatgagct cactgactaa ccatataata
   170461 gattatgttc ttacagacaa taaaaatatt atttggcaaa gtcaaatgat taataagtat
   170521 gtgttgttac ttgatccatc cttttattct agattcagaa atgctattaa aagcaaatta
   170581 aatcaatacg attatcgttg cttcaattac aatagatatc gtgttaataa aaagtatcgc
   170641 aaagttttac atgacattga tatatatatt aaggatgtac aagtattaaa atctattctc
   170701 atcgccaata atgtaacact atacgacact attgtaaata atacatcaga gtttcctgta
   170761 catcgtctaa acaacaaaca attaattaat acagtaaatt ccaatatata tcatgatctt
   170821 atcgaaaaag ttattaaaaa atcattagag aaatgtactc taactaatgc cgtcctcgag
   170881 tatatgatcg catctcgatc tcaatcatct tatttaagtc gtattcctaa tgagatatta
   170941 ctcaaaatac tatataacct cagcgtctac gatttacgca aactatatgc aagatacatg
   171001 ctagagaatg agacagatta tcatatagag tcaaggtcaa tttctacgca gactgaataa
   171061 tgttatatac actacatatt tttatgtcat tataactact tgtaatattg aaatcgtaat
   171121 ttgatatata gtgaaaaatg gattttgatg atattaaaca taatagacga gtagtaagta
   171181 acattagcaa tcttttagat gatgatatat attatgcgat gtaatcataa ctattggtga
   171241 tggagaagaa attaaagcac ataaaactat cttggctgct ggatctaaat attttagaac
   171301 actgtttaca acacctatga taataagaga tctagtaact agagtaaaaa tctacagatg
   171361 atcaataaag attccgtcaa aaatattgta cagtacttat acaataggta tataagttct
   171421 atgaatataa tagatgtatt aaaatgcgcc aactatcttc taatcgatta tctagtcact
   171481 gactgcgaat cctatattaa agattatact aatcatgata cctgcatatg tatgtaccat
   171541 aggttaatga gatggttcat attccaatag tcaaatatat taaacgtatg ctgatgagta
   171601 atatatcaac attgataact acggacgcat ttaaaaaaac agtatttgaa atattatttg
   171661 atattctttc tactaacgac aatgtatatt tatacagaga aggctataaa gtaacgatac
   171721 tattgaagtg gctagaatac aactacatca caaaagaaca gcttttgtat atactgtcct
   171781 gtatagatat acaatctaga tagaagtata gactactact ctattcaaat aaaactataa
   171841 atatgcatcc ctcatgtata caatttctat tagataataa acagaataga aacattatac
   171901 cccaaccagt tatgtttagc gtgtcatgat actaagtata atgtatgtaa cccgtgcata
   171961 ttagtatata acattaatac tatggaatat agtgttattt ccaccattcc taatcacata
   172021 attaattaca catccgcgat tgtagataat gaaataataa tagctggagg atataacttt
   172081 aataatccat cgttaaacaa ggtatataaa ataaacattg agaacaaaat acatgtcgaa
   172141 ctcccaccca tgataatgaa tagatgtcgt ttttctttgg ctgtaatcga taacacaatt
   172201 tatgctatag gtggtcaaaa actgaagttt aacattattt atttatgata tatattatat
   172261 atcggtatcg ttattgtttg gtctatacca tggatatctt taaagaacta atcttaaaat
   172321 accctgatga aaatgttttg atttctccag tttccatttt atctacttta tctattctga
   172381 atcatggagc agctggttct acagctgaac aactatcaaa atatatagag aatgtgaatg
   172441 aaaatacacc cgatgataag aaggatgaca ataatgacat ggacgtagat gttccgtatt
   172501 gtgcgacact agctattgca aataaaatat actgtagcga tagtatcgag ttccacgcct
   172561 ccttcctaca aaaaataaaa gatgattttc aaactgtaaa ctttaataat gctaaccaaa
   172621 caaaggaact aatcaatgaa tgggttaaga cgatgacaaa tggtaaaatt aattccttat
   172681 tgactagtcc actgcccatt aatactcgca tgacagttgt tagcgccgtc cattttaaag
   172741 caatgtggaa atatccattt tctaaacatc ttacatatac agacaagttt tatatttcta
   172801 aaaatatagt taccagcgtt gatatgatgg tgagcactga aaacgactta caatatgtac
   172861 atattaatga attatttgga ggattctcta ttatcgatat tccatacgag ggaaactcta
   172921 gtatggtaat tatactacca gacgacatag aaggtttata taacatagaa aaacacataa
   172981 ctgaagaaaa ttttaaaaaa tggtgtggta agttatacac taaaagtata gacttgtata
   173041 tgccaaagtt taaactgaaa atgacagaat cgtataatct ggtacctatt ctagaaaatt
   173101 taggacttac taatatattc ggatattatg cagattttag caagatgtgt aatgaaacta
   173161 tcactgtaga aaaatttcta cacaagacgt ttatagatgt taatgaggag tatacagaag
   173221 catcggctat tacaggagta tttatgacta acttttcgat ggtatatcgt acgaaggtct
   173281 acataaacca tccattcata tacatgatta aagacaacac aggacgtata ctctttatag
   173341 ggaaatactg ttatccacaa taaatataaa caaatagact ttttatctca tgtctaagaa
   173401 ttacaaagta atatagttag tataactaaa gttaatacta cattaaaact taaaaaaaat
   173461 aataatatca ctattacaat taataagtat aaactataaa ctaaaaatta aacaatatcg
   173521 ttattatata agtaatacca aaatgatgat atacgattaa tagcctgtct tatattcgtg
   173581 actttatcca ttgctagtca ctttacattc ccgttattcc tcccattacg gaagataaat
   173641 cgtttaatag tgtagaggta ttagtttcct tgtttagaga tgatcaaaaa gactatacgg
   173701 taacttctca gttcaataac tacacatcga caccaacgac tggactataa atgtactatc
   173761 cgatggtctg gatataccat tgactaatat aacttattgg tcacggttta ctataggtcg
   173821 tgtattgttc aaatcagagt ctgaggatat tttccaaaag aacatgagta ttctaggtgt
   173881 ctctattgaa tgtaagaagc cgtcggtatt acttactttt tgaccgtgtg taaaatgact
   173941 cgagtatttg acttccagat atggattatt atcgaggaga ctgtctagaa gtcgtttata
   174001 taacaatgac ttataaaaat actaaaactg aagagactga ttacgcatac ctctctaatg
   174061 tgcggattcc tgaatactat cgattgatga gtaatggggt tgatggttga ttattgatta
   174121 gttttcctta ttctttttat tcacataaaa gaatattttt tataaacatg aaaccactgt
   174181 ctaaatgtaa ttatgatctt gatttataga tgaaaatcag ctgctttaga tgattttggt
   174241 tagtatgtat aatataaaaa aataaatata acttatttta agattaagtg ctattgtact
   174301 taattttttg ttctataaac tgaatatata gctacaatta ttgacgggtt tatttatgac
   174361 cggcaaccat gaatttacag agattatctc tggctatata tcttactgtg acatgttcgt
   174421 ggtgttatga aacatgtatg agaaaaactg cgttgtttca tgacaatcaa ttggggcatg
   174481 cggaagacaa tcaagatagt gtagcgtcgc taccgtacaa gtatctacaa gtagtcaata
   174541 aaagagaacg tagtagattg ctggctacgt ttaattggac aagtatagct gagggtgtta
   174601 aaaatgattt cattagaata tgtgatatca acggaacata tctatataat tatactattg
   174661 ctgctagtat gattattgat tccatggaag aactaccaac aattacaaca tatgaaccgt
   174721 ctacctataa ttatactttc gataatagca ctgttagtac tactgaagaa ctaaaagtga
   174781 ctccatcacc aactacatac gcgactgtaa caactcctct tccaacatca tcagttccat
   174841 atgatcaacg atctaataac aatgtaggta ctatatctat tcagatactg agtaaaatat
   174901 tgggagtcaa tgaaacagaa ttaactaatt atcttattac gcataaaaat gccacggttg
   174961 acaataacac attgtatggt aatataggat ttttggaaat aaataattgc tacaatattt
   175021 ctgtatcaaa tgctagtttt agaataacat tagtaaacaa tacttctgaa gaaattgtta
   175081 taatgctaac agggactagt tcatccgaca ccttcatatc ttccaccaat accactgaat
   175141 gtttgaaaac attaatcaat aatacgtcga atattagtga tgtaagtata acacaaaata
   175201 tgaatgtaac atctaattgt gataaatgtt caatgaattt gatgacatcc gttatccctg
   175261 ccgttaaaga atttaacaat acgttgaaaa aaattggtgt aaaagatgat aaaaacaata
   175321 cagtatataa ctattataat tgtaaactaa ctacaaattc tacatgtgac gagttaatca
   175381 atttagatga agtcattaac aatataactt tgacaaatat tataagtagt agtgtttcta
   175441 caaccaacag cagaaaaaga cgagatctga atggtgagtt tgaattttct acatccgagg
   175501 aattagattg tctttacaaa tcatatggtg taagtgatga tgtaagtcat tgtttttcat
   175561 cacctagacg tagacgatct gacgacaaac aggagtacac agaaatgaaa ttactcgacc
   175621 acgcgaaaaa agatttaaga atagacagtg ttattcctag aggtacaact catttccaag
   175681 taggtgcatc tggagcaagt ggtggtgttg taggtgatag ttccccattt caaaatgtta
   175741 aatcacgggc cagtctattg gcagaaaaaa taatgcctag agtacccact actgctaccg
   175801 aagagcagct atatgcaact ataaatagac aaacaaagtt gcctgcaggt gttaaaagta
   175861 ctccgtttac agaggcgctt gtgtctacga taaaccaaaa gctttctagt gttaaagagg
   175921 taacttatgc ttcgtccaat ctgccaggat caagtggtta tgttcataga ccatctgatt
   175981 ctgttattta cagcactata agacggacac gtttacctag tgataccgat agtgattttg
   176041 aggatataca aactgttgtt aaggaatata atgaaagata tggtagacga gttagtagaa
   176101 cacagtcatc aagtagtgat tttgaagata tagatgaggt ggttgcagaa tatagacaaa
   176161 aatatggtgg agctagccgt ggtagaacat cgtcatcaag tagtagtgat tttgaagata
   176221 tagatgaggt ggttgcagaa tatagacaaa aatatggcaa cgctatgaca aaaggacgtg
   176281 gttcttctaa accggatccg ttatatagta ctgttaagaa aacacctaaa agtatagcat
   176341 ctggagtaga catagtttca aaacaaacag actattcttt attacccggc gttaatactg
   176401 gcagttctat cgtaacacct ctcaccagaa gaggagctac tagacgacct aaacgcccat
   176461 ctacacctcc acgcgaagat ctaccaccgc ttcctctaaa tcctccttat cgacaacttt
   176521 ctcgtggtgg tgatcattct ctacaacaag ttcctcaacg tgattattct ccaccacata
   176581 gacctcctcc accacttcct cctaaaccag ttccagctat tccacctaga gatagtcaac
   176641 caaataataa aggatttagt aagtttgtat ctcctagacg gtgtagaaga tcaacctctg
   176701 gagtcgtatg tggtatgata caatcaagac caaacgatga tacatattca cttcttcaac
   176761 taccaaaaat tgaaccagaa tatgcggagg taggtaatgg cttacccaag aacaatgttc
   176821 ctgtgatagg caataaacat agtaaaaaat atacatcgtc gatgtcaaaa atatcaacaa
   176881 aatttgataa atctatggca tttggaacag caatgttact aactggtcaa caggctatta
   176941 accaacagga tagatcaact gcgttgatta aaaaagatca aatgagcaag gacgaaaaaa
   177001 tattcgaagc agttacaatg actctatcaa ctataggttc aacgttgaca actgcaggta
   177061 tgatagctcc accactaatg attgctggaa taggtatatc gcttatatca ggtataatag
   177121 atacggcaaa agatatatat tacctatttt caggacagga gaagccagta gatccagtta
   177181 ttaagttttt taacacatac gctggattag tatccgatag tagtaaaatg ggtgtaagga
   177241 aatgtttgac gcctggagaa gacacactta tttacatcgc atacaaaaac gattccagtt
   177301 ttaaacaaaa tacggaggca atggctttat atttcttaga tgttatcaac tcagagatcc
   177361 tatatctaaa cacatcaaat ttagttttag agtatcatct aaaggtggct tgtcccatag
   177421 gaacattaag atctgtagat gtggacataa ctgcgtatac aatattatat gatacagcgg
   177481 ataatattaa aaaatacaag tttatcagaa tggcaacgct actatccaaa catccagtta
   177541 ttagattgac atgtggttta gcagcaacat tggtaattaa accgtacgag gtacccatca
   177601 gtgatatgca actactaaaa atggcaacgc atggtgaacc agaatccact aaatcaatac
   177661 catctgatgt ctgtgatagg tatcctctaa agaaattcta tcttttggct ggtggttgtc
   177721 catatgatac atctcaaact tttattgtac atactacttg cagtatttta ctaagaacag
   177781 ctacatggga tcagtttaga aacagatggg tgttacaaaa tccatttagg caagaaggga
   177841 catataagca actgtttacc tttagcaaat acgattttaa cgacaccata atagatccta
   177901 atggtgtggc gggtcatgct agcttttgta ccaatagaag cagcaaccaa tgtttctggt
   177961 cagaacctat gatattggaa gatgtatcat cgtgtagttc tagaactaga aaaatatacg
   178021 taaaactggg aatatttaat actgaagggt ttaatagttt tgtactaaac tgtccaactg
   178081 ggtctacgcc aacatacatc aaagataaaa atacggacag taacaatgtt atcatagagc
   178141 tacctgtagg tgattacggc actgccaaat tgtattcggt aacaaaacca tcgagaatag
   178201 ctgtattctg cacacataac tatgataaac gattcaaatc agatattata gttctaatat
   178261 ttaatagtat cagtggtatt ccattttcga gcatatacac aggaagtgtg aacggtagaa
   178321 atagactgtt caccacattg tctaaaggaa tgccatatag atcaatgtat tgcgataaca
   178381 gacgaccagg ttgttattat gcaggaatac catttaatga aaatagtgta gaatcagatc
   178441 tgcattatgg accagaaata atgcttaagg aaacatatga cacaaacagt attgatccac
   178501 aagttataac aaagtcaaaa acacactttc ctactccaat aagtgtaaaa tttacggttg
   178561 acaatttagg aaatgggtat aacaaacccg aaaatttttg gaaagacgct aaaagtaaga
   178621 aaaggacata tagcgcaatg acaataaaaa tcctaccatg tacagtgaga aataaaaatg
   178681 tagactttgg atataactat ggacatatta tttccaatat ggtttatgca caatctacta
   178741 gtcaggatta tggagatggt accaactata catttaaatc tgtaaataga tccgatcatg
   178801 agtgtgaatc tattttagat ttgaaggcta aggaagtaac tgtgatgtgt cccgcgttta
   178861 gtataccaag aaatatatca gcgtatgaag gtctatgctt tagtgtcact acatctaaag
   178921 atcattgtgc ctcaaataag gaatggttaa aatcttatgg ttatgggaat acagatgcta
   178981 ctaaacaacg tgtctgtttt catcattgga attatgtcac aacgtcgttg gattattact
   179041 gttcatacga agatatttgg aaaagcgact ggcctgacta tgatccatgt aagtcatata
   179101 tttatataga gtatagagac atatggatag aatctaaagt gttgcagcaa cctccttata
   179161 cattcgaatt cacacatgac gattctaatg aatacgtgaa taaagaaatt agtaacaaat
   179221 tgaatgatct gtacaatgaa tacaagaaca ttatggaata tagcgacgga tcattgcctg
   179281 cttctataaa cagattagca aaatcattaa cttcagaggg tagagaaata gcaagtgtta
   179341 atatagatgg taatctgtta gatattgcat atcaagcaga taaggaaaag atggctgata
   179401 tacagaacaa aataaatgac atcacaagag atttattcat tcacacttta tcaaacaaag
   179461 atataaaaga cattatagaa tccgaagaag gtaagagatg ttgtataata gatgttaaga
   179521 acaatcgtgt taaaaagtac tatcctattg ataattatct atgtggtact ttagatgatt
   179581 atatatacac ttctgtagaa tataacaaat cctatgtgtt aataaacgac acttacatga
   179641 gctatgacta tcttgaatca tcaggtgtag ttgttttatc atgttatgaa atgactataa
   179701 tctccttgga tacaaaagac gccaaagatg ctatagaaga tgagatagta gcaagtgctg
   179761 tagccgaagc attgaatgac atgtttaagg aatttgataa aaacgtaagt gttattataa
   179821 taaaagaaga agataattat ctaaacagtt ctccgaatat ataccatata atatacatca
   179881 taggcggcac tattctgata ctgttagtca ttattttaat attggtaatt tatatagcat
   179941 gcaataaata cagaaccagg aaatataaaa taatgaaaga tgatactatg agcattaaat
   180001 ctgagcatca taatagtctt gaaacagtat ctatggaaat tatggataat cggtactaat
   180061 aaaaaatagt ttaactcttt ttagaaccag tttggtactg gaatttcagt tcattcgttg
   180121 agaatattga tgattttttt taagatgata tttacttttt atatgcttgc attacagaat
   180181 aatattcaca ggtattatta aaatgagtat cggagctaca ttaccatatc atcatccatg
   180241 ctcatgtgga tggaaaatcc atccattata taattaatga tacgtgcatg tttgatatat
   180301 tctttaaatg gaacagacat cacagactga gatacgcaaa gaatcctaca ttcctaaact
   180361 ttgtatctga cataagaaca gtgagaggat cgactccata gtggacaaca ttaatacaaa
   180421 cgataacttg atttcaaaat tatcaatgga gatacaacgt gaaatacttt attactccat
   180481 taaataatgt atcacttacg ataatgtctc tataaacgac cggtttatca ttaattaata
   180541 caatgtctaa attccatagc atattacaaa atcaccgtct aagatgataa aaacacgttt
   180601 attttatatg tcaaccatta ctaaaaaata tattgttctg tttttgtttt ctttttctta
   180661 cacacatcgc taattatgaa aaagtaaatg atgaaatgta tgagatggtg agatggacga
   180721 gattgtgaac attgttcgtg atagtatgtg gtttatacct aacgtattta tggacaacgg
   180781 tgagaatgac ggccacgttt ctgtcaacaa tgtctgtcat atgtatttcg cgttctttga
   180841 tgttgataca tcgtctcatc tgtttaagct agttattaaa cactgcgatc tgaataaaca
   180901 actaaaatgt ggtatgtctc cattacattg ctatgtgatg aatacacgat ttaagccatc
   180961 tgtattaaag atattgttac acaacggtgt gaataacttt gataataagg ataacaaagg
   181021 acatattcct ctacaccact atctgattta ttcactatca atcgataaca aggtctttga
   181081 tatactaact gaccccattg atgactttag taaatcatcc gatctattgc tgtgttatct
   181141 tagatataaa ttcaatggga gattaaacta ctacgttctg tacaaattat tgactaaagg
   181201 atctgaccct aattgcgtcg acgaggatgg actcacttct cttcattact actgtaaaca
   181261 catatccgca ttccacgaaa gtaattatta caagtcaaag agttacacta agatgcgagc
   181321 tgagaagcga ttcatctata cgataataaa tcatggggca aacattaacg cggttacgaa
   181381 aatcggaaat acgccgttac acacttacct tcaacagtat accaaacata gtcctcgtgt
   181441 ggtgtatgct cttttatctc gaggagccga tacgagaata cgtaataatt ttgattgtac
   181501 acccatcatg gaatacataa agaacgattg tgtaacaggt catattctca taatgttact
   181561 caattggcac gaacaaaaat acgggaaatt acaaaaggaa gaaggacacc atttacttta
   181621 tctattcata aaacataatc aaggatacgg aagtcacgct ttcaatatat tacggtatct
   181681 actagatagg ttcgacattc agaaagacga atattataat accatgactc ctcttcatac
   181741 agccttccag aattgtaaca acaatgttgc ctcatacctt gtatacatcg gatacgacat
   181801 caaccttcct actaaagacg ataagacagt attcgacttg gtgtttgaaa acagaaacat
   181861 cttattcaat gcgggtgtta ttcacaacat catccaccac agactgaaag tatctctacc
   181921 tatgattaaa tcgttgttct ataagatgtt agaattctct ccctacgacg attactacgt
   181981 aaagaagata atagcctact gcatattaag ggacgagtca ttcacggaac tacatagtaa
   182041 attctgttta aacgaggact ataaaagtgt atttatgaaa aatatatcat tcgataagat
   182101 agattccatc atcaaaaaat gcaactggga cataagtcgc ctcaaagata ttcaaatctc
   182161 tgacaccaac ctgtatactg tattaagaac agaagacatc cggtatcgta cctatcttaa
   182221 agccatacat ttagatagtc acatttcatt tcccatgtac gacgatctta tagaacagtg
   182281 tcatctatcg atggagcgta aaagtaaact cgtcgacaaa gtactcaata aattaaagtc
   182341 taccatcgat ggtcaatcta gactatcgta tttgcctcca gaaattatac gcaacatcat
   182401 aaccaagcta agcgactatc atctaaacag tatgttgtac ggaaagaacc attacaaata
   182461 ttatacatga taggaagaaa atatttaaaa aatatctata tgattggaga agtaggaaac
   182521 aggaacacgg tgattactac attattaaat catgaagtcc gtattatact tgtatatatt
   182581 gtttctctca tgtataataa taaacggaag agatgcagca ccgtatacac cacccaatgg
   182641 aaagtgtaaa gacaccgaat acaaacgcca taatctgtgt tgtttatcgt gtcctccggg
   182701 aacatacgct tccagattat gtgatagcaa gactaacaca caatgtacac cgtgtggttc
   182761 gggtaccttt acatctcgca ataatcattt acccgcttgt ctaagttgta acggaagatg
   182821 caatagtaat caggtagaga cgcgatcgtg taacacgact cacaatagaa tctgtgaatg
   182881 ctctcccgga tattattgtc ttcttaaagg atcatccgga tgcaaggcat gtgtttccca
   182941 aacaaaatgt ggaataggat acggagtatc cggacacacg tctgttggag acgtcatctg
   183001 ttctccgtgt ggtttcggaa catattctca caccgtctct tccgcagata aatgcgaacc
   183061 cgtacccaac aatacattta actatatcga tgtggaaatt acactgtatc cagttaacga
   183121 cacatcgtgt actcggacga ccactaccgg tctcagcgaa tccatcttaa cgtcggaact
   183181 aactattact atgaatcata cagattgcaa tcccgtattt cgtgaggaat acttctctgt
   183241 ccttaataag gtagcaactt caggattttt tacaggagaa aatagatatc aaaatatttc
   183301 aaaggtgtgt actttaaatt ttgagattaa atgtaataac aaaggttctt ccttcaaaca
   183361 gctaacgaaa gcaaagaatg atgacggtat gatgtcgcat tcggagacgg taactctagc
   183421 gggtgactgt ctatctagcg tcgacatcta tatactatat agtaatacca atgctcaaga
   183481 ctacgaaact gatacaatct cttatcgtgt gggtaatgtt ctcgatgatg atagccatat
   183541 gcccggtagt tgcaatatac ataaaccgat cactaattcc aaacccaccc gctttttata
   183601 gtaagttttt cacccataaa tagtaaatac aataattaat ttctcgtaaa agtagaaaat
   183661 atattctaat ttattgcacg gtaaggaagt agaatcataa agaacagtac tcaatcaata
   183721 gcaatcatga aacaatatat cgtcctggca tgcatgtgcc tggcggcagc tgctatgcct
   183781 gccagtcttc agcaatcctc atcctcgtgt actgaagaag aaaacaaaca ttatatggga
   183841 atcgatgtta ttatcaaagt cacaaagcaa gaccaaacac cgaccaatga taagatttgc
   183901 caatccgtaa cggaaattac agagtccgag tcagatcccg aggtggaatc agaagatgat
   183961 tccacatcag tcgaggatgt agatcctcct accacttatt actccattat tggcggaggt
   184021 ctgagaatga actttggatt caccaaatgt cctcagatta aatccatctc agaatccgct
   184081 aatggaaacg cagtgaatgc tagattgtcc agcgtgcccc taggacaagg taaggactct
   184141 cccgctatca ctcgtgcaga agctctggct atgatcaaag actgtgagct gtctatcgac
   184201 attagatgta gcgaagaaga gaaagacagc gacatccaga cccatccagt actcgagtct
   184261 aacatctctc ataagaaagt gagttacgaa gatatcatcg gttcaacgat cgttgataca
   184321 aaatgcgtca agaatctaga gtttagtgtt cgtatcggag acatgtgcaa ggaatcgtct
   184381 gatcttgagg tcaaggatgg atttaagtat gtcgacggat cggtatctga aggtgtaacc
   184441 gatgatactt cactcatcga ttcaacaaaa ctcaaatcgt gtgtctgaat aaataactct
   184501 attcatccga gattcgggta agtagggtta atcgaacgat ttagtcacac tacgaattaa
   184561 aaaagtgtac ctgacactat actccggttt acaaaacaaa aatgttctta actacattaa
   184621 caaaaagtta tctctcgcga cttcttcttt ttctgtctca gtagtgtgta cgatatgatc
   184681 actgttcata ttcctattct ctcttcgatg gtctcacaaa aaagttttac aaaaatattt
   184741 ttattctctt tctctcttcg atggtctcac aaaaaatatt aaacctcttt ctgatggagt
   184801 cgtaaaaagt tttatctctt tctctcttcg atggtctcac aaaaaatatt aaacctcttt
   184861 ctgatggagt cgtaaaaagt tttatctctt tctctcttcg atggtctcac aaaaaatatt
   184921 aaacctcttt ctgatggagt cgtaaaaagt tttatctctt tctctcttcg atggtctcac
   184981 aaaaaatatt aaacctcttt ctgatggagt cgtaaaaagt tttatctctt tctctcttcg
   185041 atggtctcac aaaaaatatt aaacctcttt ctgatggagt cgtaaaaagt tttatctctt
   185101 tctctcttcg atggtctcac aaaaaatatt aaacctcttt ctgatggagt cgtaaaaagt
   185161 tttatctctt tctctcttcg atggtctcac aaaaaatatt aaacctcttt ctgatggagt
   185221 cgtaaaaagt tttatctctt tctctcttcg atggtctcac aaaaaatatt aaacctcttt
   185281 ctgatggagt cgtaaaaagt tttatctctt tctctcttcg atggtctcac aaaaaatatt
   185341 aaacctcttt ctgatggagt cgtaaaaagt tttatctctt tctctcttcg atggtctcac
   185401 aaaaaatatt aaacctcttt ctgatggagt cgtaaaaagt tttatctctt tctctcttcg
   185461 atggtctcac aaaaaatatt aaacctcttt ctgatggagt cactaaaata tttttattct
   185521 cattctgatg catcaactat ttcttaaaca ataacgttca acaacatata ctctcgag
//